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Table S1.2 Pathway analysis with Trim28 KD vs. control 3T3-L1 at day 2 by using KEGG pathway database
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Table S1.3 Bioinformatics analysis with Trim28 KD vs. control 3T3-L1 at day 0 by using GO database
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D Description Gene ID Q-value
Up : Cebpd/DIk1/1d2/1d4/Igfl/Tagl/Rnasel/Runx1t1/Stk4/Tmem64/Wnt10b/Zfpm2
GO:0045444 fat cell differentiation ~ Down : Apls2/Bnip3/Ccdc85b/Cebpb/Egr2/Eif2ak3/Fabp4/Fgfl0/Inhbb/Nr1d1/Nrdal/Per2/Pparg/Ptgs2/Rora/ 3.14E-08
Scd1/Sod2/Tgfb1/Vegfa/Wfdc21
Up : Agtr2/Bbe3/Cdhr2/Dab2ip/Fam107a/Flrt3/1gf1/Map1b/Nov/Nrgl/Nuprl/Park2/Plxna3/Postn/Sema3a/
. Sema3c/Sema3f/Sema6a/Sesn2/Tnr/Wispl
G0:0016049 cell growth Down : Acvrlb/Adipor2/Agt/Atp6v0e/ Avprla/Bel6/Code8sb/Cddd/Cdknla/Cxel1 2/ER24/Fnl /Gial Grem 1/lgfbpd/ > 02008
Igtbp4/Igfbp7/Inhba/ltgav/Ndn/Nm1/Nrp2/Pparg/Serpine2/Sphk1/Tgfb1/Tgfbr2/ T gfbr3/Vegfa/ Wisp2
GO0048145 regulation of fibroblast Up : Agtr2/Dab2ip/Ifi30/Igf1/Nuprl 1 46E-07
: proliferation Down : Agt/Aqpl/Cdknla/Ereg/Fgf10/Fnl/Gas6/Jun/Pdgfra/Pparg/Serpinel/Sod2/Sphk1/Tgfb1/Xrced :
reaulation of linid Up : Dab2ip/Dher7/1d2/1gf1/1gf2/Smpd3/Tek
G0:0019216 mftl;bolic roczss Down : Abcgl/Abhd5/Acsl4/Agt/Angptld/Avprla/C3/Cd36/Ceacam]/Cptla/Dgat2/Eif2ak3/Idh1/1gfbop7/1rs2/ 4.43E-07
P Nr1d1/Nr1d2/Pcx/Pdgfra/Pdk1/Pik3r5/Pparg/Rora/Scdl/Sled 5a3/Snail/Sorbs1/Tgfbl
Up : Bbe3/Cdhr2/Dab2ip/Fam107a/Igfl/Map1b/Nov/Nrgl/Park2/Plxna3/Sema3a/Sema3c/Sema3f/Sema6a/
’ . Sesn2/Tnr/Wispl
GO:0001558  regulation of cell growth 1y 0 "y /A dipor2/Agt/Avprla/Bel6/Cede8sb/Cdaa/Cdknla/Cxcl12/Ei24/Fnl /Gjal/Grem1 lgfbp3/igfbpy/  LS1E00
Igfbp7/Inhba/Pparg/Serpine2/Sphk1/Tgfb1/Vegfa/Wisp2
resulation of ERK1 Up : Ccll1/Dab2ip/Igfl/Rps6ka6/Tek/Tlr2
GO0:0070372 U Down : Arrb1/C3/Ccl2/Ccl9/Cd36/Cd44/Clefl/Duspl/Dusp4/Dusp6/Errfil /Fblnl/Fgf10/Fnl/Gas6/Gent2/Jun/ 2.56E-06

and ERK?2 cascade

Ndrg2/Nod1/Pdgfra/Rras/Spry4/Tlr4/Tnfsf11
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' Up : Cdkn2b/Cdkn3/Dab2ip/Gas2/1d2/Pnptl/Ptprv/Wdr6/Wnt10b

COMED cell oyclearrest 1 ": Brinp3/Calr/Cdknla/Fef10/Inhba/Kmt2e/Pkd2/Skil/ Tgfb1 /Uhrf2/Vash1 SERED

regulation of sequence- Up : Dab2ip/Eda2r/Fzd4/1d2/Mid2/Pelil/T1r2/Wnt10b
GO0:0051090 specific DNA binding  Down : Adam8/Anxa4/Arrb1/Bcl10/Bhlhe40/CdkSrap3/Clock/Eglnl/Fosl1/Gas6/Grem1/Hmga2/ 8.4E-05
transcription factor activity Hr/Nod1/Pparg/Ppp3ca/Sphk1/Tgfbl/Tgfbr3/Tlrd/Tnfsf11/Traf5/Tribl/Vegfa

GO0030111 regulation of Wnt signaling Up : Apcddl/Collal/Dab2ip/Egrl/Glil/Lrp4/Mcc/Park2/Rspo3/Stkd/Sulf2/Tlr2/Tmem64/Wnt10b 0000126
: pathway Down : Biccl/Fgfl0/Gpre5b/Grem1/Hmga2/Itga3/Jadel/Lrp1/Rgs20/Snx3/Trabd2b :

