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CREBBP-SRGAP2B fusion gene

CREBBP 3929832

CAAAAGAGCCAAACTCAGCTCGCCCGGTTTCTCGGCGAATGACAGCACAG

AACCCCARRACGAGCCARACTCAGCTCGCCCGETITTCTCGGCGARTGACAGC

‘AACCCCAARAGAGCCAAACTCAGCTCGCCCGETTTCTCGGCGAATGACAGCACAG|

JAACCCCARRAAGAGCCARACTCAGCTCGCCCGETITCTCGGCGARTGACAGCACAG
(ARCCCCARRAGAGCCARACTCAGCTICGCCCE
ARCCCCARRAGAGCCARACTCAGCTCGCCCGETTITCTICGGCGARTCGACAGCACAG

ACCCCCARRAGAGCCAAACTCAGCTCGCCCEETTICTCGGCCAATCGACAGCACAL|

CCAAAAGAGCCAAACTCAGCTCGCCCGETITTCTCGGCCAATGACAGCALC

ARGAGCCAAACTCAGCTCGCCCGETITICTCGGCGARTGACAGCACAG|

AGAGCCAAACTCAGCTCGCCCGETITTCTICCGGCCGAATCGACAGCACAG
CAAACTCAGCTCGCCCGGTTICTCGGCGAATGACAGCACAG

ARACTCAGCTCGCCCGGTTTCTCGGCGAATGACAGCACAG|

AACTCAGCTICGCCCGETTTCICGGCGAATCGACAGCACAG
CAGCTCGCCCGGTTTCTCGGCGAATGACAGCACAG

CAGCTCGCCCGGTTTCTCGGCGAATGACAGCACAG|

CGGTTTICTCGGCGARTGACAGCACAG
GGTTICTCGGCGAATGACAGCACAG
GGTTICTCGGCGAATGACAGCACAG

TTCTCGGCGARTGACAGCACAG|

CGGCGARATGACAGCACAG
CGGCGAATGACAGCACAG
CGGCGARTGACAGCACAG
GCGAATGACAGCACAG
CAGCACAG

CACAG

SRGAP2B 144013900
AGATCCGTGCTCAGCTCACAGAGCAGATGAAATGCCTGGACCAGCAGTGT

AGATCCGT
AGATCCGT

AGATCCGIGC
AGCTICCGIGCTCAGCTC

AGCTCCGTGCTICAGCIC

AGATCCGTGCTCAGCTCAC

AGATCCGTGCTCAGCTCACAGAGCAGATGARAT
AGATCCGTGCTCAGCTCACAGAGCAGATGTARTCG
AGATCCGTIGCTCAGCTCACAGAGCAGATGARATCG
AGATCCGTIGCTCAGCTCACAGAGCAGATGARATGCCIC
AGATCCGTGCTCAGCTCACAGAGCAGATGARATGCCIC
AGATCCGTGCTCAGCTCACAGAGCAGATGARATGCCTIGGACCAGC
AGATCCCTIGCTCAGCTCACAGAGCAGATGARATGCCTGGACCAGCAGTG
AGATCCCIGCTCAGCTCACAGAGCAGATGARATGCCTIGGACCAGCAGTE
AGATCCGTGCTCAGCTCACAGAGCAGATG
AGATCCGTGCTCAGCTCACAGAGCAGATGARATGCCTGGACCAGCAGTIGTICGAG
AGATCCGIGCTCAGCTCACAGAGCAGATGARATGCCTGGACCAGCAGTGTIGAGCTT
AGATCCGIGCTCAGCTCACAGAGCAGATCGARATGCCTGGACCAGCAGTIGTGAGCTT
AGATCCGTIGCTCAGCTCACAGAGCAGATGAARTGCCTGGACCAGCAGTGTIGAGCTT
AGATCCGTGCTCAGCTCACAGAGCAGATGARATGCCTGGACCAGCAGTGIGAGCTIT!
AGATCCGIGCTCAGCTCACAGAGCAGATGARATGCCTGGCCCAGCAGIGIC

CAGAGATCCGIGCTCAGCTCACAGAGCAGATGARATCCCTGGACCAGCAGTGTIGAGCTT

coNOOT R W

transcriptome using the TopHat-Fusion.
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AGATCCGTIGCTCAGCTCACAGAGCAGATGARATGCCTGGACCAGCAGTGTIGAGCTIT

