Supporting Information

Table S1. Gene abbreviations, NCBI reference sequences of mRNAs (used as template for primer

design), amplicon size and primer sequences used for Real-Time PCR Analysis.

mRNA ID (NCBI  Amplic Forward Primer Reverse Primer
Gene Reference on Size Sequence Sequence
Sequence) (bp) (3’ 5') (5= 3")

) ;(;?A NR_033238.1 176 GGAA(;;C; ;iiCéCCAT CGGAA?E@?E,ACGGT
COL1A1 XM_008271783.1 271 CTGGTE?S;ETGGAC TGTCTC?SEETTGTCA
coLar NMLoomosses1 i CCAATCACGECTCTC | GEAGECATCGACAAG
COL3A1 XM_002712333.2 259 GCATE%TSS ATGG CCAACii(;(;(éCACCA

N AF135404.1 270 GCAAEigi(C?éGTGG AGTCC:(?:((;:SAACA
TGACTACTGCTGA AT
aSMA  NM_001101682.2 224 CCTC i C G(Tj GGC G G G(C:gi?gAGATT
TCACTC
INC FJ480400.1 219 G TC?("I;EACAGC CTGAGTS;SEATTCCG
AGTTT AGTTA Al

TNMD  NM_001109818.1 239 CCAG c A:((;EC = G Ciii%ii? AATA

DCN NM. 0010823301 255 GTGGA(C:Z?(?(;FSGTTCT AAGGTi?é}:SGCTGG

ACAN 138480.1 113 GCTA%i%éiéCAAG GTAAA&(&%(;%TCACC

BGN NM. 001195691.1 199 GGCCT(TSQI(X:(C}?TCAAC GGCTCCSS;“ECTCAAT

ACAT
MKI67  XM_008251084.2 283 CAC iiég(éAGTGA GTGTTéf:é%" ACCT
GAAGATCGA TGT TATCTCCAGAACTT
MMP2 D63579.1 220 GT/SC ((; GCTC G CG? (?T Ccé: ¢
ATA
MMP9 D26514.1 160 G C?SSFFSGTTCC GGAC(;AGTGT I{XGGATGC
CTACCTTGTACCA AAGCTCAGACTGTT
TIMP1  NM_001082232.2 236 CGTTG AT ((; cacC G GCC((; A(C};G TG
TIMP2  XM_008252510.2 224 CTGTCTAGS?FEGAAGC CTGCTijéiCA(éTGGAT
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Figure S1. Effect of PDGF-BB supplementation on tenocyte proliferation. Representative CLSM
images from the EAU proliferation assay and EdU-positive cells [%] for each PDGF-BB concentration
(ng/mL) tested in A) serum+ conditions and B) serum-free conditions. Data was adapted from [47]. The
total EdU-positive cells [%] was calculated as EAU positive cells (pink) in relation to the total cell number
(DAPI stained, blue). Scale bars: 100 um. (Data shown as mean * standard deviation, ** p < 0.01, **p <
0.001, obtained by one-way ANOVA).
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Figure S2. Collagen I and fibronectin staining (green) and cell nuclei DAPI staining (blue) of rabbit
tenocytes (Animal 2) cultured in vitro in 2D, treated with PDGF-BB, TGF-f3, AA or untreated (control) at
day 3, 7 and 14. Scale bars: 100 pm. .
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Figure S3. Collagen I and fibronectin staining (green) and cell nuclei DAPI staining (blue) of rabbit
tenocytes (Animal 3) cultured in vitro in 2D, treated with PDGF-BB, TGF-3, AA or untreated control at
day 3, 7 and 14. Scale bars: 100 pm.



signal)

tin area (fluor

Fibr

per ROI normalized to cell number

Animal 1 Animal 2

1600 1 == Onr3 1600 1 = Dev3
¥ Y
14004 ©F Day 4 4 ™ pay e

g 2

1200 -

-

é
i
§
o
a

Fibronectin area (fluorescent signal)
per ROI normalized to cell number
8
=3

A
& & &
Animal 3
T
g 1400 4 "W Day 14

ctin area (fl

per ROI normalized to cell number

Fibi

Figure S4. Quantification of fibronectin deposition by tenocytes in the different treatment conditions.
The signal of fibronectin staining was assessed from images of maximum projections of the z-stacks
obtained with confocal microscopy. Briefly, thresholded images were segmented and the total area of
the signal in each image was assessed. The area measured was normalized to the cell number relative
values for the ratio obtained are shown on the y-axis) in each image and thus the fibronectin deposition
was quantified independent of cell density, as the treatments used do increase cell proliferation.



