
 



 



Figure S5: GO analysis of differentially expressed miRNAs targets in MDMs and PBMCs. 

(A) GO functional annotation of differentially expressed miRNAs predicted target genes, including biological process, cellular component 

and molecular function in HIV-1 infected MDMs. 

(B)  GO functional annotation of differentially expressed miRNAs predicted target genes, including biological process, cellular 

component and molecular function in HIV-2 infected MDMs. 

(C) GO functional annotation of differentially expressed miRNAs predicted target genes, including biological process, cellular component 

and molecular function in HIV-1 infected PBMCs. 

(D)  GO functional annotation of differentially expressed miRNAs predicted target genes, including biological process, cellular 

component and molecular function in HIV-2 infected PBMCs. 

 

 


