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Supplementary Figure S1. Identification of hEGF protein via MALDI-TOF-MS

Proteolytic enzyme trypsin was used to perform specific protein digestion at lysine and arginine and four short peptide sequence 

were identified by MALDI-TOF-MS analysis.



Supplementary Figure S2

Supplementary Figure S2. The contents identification of resveratrol in different hEGF transgenic hairy roots

Expression analysis of resveratrol in various peanut hairy root lines. Error bars indicate SEM (n = 3). Student’s t-test. ns, no statistic 

significance. These experiments were repeated three times with similar results. DW, dry weight.
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