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Table S1 Relative gene expression

Clofibrate Medium-chain fatty acid
FA N Clo+ Clo- SEM p-V Tri2MPA  GlySUC TriC5 TriC6 SEM  p-V
Fold
PPARa 1.00 1.43 1.07 0.24 0.27 1.03 1.44 143 111 033 0.31
MCD 1.00 128 1.00 0.23 0.38 1.13 1.29 1.18 097 033 0.38
KCoA 1.00 1.15 1.10 0.11 0.76 1.24 1.04 1.14 110 0.16 0.76
PGC1 1.00 161 135 0.30 0.56 1.21 2.06 1.67 098 0.43 0.56
VLCAD 1.00 132 1.03 0.15 0.21 1.11 1.45 132 082 0.22 0.21
FGF21 1.00 1.17 147 0.22 0.35 1.54 1.37 129 109 032 0.35
MCAD 1.00 4.85 3.84 199 0.71 3.46 1.98 543 651 270 0.71
LCAD 1.00 1.14 120 0.14 0.77 2.48 3.16 2.82 207 0.332 0.48

Data are least square means with standard errors (n=5-7). MCD: Malonyl-CoA decarboxylase; KCoA: 3-
kotoaceyl-CoA thiolase; PGCla: PPARG Coactivator alpha; VLCAD: Very long-chain acyl-CoA
dehydrogenase; FGF21: Fibroblast growth factor 21; MCAD: Medium-chain acyl-CoA dehydrogenase;
LCAD: Long-chain acyl-CoA dehydrogenase; PPARa: Peroxisome proliferator-activated receptor alpha.

Table S2 Primers

Genes Forward Reverse Amplicon Size, bp | NCBI (Gene Bank)
primer(5'-3'), Sen | primer(5'-3'), Anti




MCD TCT GAG GCT GTG | AGA GAA GAA 81 AK235264

CAT CCCGTT AAA | GTA GCA CCT GCG
GTA

KCoA CAGTTT GAT GTG | GCA GGG AGC 173 AF028007
GTT GTG GC TCA GGT GAT AG

PGCla GCAGTTCTCACA | TAG AGA CGG CTC 162 NM_213963.2;
GAG ACG CT TTCTGCCT Sus

VLCAD AGA GCG TTG GCT GGC AGG 105 AF022255.1
ACGTTCCC CATTTG AC

FGF21 ACT GTG GGT CCC | ATC CGT GTA GAG 118 NM_001163410.1
TGT GCT G GTATCGTTIG G sus

MCAD GGC CAACGATGT | GGT ATT TCG GCG 333 NM_214039.1;
TCA GAT ACAA ACC AGA ATC sus

LCAD TTG GAG GGG CCATCCTTCTTG 247 NM_213897.1;
ACT TGT ACT CG GCATITGT sus

PPARa GCCCAAGTTTGA | ATG CAC GAT ACC 151 DQ437887
CTT CGC CAT GAA | CTCCTG CATTCT

MCD: Malonyl-CoA decarboxylase; KCoA: 3-kotoaceyl-CoA thiolase; PGCla: PPARG Coactivator alpha;
VLCAD: Very long-chain acyl-CoA dehydrogenase; FGF21: Fibroblast growth factor 21; MCAD: Medium-
chain acyl-CoA dehydrogenase; LCAD: Long-chain acyl-CoA dehydrogenase; PPARa: Peroxisome
proliferator-activated receptor alpha.