Supplementary Figure 1. CREBBP-SRGAP2B fusion transcript. Alignment of sequence reads
mapping across the CREBBP-SRGAP2B fusion gene. The nucleotide position and sequence of the
assembled fusion transcript appears at the top and reads are showing below it and the vertical line
indicates the fusion point. The data were obtained from RNA-seq analysis of the 74MO case
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DNAH14-1KZF1 fusion gene

DNAH14 225333860 IKZF1 50444490

AAACCACTAGTGGGGCCTATGAGGGCTCCACATGAGTGAGGCCAAAAAGC CAGTGTGGCTTCTTTTGTGAACCATGAGCACATTGGGCCCGATGCAAATG
AGCCTCCTICCTGGARACCACTAGTGGEGCCTATCAGEGCTCCACATGAGTGAGGCCARRRAGCCC
TGCCTCCTICCTGERAACCACTAGTGGEECCTRTGAGCECTCCACATGAGTCAGGCCARAARGC CAGTGTGECT
TGCCTICCTTCCTGGARRCCACTAGT GGGECCTATGAGGECTCCACRTGAGTGAGGCCARRARGC, CAGTGTGEE
TGCCTCCTTCCTGERRRCCRCTAGTGGGEECCTATGAGGECTCCACATGAGTCAGGCCARARRGC CAGTGTGGCT

TCCTICCTGERAACCACTAGTGEGECCTATCAGGECTCCACATGACTGAGGCCARARAGC CAGTGTGGCTICTT
TCCTGGARACCACTAGTGGGGCCTATCAGGECTCCACATGAGTE
CCCTAGGGGEECCTATGAGEECTCCACATGAGTGAGGCCARARAG
ACATGAGTGAGGCCAAMAAGC CAGTGTGGCTICTITTGIGAACCATGAGCACATTIGEGCCCEATGCARRTGRIC
GCCTTACCAGTGTGECTICTTTTGIGARCCATGAGCACATTGECCCCEATGCARRTGATCCCACAGATATCAC

DNAH14 225333863 IKZF1

CCACTAGTGGGGCCTATGAGGGCTCCACATGAGTGAGGCCAAAAAGCCTG  CCACGACTCTGTCACTCTTGGAGCTTTGCTGTCCTCCCGAGGTGGTGGAG

FGARRCCACTAGTGGGGCCTATGAGGGCTCCACATGAGTGAGGCCARAAAGCCTG | CCACG
IGRARACCACTAGTGGGGCCTATGAGGECTCCACATGAGTGAGGCCARAARGCCTGCTARTTAR

50367352

EARRCCACTAGTGGECECCTATGAGGGCTCCACATGAGTGAGGCCAIARAGCCTG

FGAAACCACTAGTGGGGECCTATGAGGGCTCCACATGAGTGAGGCCAAARAGCCTG
SGARACCACTAGTGGGGCCTATGAGGGCTCCACATGAGTG
CCACTAGTGEGCECCTATGAGCCECTCCACATGACTGAGECCARARARGCCTG
CCCTAGGGGEGCCTATGAGGGCTCCACATGAGTGAGGCCARAAAG
GGCCTATGAGGGCTCCACATGAGTGAGGCCARARAGCCTG)|
ATGAGGGCTCCACATGAGTGAGGCCARARARGCCTG |

| CCACGACTICTG
CCACGACTICIGT

CCace

CCACGACTCTGTCACTCTTGGAGCTITGCTGICC
CCACGACTCTGTCACTCTIGG

CCACTTACCCACGACTCTIGTICACTCTIGGAGCTITGCTGTCCTCCCGAGGTGETGGAGAGETCC
CTTACCCACGACTCTGTCACTCTITGGAGCTTTGCTGTCCTCCCGAGGTGGTGGAGAGGTCK

DNAH14 225333863

CCACTAGTGGGGCCTATGAGGGCTCCACATGAGTGAGGCCAAAAAGCCTG
ARRCCACTAGTGGGGCCTATGA
ARRACCACTAGTGGGGECCTATGAGEGCTCCACATGAGTGAGGCCARARAAGCCTG
ARACCACTAGTGGGGCCTATGA TCCACATGAGTGAGGCCAAARAGCCTG
ARACCACTAGTGGGGCCTATGAGGGCTCCACATGAGTGAGGCCARAAAGCCTG
AAACCACTAGTGGGGCCTATGA TCCACATGAGTGAGGCCAAAAAGCCTG
ARACCACTAGTGGGGCCTATGAGGGCTCCACATGAGTG
ARAACCACTAGTGGGGCCTATGAGGGCTCCACATGAGTGAGGCCAAAAAGCCTG
ARACCACTAGTGGGGCCTATGAGGGCTICCACATGAGTGAGGCCAARRAAGCCTG