GO:0050872  white fat cell differentiation Down : Fabp4/Fgf10/Per2/Pparg/Scdl/Wfdc21 0.000168
; .. Up: Pidl/Tl2

GO0:0070542 response to fatty acid Down : Cd36/Sed1/Sed2/Tird 0.000564
. long-chain fatty acid ~ Up : Cyp2c55

G0:0001676 metabolic process Down : Acsbgl/Acsl1/Cd36/Cptla/Cyp2f2/Lipe/Pam/Ptgs1/Ptgs2/Scd1/Scd2/Sphk1 0.000653

GO0044843 cell cycle G1/S phase  Up : Cdkn2b/Cdkn3/1d2/I1d4/Pid1/Ptprv 0.001663
: transition Down : 1810011010Rik/Acvr]1b/Cdknla/Fbxo31/Fgfl 0/Inhba/Jadel/Nacc2/Nfatc1/Pkd2/Ppp3ca :
! _— Up : Pidl

GO0:0070341 fat cell proliferation Down : Ceacam2/Fefl0/Per2 0.003119

GO0031935 regulation of chromatin  Up : Apobecl/Setdbl 0014188

silencing Down : Trim28/Uhrf2
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Up : Espll/Cena2/Bubl/Mem5/Cde6/Cend3/Bub1b/Plk1/Cenb2/Ttk/Cenbl/Cene2/Cde45/Cde20/Orel/

mmu04110 Cell cycle Mad211/Gadd45g 2.99365E-05
Down : Cdknla/Cdkn2c

. Up : Dhx33/Mapk10/Plcb4
NOD-like receptor . . .
mmu04621 sienaline pathwa Down : Cxcll/Oasla/Oas1g/Oas2/1fi204/Gbp3/Naip6/Naip5/Oas3/Ccl2/1rf7/Gbp7/Ccl5/Gbp2b/Statl/ 0.0001
gnaing pativay  pepl1/Itprl/Tlr4

Up : Hspalb/Map2k4/Mapk10

T liifingmzzn A Down : Oasla/Oaslg/Rsad2/Ifih1/Oas2/Cxcl10/Oas3/Cel2/Mx2/Irf7/Cel5/Stat 1/ Thed/Tie3 DO

L Up : Igfl/Rrm2/Ccend3/Cenb2/Cenb1/Cene2/Gadd45g
mmu04115 P53 signaling pathway Down ¢ Cdknla/lgfbp3/Serpinel 0.010573
mmu04512 ECM-receptor interaction Uip & Clalle e gzl et i 0.043223

Down : Itga3/Itgb5/Sppl/Sv2c/Tnc
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Up : Collal/Col4a5/Tnr
mmu04512  ECM-receptor interaction Down : Sppl/Tnxb/Cd36/Lama5/Sv2¢/Cd44/Fnl/Colda2/Thbs2/Itgh8/Coldal/Itgas/Itga3/Itgav/Col6al/Lambl/ 3.84E-08
Lamc1/Col6a2/Itgh5
L Up : Acsl3/Fads2/Pltp
mmu03320 - PPAR signaling pathway 1y " g4/ cd1/Cd36/Angptia/Plind/Sorbs1/Acsbgl/Sed2/Pparg/Acsl4/Olr1/Acsl1/Cptla 0.000439
Cytokine-cytokine rece torUp  Acvr2a/Ccll1/Csf2rb2/Eda2r/Ghr/Kitl/Met/ Tnfsf12
mmu04060 i intZIaction PO by own 1115ra/Inhba/Cxcl12/Cxcl5/Clefl/Tnfrsf1b/Cxcll/1111/1118rap/Ccl2/Pdgfra/Il13ral/Tgfb1/Tnfsfl1/ 0.000622
1117ra/Inhbb/Vegfa/Acvrlb/Tgfbr2/Cxcll3/Ccl9/I14ra/ Tnfsf9/Cxcll 0
04933 Ai&gﬁf fi‘igagzlt‘fég Up : Collal/Col3al/ColdaS/Egrl/Mapk10/Plcbd 0000631
P yin ¢ Down : Serpinel/Thbd/Fnl/Cold4a2/Jun/Ccl2/Tgfbl/Nfatcl/Coldal/Vegfa/Tgfbr2 :
complications
PI3K-Akt sienalin Up : Collal/Col4a5/Ghr/Igfl/Kitl/Lpard/Met/Tek/T1r2/Tnr
mmu04151 athwagn € Down: Nr4al/Sppl/Tnxb/Lama5/Fnl/Cold4a2/Fgfl10/Pik3r5/Pdgfra/Thbs2/Itgb8/T1rd/Coldal/Gngl1/Vegfa/ 0.000857
pathway Bel211/Itga5/Itga3/Itgav/Col6al /Phlppl/Lambl/Cdknla/Lame]/Col6a2/Il4ra/ltghs
L Up : Igfl/Tek
mmu04066  HIF-1 signaling pathway 1y 0 i1 /1 dha/Egin1 /PAKUTIrA Pkl /Vegfa/Hifl a/HK2/Cdkn1a/Hk1 /Eno? 0.016152
. . Up : Acsl3/Fads2
2L ety il amaiElelin Down : Scdl/Ppt2/Acsbgl/Scd2/Acsl4/Acsl1/Cptla D7
Glycolysis / Up : Adhl/Adh7/Aldh3al
mmu00010 Gluconeogenesis Down : Pgm?2/Ldha/Ptkp/Pfkl/Hk2/Hk1/Eno2 0.024682
Mmu04920 Adipocytokine signaling Up : Acsl3/Mapk10 0.040753

