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Multiple sequence
alignment of 43 full-
length
N-acetylhexosaminidase
protein sequences. The
multiple sequence
alignment was composed
by Clustal Omega
(https://www.ebi.ac.uk/To
ols/msa/clustalo/) and
visualized by BioEdit
(https://softfamous.com/bi
oedit/). Putative active site
residues based on the

crystal structure of Hex
from Streptomyces plicatus
[1] are shown by asterisks
under the alignment.
PhNah20A sequence of
Paraglaciecola hydrolytica is
marked with red.
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1 Hexl D. melanogaste
1 Fdl D. melanogaster
1] HexA E. histolytica
1 HexA H. sapiens

1] HexB H. sapiens

1] HexA M. musculus
l_nexB_M musculus

1 Hexl O. furnacalis
1 HexTF _T. flavus

1 _NagAa ' T. maritima

1 CbsA T. neapolitana
1] HexB S. scrofa
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1 Nah20A A. hydrophil
1 NahB A. hydrophila
1 BbhI B. bifidum
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1 Hexlt Paenibacillus
1 NahA P. gingivalis
1 Hex99 P. piscicida
1 Hex86 P. piscicida
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1 Gan S. gordonii
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1] _HexA " S. coelicolor
3 SpHex S. plicatus
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2_CeHEX-4 C. elegans
2 _Hexl C. albicans
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1 NagA D. discoideum
1 Hex2 D. melanogaste
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1 Fdl D. melanogaster
1] HexA E. histolytica
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1] HexA M. musculus
l_nexB_M musculus
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1 CbsA T. neapolitana
1] HexB S. scrofa
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1 Nah20A A. hydrophil
1 NahB A. hydrophila
1 BbhI B. bifidum

1 Hex20A C. fimi
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1 NahA P. gingivalis
1 Hex99 P. piscicida
1 Hex86 P. piscicida
1 Chb S. marcescens

1 Gan S. gordonii

1 StrH S. pneumoniae
1] _HexA " S. coelicolor
3 SpHex S. plicatus
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1 Hex2 uncultured Bac
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1 AtHexl _A. thaliana
1 AtHex3 _A. thaliana
1 AtHex3 A. thaliana
1 HexA A. oryzae

1 BmGlcNAcase3 B. mor
1_BmCh1G1cNAcase_B m
2_CeHEX-4 C. elegans
2 _Hexl C. albicans

1 ) Hex C. annuum

1 CpHEXl C. posadasii
1 NagA D. discoideum
1 Hex2 D. melanogaste
1 Hexl D. melanogaste
1 Fdl D. melanogaster
1] HexA E. histolytica
1 HexA H. sapiens

1] HexB H. sapiens

1] HexA M. musculus
l_nexB_M musculus

1 Hexl O. furnacalis
1 HexTF _T. flavus

1 _NagAa ' T. maritima

1 CbsA T. neapolitana
1_ﬂexB_S scrofa
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1 NahA P. gingivalis
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1 StrH S. pneumoniae
1] _HexA " S. coelicolor
3 SpHex S. plicatus
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1 AtHex3 A. thaliana
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2_CeHEX-4 C. elegans
2 _Hexl C. albicans
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1 NagA D. discoideum
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1] HexB H. sapiens

1] HexA M. musculus
l_nexB_M musculus
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1 CbsA T. neapolitana
1] HexB S. scrofa
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1 Nah20A A. hydroph11
1 NahB A hydrophila
1_Bth_B bifidum

1 Hex20A C. fimi

1 _Hexlt_ Paenibacillus
1 NahA P. gingivalis
1 Hex99 P. piscicida
1 Hex86_P. piscicida
1 Chb S. marcescens