CCCTAGGGGGGCCTATGAGGGCTCCACATGAGTGAGGCCAARAAG
ACTAGTGGGGCCTATGAGGGCTCCACATGAGTGAGGCCARAAAGCCTG
AGTGGGGECCTATGAGGECTCCACATGAGTIGAGGCCARAAAGCCTIG
AGTGGGEGCCTATGAGEGCTCCACATGAGTCGAGCGCCARAAAGCCTG

IKZF1 50444490
CAGTGTGGCTTCTTTTGTGAACCATGAGCACATTGGGCCCGATGCAAATG

TCCACATGAGTGAGGCCAAARAGCCTGCTAATTAR

CAGIGIGGCTIT
CAGTIGTGGCTIT
CAGTIGIGGCT
CAGIGTGGCT

CAGTIGTGGCTTICTITITIGT
CAGTIGIGGCTTCGTITTIGT

CAGIGIGGCITCITITGIGAACCATG
CAGTIGTGGCTTCTITTIIGIGAACCATGAGC
CAGTIGTGGCTITCTTIITGTIGAACCATGAGC

GIGGGGCCTATGAGGGCTICCACATGAGTGAGCGCCARARAAGCCTIG | CAGTGTGECTITCTTITIGIGAACCATGAGCA

GGGGCCTATGA!

TCCACATGAGTGAGCGCCARRARAGCCTG CAGTGTIGECTTICTITTIGIGARCCATGAGCA

GECCTATGAGGECICCACATCGACTCGAGECCARARRAGCCTG CAGTCTGECTTICTTITIGTIGARACCATGAGCACAT
ATGAGGGCTCCACATGACTGAGCCCARAAAAGCCTGE CAGTGTGECTTCTITTIGTGARCCATGAGCACATTIGEE
TCCACATGAGTGAGCCCARAARAGCCTG CAGTGTGECTTCTTITIGTGARCCATGAGCACATTGGGCCCGATGEC
AGTGAGGCCARAAAGCCTG CAGTIGTGGCTTCTITITGTIGARCCATGAGCACATTIGGGCCCGATGCARATGAT
ARAAGCCTG CAGTGTGGCTTCTTTITGTGAACCATGAGCACATTGGGCCCGATGCARATGAT
GCCTTACCAGTGIGGCTICTITIGTGAACCATGAGCACATTGGGCCCGATGCARATGAT

DNAH14 225346497
TACATGACTGATGCTGGCACTGGAACTGCTCACTGCCTCTGCTATTTCTG

CAGTGTGGCTTCTTTTIGTGAACCATGAGCACATTGGGCCCGATGCARATGAT

IKZF1 50444230
| CCAGTAATGTTAAAGTAGAGACTCAGAGTGATGAAGAGAATGGGCGTGCC

ATACCAATACATGACTGATGCTGGCACTGGAACTGCTCACTGCCICTGCTATTICTGET

ATACCAATACATGACTGATGCTGGCACTGGARCTG

GGAACTGCTCACTGCCTCTGCTATTTCTG| CCAGTARTGT TARAGTAGAGACTCAGAGTGATGARGAGARTGGS
TICAGCCAGTART GTTAAAGTAGAGACTCAGAGTGATGGAGAGARTGGECCTGCCTGTGAN

DNAHI4 225347499

| CCRGTAATGT TARAGTAGAGACTCAGAGTGATGAAGAGAATGGGCETIGCCTGTGAN

IKZF1 50367352

CTTTTGAAATGAGGATAATAGTGTCTGTTCTTCCCACTTTGAAAGGGTGC CCACGACTCTGTCACTCTTGGAGCTTTGCTGTCCTCCCGAGGTGGTGGAG

TTTCATCTTTIGARRTGAGGATARTAGTGTCTGTTCTTCCCACTTTGARAGEGTGC | CCACGACT

ATGAGGATAATAGTGICTGTTICTTICCCACTTIGARAG

CTGTTCTTCCCACTTTGARRGGGTGC CCACGACTICTGICACTICTIGGAGCTITGCTGTCCTCCCGAGGTGETIGE
CIGTTCTTCCCACTTTGARRGGGTGC CCACGACTCIGICACTICTIGGAGCTITGCTGICCTCCCGAGGTGGTGE
TCTTCCCACTTTGARAGGGIGC |CCACGACTCTGICACTCTIGGAGCTTTGCTGICCTCCCGAGGTGRTGE
TCTTCCCACTTTGARAGGGTGC |CCACGACTCTGTCACTCTIGGAGCTTITGCTGTCCTCCCGAGGTGGTIGE
CCACTTACCCACGACTCTGICACTCTTGGAGCTITGCTGTICCTCCCGAGGTGGTEGGAGAGGTCCICE

