Supplementary Figure
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0.021349351 ARHGEF12
0.042354919 ABLIM1
0.04385262 ABLIM2
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Supplementary figure legend:

(a) Demographic information of thoracic aortic aneurysm patients. (b) Analysis of MMP family
MRNA copy number in thoracic aortic aneurysm (TAA) compared to internal thoracic artery (ITA)
identified by RNA-seq. (TAA; n=10, ITA; n=3) *P < 0.05 **P < 0.01. The P of the MMPs that
are not mentioned are not significant. (c) Differentially regulated genes of axonal guidance
pathway in thoracic aortic aneurysm samples.
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