1 Gan S. gordonii
1_StrH_S. pneumoniae
1 HexA S. coelicolor
3_SpHex S. plicatus

1 Hexl uncultured Act
1 Hex2 uncultured Bac
1 Eon V furnissii
1_Chb_V. harveyi

1 AtHexl A. thaliana
1 AtHex3_A. thaliana
1 AtHex3 A. thaliana
1 HexA A. oryzae

1 _BmGlcNAcase3 B. mor
1 BmChlGlcNAcase B. m
2 _CeHEX-4_C. elegans
Z_ﬁexl_c Talbicans

1 BHex C. annuum

1 CpHEX1 C. posadasii
1 NagA D. discoideum
1 Hex2 D. melanogaste
1_ﬂex1_D melanogaste
1 Fdl_D. melanogaster
1 HexA E. histolytica
1 HexA H. sapiens

1 HexB H. sapiens

1 HexA M. musculus

1] HexB M. musculus
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1] _HexB " S. scrofa
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WP_082768773.1_Nah20B_P. hydro ---------------- 879
WP_068373836.1_Nah20A P. hydro ---------------- 807
BAD00143.1 Nah20A A. hydrophil ---------------—- 887
BAF76001.1 NahB A. hydrophila ---------------- 618
BAI94822.1 BbhI B. bifidum - ---------------- 1627
AAQ05800.1 Hex20A C. fimi —-——---——---omme 496
BAI63641.1 Hexlt Paenibacillus VDIIDLTIVAKAILQI 978
CAA55582.1 NahA P. gingivalis  —---—----———--———--- 777
BAA84281.1 Hex99 P. piscicida - --------———-—-—--- 914
BAB84321.1 Hex86 P. piscicida ----—----———--—- 761
AAB03808.1 Chb S. marcescens = -——-—-—-—--——————-= 885
AAS02154.1 Gan S. gordonii = @ —-—--——--——--——-- 627
AAK98861.1 StrH S. pneumoniae @« --------—--—--—--- 1312
CAB87223.1 | _HexA " S. coelicolor  ———-———-————————— 535
AAC38798.3 SpHex S. plicatus  ---------—-—---- 506
AKC34128.1 Hexl uncultured Act ---------------- 494
AKC34129.1 Hex2 uncultured Bac -----——-———-——-- 537
AAC44672.1 . _ExoI V furnissii = --—--------—————- 611
AAA88682.1 Chb 2 harveyi = = ------—-—----—-- 883
AAD30612.1 AtHexl _A. thaliana ---------------- 580
AAM91092.1 AtHex3 _A. thaliana ---------------- 535
BAE99290.1 AtHex3 A. thaliana -------—"-"---""---—- 541
AAM13977.1 HexA A. oryzae = = ———————————————- 600
AAT99455.1 BmGlcNAcase3 B. mor ------—--——---——=- 536
AAC60521. 1_BmCh1G1cNAcase_B m ——————————————— 596
CCD73477.2_CeHEX-4 _C. elegans ---------------- 491
AAA34346.2 Hexl C. albicans = ---------------- 562
ADU20405.1 ﬁHex C. annuum = —---————————————— 574
ABB18373.1_CpHEX1l C. posadasii ---------------- 595
AAA33230.1_NagA D. discoideum  ---------------- 532
AAF46406.1_Hex2 D. melanogaste ---------------- 622
AAF47881.1 Hexl D. melanogaste ---------------- 622
AAM29423.1 Fdl D. melanogaster ---------------- 660
CAE46968.1 | HexA E. histolytica ---------—--—--—- 564
AAB00965.1 | HexA H. sapiens = = --—--——--——---—- 529
AAA52645.1 HexB H. sapiens = = --—-——--—-—-——---- 556
AAC53246.1 HexA M. musculus =  —------——--——----— 528
AAA18776. 1_ﬂexB_M musculus = —------————————- 536
ABI81756.1 Hexl O. furnacalis ---------------- 594
AEQ33603.1 HexTF T. flavus = = ---------------- 628
ACI15900.1 | _NagA T. maritima =  —--—---———————m- 467
AAK16587.1 CbsA T. neapolitana ---------------- 467
CAR63123.1 | HexB S. scrofa @ =  —----mmmm——m———e 531
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