Supplementary Figure 2. DNAH14-IKZF1 fusion transcript. Alignment of sequence reads mapping

across the DNAH14-IKZF1 fusion genes. The nucleotide position and sequence of the assembled

fusion transcript appears at the top and reads are showing below it and the vertical line indicates the
fusion point. The data were obtained from RNA-seq analysis of the 179MO case transcriptome using

the TopHat-Fusion.
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DNAH14 225354984 IKZF1 50367352

TTCTGTCTCAATGTAGGGATGCAAGGAATGAAAAATGGAATGGAAGAGAT

TICTGICTCARTGTAGGGATGCARGGAATGARAARTGGARTGGAAGAGATC
CIGICTICARTGTAGGGATGCAAGGARTGARAAATGGARTGGAAGAGAT | CCACGACTCIGTCACTCTTIGGAGCT
CTCARTGTAGGGATGCAAGGAATGAAAAATGGARTGGARGAGAT | CCACGACTCTGTCACTCTTGGAGCTTIGET
CCACTTACCCACGACTCTGTCACTCTTGGAGCTTTGCTGTCCTCCCGAGGTGGTGGAGAGL

CCACGACTCTGTCACTCTTGGAGCTTTGCTGTCCTCCCGAGGTGGTGGAG

DNAH14 225354984 IKZF1 50435762

TTCTGTCTCAATGTAGGGATGCAAGGAATGAAAAATGGAATGGAAGAGAT

TGTCTCAATGTAGGGATGCAAGGAATGAARAATGGAATGGAAGAGATC
TCAATGTAGGGATGCAAGGAATGAAAAATGGARTGGAAGAGAT GAGAGAAAGATTITGGGAATTATIGCATGE
TCARTGTAGGGATGCAAGGAATCGARRAATGCAATCGARACGAGAT GAGAGARAGATTIGGGAATTATIGCATICG
GGATGCAAGGAATGAAAAATGGAATGGAAGAGAT GAGAGAAAGATTITIGGGAATTATIGCATGGAAATCCCT
AATGARARRTGGAATGGARCGAGAT GAGAGARAGATTITGGGAATTATIGCATGGARATCCCTAARGTICATCH

GAGAGAAAGATTTGGGAATTATTGCATGGAAATCCCTAAAGTCATCAGCC

GAAAAATGGAATGGAAGAGAT

TACGAGAGAATGATIT

DNAH14 225354984

TTCTGTCTCAATGTAGGGATGCAAGGAATGAAAAATG GAATGGAAGAGAT

TTIGTTCTGTCTCARTGTAGGGATGCAAGEARTCARRART GGARTGGAAGAGAT
TTIGTICTIGICTCARTGTAGGCATCCARGCART CARAART CCAATGGARGAGAT

GAGAGARAGATITIGGGAATTATIGCATGGAAATCCCTARAGICATCA
ATTATIGCATGGARATCCCTAARGTCATCR

IKZF1 50444490

CAGTGTGGCTTCTTTTGTGAACCATGAGCACATTGGGCCCGATGCAAATG

CAGTGTGGCTT
CAGTGIGGCTT

TITGTTCIGICTCARTGTAGGGATGCARGGARTGAAAAAT GGARTGGARGAGATC

ITIGTICTIGICICARTGTAGGGATGCAAGGARTGARRARTGGARTGGAAGAGAT
TCTIGTICTCARTGTAGGCATGCAAGGARTCARARATGCARTGGAAGAGAT
TCIGTCTICARTGTAGGGATGCARGCARTCARARRT GCART GGARAGAGAT

