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Figure S1. Examples of curve fitting analysis of the serum AF spectra from sham-operated or BDL 
rats. Fitting analysis is based on GMG functions, defined by the PeakFit program in terms of peak 
center wavelength (λ) and full width at half maximum (FWHM) parameters to match specifically 
with two bands ascribable to bilirubin (λ = 517–530 nm, FWHM 53 nm; λ = 570 nm, FWHM = 45 
nm, [17]), three bands ascribable to porphyrins (λ ≈ 625 nm, FWHM ≈ 55 nm; λ ≈ 665 nm,  FWHM  
≈ 40 nm, λ ≈ 710 nm,  FWHM  ≈ 50 nm, [18]), to the main band in the blue region (λ ≈ 455–460 nm, 
FWHM ≈ 105 nm), or to additional minor bands (λ ≈ 405–410 nm; λ ≈ 590–600 nm), allowed to 
adapt freely so as to obtain a satisfying combination. The goodness of fitting was verified by 
residual analysis (insets) and coefficient of determination (r2 ≥ 0.897). 



 
 
Figure S2. Examples of curve fitting analysis of the liver AF spectra from sham-operated or BDL 
rats. Fitting analysis is based on GMG functions, defined by the PeakFit program in terms of peak 
center wavelength (λ) and full width at half maximum (FWHM) parameters typical of each 
fluorophore in previous experiments [48]: NAD(P)H free λ = 463 nm; FWHM = 115 nm) and bound 
(λ = 444 nm; FWHM = 105 nm), flavins (λ = 526 nm; FWHM = 81 nm), vitamin A (λ = 488 nm; 
FWHM = 102 nm), arachidonic acid (fatty acids, λ = 470 nm; FWHM = 90 nm), proteins (emission 
tail, λ < 440 nm) and lipofuscin-like lipopigments λ 587 nm; FWHM = 80 nm). The GMG functions 
relatable to proteins and lipofuscin-like lipopigments were allowed to adapt freely so as to obtain a 
satisfying combination because of the variability of the emission of these components in 
accordance with their heterogeneous chemical composition, oxidation, and crosslink degrees.  
The goodness of fitting was verified by residual analysis (insets) and coefficient of determination 
(r2 ≥ 0.934). 


