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M s L R S G 9 L F R F L AV P L A I AL ML G S M P G I G T S KAY A Y T A S D
ATGTCACTAAGATCAGGTCAACTTTTCAGGTTTCTGGCGGTGCCTCTGGCTATCGCGCTCATGCTCGGTTCCATGCCGGGCATCGGAACGTCCAAAGCCTACGCCTATACCGCATCAGAT
G b T AMI KA AV FNDTV FWUD PN AI KMV FWI KD S KREIKUHOQDVF WV EAEULWE
GGGGATACAGCGATGAAAGCTTTTAACGATACATTTTGGGATCCGAACGCCAAGATGTTCTGGAAGGACTCGAAGCGCGAAAAGCATCAAGACTTCTGGGTGGAGGCTGAGCTGTGGGAA
L vMvM DAY Q HT S D P AL KA AZETULI KTOQTIUDD VYD GTV A K Y G QD WTNN
TTGGTCATGGATGCGTATCAGCATACATCCGATCCTGCTTTGAAAGCCGAGCTTAAAACGCAAATCGACGATGTATATGACGGCACCGTCGCCAAGTACGGGCAAGATTGGACGAATAAC
P F N D DI MWW AMSG S AIRA AY QTITGNU®PIZRYULEA AA AWZRUDUHUFUDF V Y DT Q
CCGTTCAATGACGATATTATGTGGTGGGCGATGGGCAGCGCCAGAGCCTATCAAATCACCGGAAACCCAAGATATTTGGAAGCCGCGAGGGATCATTTCGATTTTGTGTACGATACGCAG
W D E E F A NG G I WWIULNSDHNTI KN AT CTINV FUPA AAAGQAATLYTULYDTI T K
TGGGATGAAGAGTTCGCAAACGGCGGCATTTGGTGGCTGAACAGCGACCATAATACCAAAAATGCGTGCATTAATTTCCCGGCGGCGCAAGCGGCGCTTTATCTTTACGATATTACGAAA
D EH Y LN AATI KTIFRWSG K TMTULTUDGNG KV F DU RTIETIEUHTGA AV P D A
GATGAGCATTATCTAAACGCGGCAACCAAAATATTCAGATGGGGCAAAACGATGCTTACGGACGGAAACGGAAAAGTGTTCGACCGCATCGAAATTGAACATGGCGCGGTTCCGGATGCC
T H ¥ N Q G T Y I G S AV G L Y KATGNA AV Y LDDA AV KA AAI KU FTI KNUHTULYV
ACTCACTACAACCAGGGTACATACATTGGGTCGGCCGTCGGATTGTATAAAGCGACCGGAAATGCCGTTTACCTCGATGACGCGGTCAAAGCCGCTAAATTCACCAAAAACCATCTGGTG
D S NGV L NY E G PNGDULI KGS G I KTTILMIPRNILA AU HTULI QI KTTULUDETGQ Y P
GATTCAAACGGGGTGTTGAATTATGAAGGTCCCAACGGGGATCTGAAAGGCGGCAAAACGATCCTTATGCGCAATCTGGCCCATCTGCAAAAGACACTGGATGAAACCGGCCAGTACCCG
E F S A E F D EWILAVF NI EMA AW S HIRNSDHTI VD GNWASGU QTULTULS G T Y
GAATTCAGTGCTGAATTCGACGAATGGCTTGCATTCAATATCGAAATGGCCTGGAGTCATCGGAATTCGGATCATATCGTGGATGGAAACTGGGCGGGACAACTGCTGTCCGGAACCTAT
E S W S s A A AV QALNGTII KUPMEA AETLUHYGV KNPV F D KTIEM AIEITRYNTI
GAATCCTGGTCATCGGCCGCAGCCGTTCAAGCTTTAAACGGTATCAAACCGATGGAAGCGGAGCTTCATTATGGTGTTAAAAACCCCTTCGATAAAATCGAAGCGGAACGCTACAATATC
G s G F VL EGAVF EG S L QLG G I Q H G S Y A AYKNVDF G S D GATI G F
GGGTCCGGTTTCGTTCTGGAAGGCGCGTTCGAAGGTTCGCTGCAATTAGGCGGAATACAGCATGGCTCTTATGCCGCTTACAAAAATGTGGACTTCGGATCCGACGGTGCGATCGGGTTC
I A RA S S GT G G G NI EIRULUD S KDGU?PK KV GTULNUVETGTGIDWNOQ Y I
ATTGCCAGAGCGTCCAGCGGAACAGGCGGAGGTAACATTGAGATCCGGCTTGATTCCAAGGATGGCCCCAAAGTCGGGACCTTGAACGTAGAGGGAACGGGCGACTGGAATCAATATATC
D AV TULUL KDDQGAUP s TI TGV HD VYLV F T XK TNUDUD YL FNTILNWUV
GATGCCGTCACCCTCCTTAAAGATGACCAGGGAGCGCCGAGCACGATAACCGGCGTCCATGATGTGTATCTTGTCTTCACCAAGACGAACGACGATTATTTATTCAATTTGAACTGGGTT
K F T T T D P T E T D A Y A K L K A G N Y D S S E G L S K HAUEVF G Y L D A I H
AAATTCACAACAACGGACCCGACGGAAACCGACGCCTATGCCAAGCTTAAGGCCGGAAATTACGACAGCAGCGAAGGACTTAGTAAACATGCCGAGTTCGGATATTTGGACGCAATCCAT
H N A Y A S Y E G I DVF G S G A A G I TV HV A S GNOQGGTTIEV KTLDS L D
CACAATGCCTATGCCTCTTATGAAGGAATTGATTTCGGATCTGGCGCGGCTGGTATCACGGTGCATGTGGCCAGCGGTAATCAAGGCGGCACGATCGAGGTTAAATTGGACAGTCTGGAT