CICAATGTAGGCATCCARGEAATGARRART CCARTCGAAGAGAT
CTCAARTGTAGGGATGCARGGARTGAAAART GGARTGGAAGAGAT
TCAATGTAGGGATGCAAGGAATCARAARTGGAATGGARGAGAT
CARTGTAGGGATGCAAGGARTGARAARTGGARTGGAAGAGAT
CARTGTAGGGATGCRAGGARTGARAARTGGARTGGARGAGRT
AGGGATCCARGCARTCARARATGCART GEGAAGAGAT
AGGGATGCAAGGAATGAARAATGGARTGGAAGAGAT
GATGCAAGGAATGAAAARTGGAATGGATGAGAT
GATGCAAGGAATGARAARTGGARTGGAAGAGAT
GRARRRTGGARTGGARGAGAT

ARRTGGARTGGARGAGAT

ARATGGARTGGAAGAGAT

CAGIGIGGCTICITIIG

CAGIGTGGCTICTTTTGTGATCCAT

CAGIGTGGCTICTTTTIGTGARCC

CAGTGTGGCTICTTTIGIGAACCATG

CAGIGIGGCTTCITITGIGAACCATG
CAGIGTGGCTICTTTTGTGAACCATGAGCAC
CAGTGTGGCTICTTTIGTGAACCATGAGC
CAGTGTGGCTICTTTIGTGARCCATGAGCAC
CAGTGTGGCTTICTTTICTGAACCATGAGCACATTIGEE
CAGIGIGGCTICTTITGIGAACCATGAGCACATICS
CAGIGTIGGCTICTTTTGTGAACCATGAGCCCATIGGGCCCE
CAGIGTGGCTICTTITGTGAACCATGAGCACATIGGGCCCE
CRAGTGTGGCTTCTTTTGTGARCCATGRGCACRTTGGGCCCGATGCAARTGATC
CAGTGTGECTTCTTITCTGAACCATGAGCACATTGGCCCCEATGCARATGATCCCA
CAGIGIGECTICTTTIGTGAACCATGAGCACATTGEGCCCEGATGCARATGATCCC

GCCTTACCAGIGIGGCTICTTITGTGAACCATGAGCACATIGGGCCCGATGCAAATGATCCCA

DNAH14 225374260

TTTAAGTACAAAAGTAGTACATATAATTGTGAGAAATTTGGAAAATAAAA

ARGTACAARAGTAGTACATATAATTGTGAGARATTTIGGAARAT
AAGTACAARAGTAGTACATATAATTIGTGAGAAATTTGGAAAATAARAR
CARRACTAGTACATATAATIGTGAGAAATTTGGARAAATARAR
TTGTGAGARATTTIGGARARTARAA
GAAATTTGGAAAATAAAR
GARATTIGGARAATAARA

Supplementary Figure 2. Continued

IKZF1 50448363

CCAACTACAGCTCTCATTTGGACAGGGTGGCCTCTCAGGAGAAAGCTCAT

CCAACTACAGCIC

CCARCTACAGCTCTCATTITGGACAGGETIGE
CCARCTACAGCTCTCATTITGGACAGGGTGGCCTCTCAGGAGARAGCTCAT
CCAACTACAGCICICATITGGACAGGG

| CCAACTACAGCTCTICATITGGACAGGGTGGCCTICTICAGG




OOk wW N

\l

© 00

10
11
12
13
14

Int. ]. Mol. Sci. 2018, 19, x FOR PEER REVIEW

ETV6-SNUPN fusion gene

ETV6 11905512 SNUPN 75913396
TCGAGCGCTCAGGATGGAGGAAGACTCGATCCGCCTGCCTGCGCACCTGC GGAAGATGGAAGAGTTGAGTCAGGCCCTGGCTAGTAGCTTTTCTGTGTCT

4 of 5

TGCCTCG

TGCCTCGAGCG

TGCCTCGAGCGCTCAGGATGGAGG
TGCCTCGCGCGCTCAGGATCGAGGAAGACTCG
TGCCTCGAGCGCTCAGGATGGAGGAAGACTCGATCCGC
TGCCTCGAGCGCTCAGGATGGAGGAAGACTCGATCCGCCTGCCTGCGC
TGCCTCGAGCGCTCAGGATGGAGGAAGACTCGATCCGCCTGCCTGCGCACCTG

CGAGCGCTCAGGATGGAGGAAGACTCGATCCGCCTGCCTGCGCACCTGC
AGCGCTCAGGATGGAGGAAGACTCGATCCGCCTGCCTGCGCACCTGC
AAGACTCGATCCGCCTGCCTGCGCACCTGC
AGACTCGATCCGCCTGCCTGCGCACCTGC
CGATCCGCCTGCCTGCGCACCTGC