pathway Down : Cd36/Tnfrsflb/Acsbgl/Acsl4/Adipor2/Acsl1/Irs2/Cptla
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mitotic sister Up : Aurkb/Bubl/Bublb/Cenbl/Cdc20/Cdc6/Cenpe/Cit/Espl1/Kif14/Kifl 8a/Kif18b/Kif23/Kif2¢/Kif4/Knstm/
G0:0000070 . . Mad211/Ncapd2/Ncapg/Ncaph/Ndc80/Nusap1/Plk1/Racgap1/Smc2/Spag5/Spdll/Stil/Ube2c 6.36E-17
chromatid segregation .
Down : Becnl/Psrcl
Up : Atad5/Bora/Bubl/Bublb/Ccna2/Cenb1/Cde45/Cde6/Cenpe/Cenpf/Cit/Clspn/Ctdspl/E2f7/Emel/Espll/Fgfi2/
. regulation of mitotic ~ 1d2/Igf1/Igf2/Kif11/Kifl14/Kif20b/Kntcl/Lmnbl/Lsm11/Mad211/Nusap1/Pid1/Plk 1/Stil/ Ticrr/ Top2a/Tpx2/Ttk/Ub
GO:0007346 8 4.29E-14
cell cycle e2¢/Zwilch
Down : Bel211/Becnl/Brinp3/Cdknla/Ereg/Foxgl/Nabp1/Nacc2/Pdgfb/Pim1/Psrc1/Tmod3
mitotic cell cycle Up : Atad5/Bubl/Bublb/Ccna2/Cenbl/Cene2/Cdc45/Cdce6/Cenpe/Cenpf/Cit/Clspn/Ctdspl/E2f7/Foxm1/1d2/
GO:0044772 hase ;] Iqgap3/Kif14/Lmnbl/Lsm11/Mad211/Mastl/Pid1/Plk1/Pole/Rbbp8/Stil/ Ticrr/Ube2¢ 3.09E-08
phase fransition Down : Cdknla/Cdkn2c¢/Nacc2/Tmod3
. mitotic cell cycle Up : Bubl/Bublb/Cenbl/Cenpe/Clspn/Emel/Kntcl/Mad211/Plk1/Stil/ Ticrr/ Top2a/Ttk/Zwilch
G0:0007093 checkpoint Down : Bel211/Cdknla/Nabpl 1.94E-06
Up : 2810417H13Rik/Ccne2/Cdc4 5/Cdc6/E2f7/Emel/Esco2/Gli2/1gfl/Map2k4/Mem10/MemS5/Mms221/Orel/
GO0:0006260 DNA replication Pid1/Polal/Pold1/Pole/Polq/Rad51/Rrm2/Ticrr/Top2a 3.55E-06
Down : Ereg/Pdgfb/Pdgfra
. . . Up : Ccna2/Cenbl/Cdc6/Ednra/Ifi30/Igf1/Nuprl/Wnt5a
GO:0048144 fibroblast proliferation Down : Aqpl/Cdknla/Ereg/Gas6/Pdgfb/Pdgfra/Serpinel /Sod2 3.99E-06
G0:0030261 chromosome condensationUp : C'cnbl/Ncade/Ncapg/Ncang/Ncaph/NusapI/SmCZ/TopZa 1.65E-05
Down : Hmga2
GO0031935 regulation of chromatin Up : Apobecl/Atad2/Cdc45/Setdbl/Uhrfl 1 89E-05

silencing

Down : Trim28/Uhrf2
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GO0:0070542 response to fatty acid gl())x;lrfi!dlljdk4/Scdl/Scd2/T]14 0.002452
.
GO0030178 x;ljengtastii;elarﬁe il;t;;:iv(;i g}())‘mApcG(ir(irlr/l(fE(rilzlg/a]l)zljlgg/;\;[cc/N otch1/Stk4/Tmem64/Wntd/Wnt5a 0.005998
GO0019216 regulation of lipid Up : Bell1b/Dkk3/1d2/Igf1/Igf2/ Tek/Twistl/Wnt4 0.006807

metabolic process

Down : Angptld/Atg7/Dgat2/Nr1d2/Pdgfb/Pdgfra/Pdk4/Prkaa2/Rarres2/Scd1/Slc45a3/Trib3