G P T A GV I Q I P AL G S WIDNWWVDIMANTIDUDTULA AV GV HD VY L V F
GGACCTACCGCAGGGGTCATTCAAATTCCGGCGCTGGGAAGCTGGGATAACTGGGTCGATATCATGGCGAATATCGATGACACCTTAGCTGTAGGTGTTCACGACGTATACCTTGTTTTC
K G A NG S DY P LNILEWU?FTVF T TMI KGI KA AWIRDA AYDI KT LEW AENZYTNG V
AAGGGAGCGAACGGCAGCGACTACCCTCTCAATCTGGAGTGGTTCACCTTTACCACCATGAAAGGAAAAGCAAGGGATGCTTACGACAAGCTGGAAGCCGAAAACTATACAAACGGAGTA
G F G R ETGGGETYLAGMZ FSGUPNNUZPYAMYNYTIDVF G S E S P T Q F H
GGCTTCGGCAGAGAAACCGGCGGCGGGGAAACTTACCTGGCCGGGATGTTTGGACCGAATAACCCTTATGCTATGTACAATTACATCGATTTTGGCAGCGAAAGCCCTACCCAATTCCAT
V N A A S A TAGGTTIEVRULDSTLGGU?PV I AT ATV S GTG G W QN F K V
GTCAACGCAGCCAGCGCCACGGCTGGCGGGACAATCGAGGTCAGACTGGACAGTCTGGGCGGTCCGGTCATTGCAACAGCCACCGTCTCAGGAACCGGGGGCTGGCAAAATTTCAAAGTT
s s T pveTTU®PVTGI KHTIVFULSF K GGDWUL YNV FUDI KU FTU F G D P A V F T
TCCTCGACGGATGTAACGACCCCTGTAACGGGAAAACACATTGTATTCCTGTCTTTTAAAGGCGGAGACTGGTTATATAACTTTGATAAATTCACTTTTGGCGATCCGGCCGTATTCACA
E T p T P P M P E E D H VA P G EV ENV QV K RGEGI KMTTUL S WD G P Y D I
GAGACTCCAACTCCTCCTATGCCTGAAGAGGACCATGTTGCTCCGGGCGAGGTAGAGAATGTTCAGGTGAAGCGCGGCGAGGGCAAGATGACGCTGTCTTGGGATGGTCCCTACGATATC
D A Q KV Q I TU LR SNGWOQIOQV GD VI EVNIRSGTIWOQTM AVIOQGTIEA ASGI KTDY
GATGCTCAAAAAGTGCAAATTACGCTGCGGAGTAATGGACAGCAGGTCGGCGACGTCATTGAGGTAAATCGGGGAATTCAAACAGCGGTGATACAGGGAATCGAAGCGGGCAAGGACTAT
s L ¥ I R 8 I DR S GNV S QGVT'TTIEVTD S P S F s L TV N G K S L E D G D
TCGCTCTTCATCCGGTCCATTGATCGGTCCGGGAATGTATCGCAGGGAGTCACCATCGAGGTTACCGATTCTCCTTCCTTCTCTTTGACTGTTAATGGCAAGAGCTTGGAAGATGGCGAT
s L& DY MAIUL S ¥ K I M DT S A I QL A E I TTIT G DK VY T L D P L T K D A I
TCTTTGGAGGATTACATGGCTCTCAGCTTCAAAATCATGGACACTTCTGCCATCCAATTAGCCGAAATAACCATCGGCGATAAAGTATATACGCTGGATCCATTGACCAAGGACGCTATC
p I p L A GNILGWDTITA ATV TTEIDI RS GNI KT QXK TF Q F R V V T S V F S M
GACATCGATTTGGCCGGGAATTTGGGCGACATAACGGCAACGGTTACGACTGAAGACCGCTCCGGTAACAAAACTCAGAAAACATTCCAGTTCCGGGTCGTGACCAGCGTGTTTTCCATG
Kk ¢ L. 1T D RFADSGDVS GGALTI POoQL TNATILNOQV QH QL DL E R V D H A
AAACAATTAATCGACCGATTCGCGGATTCTGGGGATGTAAGCGGAGCGCTCATTCCTCAGCTGACCAACGCTCTTAACCAGGTACAGCATCAACTGGATCTGGAAAGAGTGGATCATGCC
vV X H M Q N F T K H LN K EAILGI RNV s D QA K TV L N T D AN S L L Q D W Q
GTCAAGCATATGCAGAATTTCACCAAGCATCTGAATAAGGAGGCGTTGGGACGCAACGTCAGCGATCAAGCCAAAACGGTATTGAATACCGATGCGAACTCCCTGCTCCAAGATTGGCAG
D G L E *

GATGGCTTGGAGTAA
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Figure S3
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Figure S3: LC/MS analysis of undigested and GM-emn-digested deacylated PIM5.

Extracted lon Chromatogram of d-PIM, (m/z 657.16 [M—H]) before enzyme treatment (A) and
after digestion with GH-emn (B). Panel (C) corresponds to the mass spectrum of d-PIM. after
digestion with GH-emn. (D) Cartoon showing the lack of GH-emn cleavage site on d-PIM. (red

arrows).
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