GGAAGATGGAAGAGTTGAGTCAG
GGAAGATGGAAGAGTTGAGTCAGGCCC
GGAAGATGGAAGAGTTGAGTCAGGCCCTGGCTAGTAGCTTTTCT
GGAAGATGGAAGAGTTGAGTCAGGCCCTGGCTAGTAGCTTTTCTG
GGAAGATGGAAGAGTTGAGTCAGGCCCTGGCTAGTAGCTTTTCTGTGTCT
GGAAGATGGAAGAGTTGAGTCAGGCCCTGGCTAGTAGCTTTTCTGTGTCTCAA
GATGGAAGAGTTGAGTCAGGCCCTGGCTAGTAGCTTTTCTGTGTCTCAA
GAAGAGTTGAGTCAGGCCCTGGCTAGTAGCTTTTCTGTGTCTCAA
TTGAGTCAGGCCCTGGCTAGTAGCTTTTCTGTGTCTCAA
CAGGCCCTGGCTAGTAGCTTTTCTGTGTCTCAA
CCTGGCTAGTAGCTTTTCTGTGTCTCAA
GGCTAGTAGCTTTTCTGTGTCTCAA
TAGTAGCTTTTCTGTGTCTCAA
TAGCTTTTCTGTGTCTCAA
CTTTTCTGTGTCTCAA
A

Supplementary Figure 3. ETV6-SNUPN fusion transcript. Alignment of sequence reads mapping
across the ETV6-SNUP fusion gene. The sequence of the assembled fusion transcript appears at the
top and reads are showing below it and the vertical line indicates the fusion point. The data were
obtained from RNA-seq analysis of the 28MO case transcriptome using the TopHat-Fusion.

ETV6-NUFIP1 fusion gene

ETV6 11803093

CTCTCTCGCTGTGAGACATGTCTGAGACTCCTGCTCAGTGTAGCATTAAG

CCTGATCTCTCTCGCTGTGAGACATGTCTGAGACTCCTGCTCAGTGTAGCATT
>CTGATCTCTCTCGCTGTGAGACATGTCTGAGACTCCTGCTCAGTGTAGCATTAAG
>CTGATCTCTCTCGCTGTGAGACATGTCTGAGACTCCTGCTCAGTGTAGCATTAAG
TGATCTCTCTCGCTGTGAGACATGTCTGAGACTCCTGCTCAGTGTAGCATTARG
TGATCTCTCTCGCTGTGAGACATGTCTGAGACTCCTGCTCAGTGTAGCATTARG
ATCTCTCTCGCTGTGAGACATGTCTGAGACTCCTGCTCAGTGTAGCATTAAG
TCTCTCTCGCTGTGAGACATGTCTGAGACTCCTGCTCAGTGTAGCATTAAG
CGCTGTGAGACATGTCTGAGACTCCTGCTCAGTGTAGCATTAAG
CGCTGTGAGACATGTCTGAGACTCCTGCTCAGTGTAGCATTARG
CTGTGAGACATGTCTGAGACTCCTGCTCAGTGTAGCATTAAG
GTGAGACATGTCTGAGACTCCTGCTCAGTGTAGCATTAAG
GACATGTCTGAGACTCCTGCTCAGTGTAGCATTAAG
CCTGCTCAGTGTAGCATTAAG
GTAGCATTAAG
GTAGCATTAAG
GTAGCATTAAG
AGCATTAAG
AGCATTAAG
GCATTARG

NUFIP1 45540070
AAACTATCCAACTCTGGCCAATATTGAAAGGAAGAAGAAGTTAAAACTTG

ARACTATCC
ARACTATCCAACTCTGG
AAACTATCCAACTCTGGCC
ARACTATCCAACTCTGGCC
AAACTATCCACCTCTGGCCARAT
ARACTATCCAACTCTGGCCAAT
AAACTATCCAACTCTGG
AAACTATCCAACTCTGGCC
AAACTATCCAACTCTGGCCAATATTGARAGG
AAACTATCCAACTCTGGCCAATATTGARAGGA
ARACTATCCAACTCTGGCCAATATTGAAAGGA
AAACTATCCAACTCTGGCCAATATTGAAAGGAAGAAGAAGTTAAAACTTGA
AAACTATACAACTCTGGCCAATATTGAAAGGAAGAAGAAGTTAAAACTTGAARAGE
AAACTATCCAACTCTGGCCAATATTGARAGGAAGAAGAAGTTAAAACTTGAARAGE
AAACTATCCAACTCTGGCCAATATTGARAGGAAGAAGAAGTTARAACTTGAARAGE
AARACTATCCAACTCTGGCCAATATTGAAAGGAAGAAGAAGTTAAAACTTGAARAGE
AAACTATCCAACTCTGGCCAATATTGAAAGGAAGAAGAAGTTARAACTTGAARAGE
AAACTATCCAACTCTGGCCAATATTGARAGGAAGAAGAAGTTAAAACTTGAAAAGE
AACTATCCAACTCTGGCCAATATTGAAAGGAAGAAGAAGTTAAAACTTGAAAAGC
ATCCAACTCTGGCCAATATTGAAAGGAAGAAGAAGTTAAAACTTGAARAGE
CAACTCTGGCCAATATTGAAAGGAAGAAGAAGTTAAAACTTGAAAAGE

