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[bookmark: _GoBack]Figure S5. Protein sequence alignment of dehydration-responsive and non-responsive WRKY TFs. Four dehydration-induced WRKYs having highest fold change were selected among the common DEGs from tolerant cultivars and their protein sequences were aligned with four non-responsive WRKY TFs using ClustalW with default parameters in MEGA 7.0. The purple box represents the unique isoleucine (I) amino acids present only in dehydration responsive WRKYs. Red triangle represents serine (S) repeats. The complete protein sequences are not shown, dots represents missing protein sequences. 
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