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Supplementary Figure 1. CREBBP-SRGAP2B fusion transcript. Alignment of sequence reads 4 
mapping across the CREBBP-SRGAP2B fusion gene. The nucleotide position and sequence of the 5 
assembled fusion transcript appears at the top and reads are showing below it and the vertical line 6 
indicates the fusion point. The data were obtained from RNA-seq analysis of the 74MO case 7 
transcriptome using the TopHat-Fusion. 8 
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Supplementary Figure 2. DNAH14-IKZF1 fusion transcript. Alignment of sequence reads mapping 2 
across the DNAH14-IKZF1 fusion genes. The nucleotide position and sequence of the assembled 3 
fusion transcript appears at the top and reads are showing below it and the vertical line indicates the 4 
fusion point. The data were obtained from RNA-seq analysis of the 179MO case transcriptome using 5 
the TopHat-Fusion. 6 
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Supplementary Figure 2. Continued  2 
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Supplementary Figure 3. ETV6-SNUPN fusion transcript. Alignment of sequence reads mapping 3 
across the ETV6-SNUP fusion gene. The sequence of the assembled fusion transcript appears at the 4 
top and reads are showing below it and the vertical line indicates the fusion point. The data were 5 
obtained from RNA-seq analysis of the 28MO case transcriptome using the TopHat-Fusion. 6 
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Supplementary Figure 4. ETV6-NUFIP1 fusion transcript. Alignment of sequence reads mapping 10 
across the ETV6-NUFIP1 fusion gene. The nucleotide position and sequence of the assembled fusion 11 
transcript appears at the top and reads are showing below it and the vertical line indicates the fusion 12 
point. The data were obtained from RNA-seq analysis of the 28MO case transcriptome using the 13 
TopHat-Fusion. 14 
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Supplementary Figure 5. EP300-ZNF384 fusion transcript. Alignment of sequence reads mapping 5 
across the EP300-ZNF384 fusion gene. The nucleotide position and sequence of the assembled fusion 6 
transcript appears at the top and reads are showing below it and the vertical line indicates the fusion 7 
point. The data were obtained from RNA-seq analysis of the 197MO case transcriptome using the 8 
TopHat-Fusion. 9 
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