Supplementary Figure 4. ETV6-NUFIP1 fusion transcript. Alignment of sequence reads mapping

across the ETV6-NUFIP1 fusion gene. The nucleotide position and sequence of the assembled fusion

transcript appears at the top and reads are showing below it and the vertical line indicates the fusion

point. The data were obtained from RNA-seq analysis of the 28MO case transcriptome using the

TopHat-Fusion.
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EP300-ZNF385 fusion gene

ZNF384 6788687
GATAGAAGGCCAGAAGTACGGGTTAGAATTGAAGTGAGATTCTTCCATTC

CCTGAGACTGTGGGGATAGAAGGCCAGAAGTACGEETTAGARTTGARGTGAGATICTTICCATT

CCTGAGACTCTGGGEATAGAAGCGCCAGAAGTACGEETTAGARTTGAAGTGAGATICTITCCATIC
CCTGAGACTGTGGGGATAGAAGGCCAGAAGTACGGETTAGAATTGAAGTGAGATTCTTCCATTC]

CCTGAGACTGTGGGCEATAGAAGGCCAGAAGTACGEETTAGAATTGAAGTGAGATTICTTCCATIC

CCTGAGACTGTGGGCATAGARGGCCAGAACTACGGCTTAGARTTIGAAGTGAGATICTTICCATIC

GAGACTGTGGGGATAGAAGGCCAGAAGTACGGEETTAGAATTGAAGTGAGATTICTITCCATIC

GAGACTGTGGGGATAGAAGGCCAGCAGTACGGEEETAGARTTGAAGTGAGATTICTTCCATIC

GGGATAGAAGGCCAGAAGTACGGEETTAGAATTGARGTGAGATICTTCCATIC

GGGATAGAAGGCCAGARGTACGGETTAGAATTGAAGTGAGATTCTTCCATTIC

GGGATAGAAGGCCAGARGTACGGETTAGAATTGAAGTGAGATTICTTICCATIC

GGGATAGAAGGCCAGAACGTACGGETTAGAATTGAAGTGAGATICTTICCATIC

GGGATAGAAGGCCAGARGTACGGETTAGAATTGAAGTGAGATTCTTCCATTIC

GEATAGAAGGCCAGARGTACGGETTAGAATTGAAGTGAGATICTTICCATIC

GGATAGAAGGCCAGAACTACGGCETTAGAATTGAAGTGAGATICTTICCATIC

GATAGAAGGCCAGAAGTACGGGTTAGAATTIGAAGTGAGATICTTICCATIC

GATAGAAGGCCAGAAGTACGGETTAGAATTGAAGTGAGATICTTICCATIC

ATAGAAGGCCAGAAGTACGGETTAGAATTGAAGTGAGATICTTCCATIC

AGAAGGCCAGAAGTACGGGTTAGAATTGAAGTGAGATTCTTCCATIC

GAAGGCCAGARGTACGGETTAGARTTGAAGTGAGATICTTICCATTIC

GGCCAGAAGTACGGGTTAGAATTGAAGTGAGATICTTCCATIC

GGCCAGAAGTACGGGTTAGAATTGAAGTGAGATTICTTCCATIC

GCCAGAAGTACGGETTAGARTTGARGTGAGATTCTTICCATIC

CAGAAGTACGGGTTAGARTTGAAGTGAGATICTTICCATIC

CGGGTTAGAATTGAAGTGAGATTCTTCCATIC

GGTTAGARTTIGAAGTGAGATICTTICCATIC

GGTTAGAATTGAAGTGAGATICTTICCATIC

AGAATTGAAGTGAGATTCTTCCATIC

ATAATTGAAGTGAGATICTTICCATIC

GAAGTGAGATICTITCCATIC

GAAGTGAGATTCTTCCATIC

GAAGTGAGATICTTCCATIC

GAGATTICTTCCATIC

GAGATTCTTCCATIC

TCCATIC

TCCATIC

TCCATTC

TCCATTIC

TCCATIC

CCATTIC

CCATIC

CCATIC

CATTIC

Oooo~Noor ~hWw

TopHat-Fusion.

