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Figure S1. Influence of the ACC treatment on gene expression. Expression of the auxin biosynthesis (TRP2, TRP3, TAA1, AMI1, YUCCA3, NIT3, CYP83B) and catabolism (GH3.2) genes, without and with 10 μM ACC treatments from 3 days old wild type (Col-0) and mutant (Atcrk5-1) Arabidopsis seedlings. As an endogenous control GADPH2 was used. SE values arised from two independent experiments.
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Figure S2. Gene expression upon ACC treatment. Expression of the ethylene biosynthesis (ACS5, ACS7 and ACS8) and ethylene signaling (EIN3, HLS1) genes were measured by qRT-PCR without and with 10 μM ACC treatments from 3 days old wild type (Col-0) and mutant (Atcrk5-1) Arabidopsis seedlings. As an endogenous control GADPH2 was used. SE values arised from two independent experiments.
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Figure S3. Gene expression upon ACC treatment. Expression of the polar auxin transport (AUX1, LAX3, PIN1, PIN3 and PIN4) genes were measured by qRT-PCR without and with 10 μM ACC treatments from 3 days old wild type (Col-0) and mutant (Atcrk5-1) Arabidopsis seedlings. As an endogenous control GADPH2 was used. SE values arised from two independent experiments.
[bookmark: _GoBack]Supplemental Table 1. List of the primers used in this study.
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