10
11
12

13

50f 5

EP300 41527639
TACTCATGTTGCTCATGGGCCGCATGCCTTGGGGAGACTGCCCAGGCTGC

TACTCATG

TAC
TACTCATGIT
TACTCATGIT
TACTCATGTIGC
TACTCATGTTIGC
TACTCATGTITGCTICATGGGCCG
TACTCATGTTGCTCATGGGCCG
TACTCATGTIGCTICATGGGCCG
TACTCATGTITGCTCATGGGCCG
TACTCATGTTGCTCATGGGCCG
TACTCATGTTGCTICATGGGCCGC
TACTCATGTTGCTCATGGGCCGC
TACTCATGTTGCTCATGGGCCGC
TACTCATGTTGCTCATGGGCCGCA
TACTCATGTTGCTCATGGGCCGCAT
TACTCATGTTGCTCATGGGCCGCATGC
TACTCATGTTIGCTCATGGGCCGCATGCC
TACTCATGTITGCTCATGGGCCGCATGCCTITG
TACTCATGTTGCTCATGGGCCGCATGCCTIG
TACTCATGTTGCTCATGGGCCGCATGCCTTGG

TACTCATGTITGCTICATGGGCCGCATGCCTTIGGGE

TACTCATGTTIGCTCATGGGCCGCATGCCTT GACTGCC
TACTCATGTTGCTCATGGGCCGCATGCCTIT GACTGCCC
TACTCATGITGCTCATGGGCCGCATGCCTT GACTGCCCA
TACTCATGTTGCTCATGGGCCGCATGCCTIT GACTGCCCAGG
TACTCATGTTIGCTCATGGGCCGCATGCCTIT GAGACTGCCCAGGCT
TACTCATGTITGCTCATGGGCCGCATGCCTIT GACTGCCCAGGCTGCTGAT
TACTCATGTTGCTCATGGGCCGCATGCCTIT GACTGCCCAGGCTGCTGAT
TACTCATGTTGCTCATGGGCCGCATGCCTT GACTGCCCAGGCTIGCTIG
TACTCATGTITGCTCATGGGCCGCATGCCAT GACTGCCCAGGCTGCTGATICTGC
TACTCATGTITGCTCATGGGCCGCATGCCTIT GACTGCCCAGGCTGCTIGATICTGC
TACTCATGTTGCTCATGGGCCGCATGCCAT GACTGCCCAGGCTGCTGATICTGCTGGTTICT
TACTCATGTITGCTCATGGGCCGCATGCCTT AGACTGCCCAGGCTGCTGATTICTGCTGETICT
TACTCATGTITGCTCATGGGCCGCATGCCTT GACTGCCCAGGCTGCTGATTCTGCTGGTICT
TACTCATGTTGCTCATGGGCCGCATGCCTTGGGGAGACTGCCCAGGCTGCTGATTICTGCTGGTITAT
TACTCATGTITGCTCATGGGCCGCATGCCTIT AGACTGCCCAGGCTGCTIGATICTGCTIGGTICT
TACTCATGTTIGCTCATGGGCCGCATGCCTT GACTGCCCAGGCTGCTGATTCTGCIGGTICT
TACTCATGTTGCTCATGGGCCGCATGCCTT GACTGCCCAGGCTGCTGATICTGCTIGGTICT
TACTCATGITGCTCATGGGCCGCATGCCTT GACTGCCCAGGCTGCTGATICTGCIGGTICT
TACTCATGTTIGCTCATGGGCCGCATGCCTT GACTGCCCAGGCTGCTGATICTGCTIGGTICT

Supplementary Figure 5. EP300-ZNF384 fusion transcript. Alignment of sequence reads mapping
across the EP300-ZNF384 fusion gene. The nucleotide position and sequence of the assembled fusion
transcript appears at the top and reads are showing below it and the vertical line indicates the fusion
point. The data were obtained from RNA-seq analysis of the 197MO case transcriptome using the



