	Supplementary Table 9a.  List of putative candidate genes found to be associated with heat stress on CaLG05 in chickpea 

	Gene id
	Gene name
	Protein name
	Function
	Plant/ Crop
	Reference

	Ca_04038
	HSP21
	Small heat shock protein, chloroplastic
	Have a catalytic role in recovery and protection during heat stress.
	Pisum sativum (Garden pea)
	Chen et al., (1990)

	Ca_04067
	F20M13.140
	(Farnesylated protein 6) (AtFP6)
	This heat acclimation regulation gene may involve in facilitation of the survival and growth of plants under severe heat-stress conditions
	Arabidopsis thaliana
	Lim et al., (2006)

	Ca_04147
	ERF114
	Ethylene-responsive transcription factor ERF114
	May be involved in the regulation of gene expression by stress factors; Helps in heat acclimation and subsequent recovery from heat injury.
	Arabidopsis thaliana
	Müller & Munné-Bosch, (2015),Chen et al., (2015), Larkindale & Huang, (2005),Larkindale & Knight, (2002)

	Ca_03948
	CRF4/ ERF066
	Ethylene-responsive transcription factor CRF4 
	May be involved in the regulation of gene expression by stress factors; Helps in heat acclimation and subsequent recovery from heat injury.
	Arabidopsis thaliana
	Müller & Munné-Bosch, (2015), Chen et al., (2015), Larkindale & Huang, (2005), Larkindale & Knight, (2002)

	Ca_03919
	MYB44
	Transcription factor MYB44
	May have role in abscisic acid signaling pathway; response to abscisic acid, ethylene, salicylic acid.
	Arabidopsis thaliana
	Larkindale & Knight, (2002),Jung et al., (2008; 2014, 2013)

	Ca_04058
	TTG1
	Protein TRANSPARENT TESTA GLABRA 1
	Involved in response in ethylene which is associated with heat stress-induced oxidative damage
	Arabidopsis thaliana
	Larkindale & Huang, (2005; 2002)

	Ca_03952
	WRKY53
	Probable WRKY transcription factor 53
	Believed to act as convergence node between senescence and biotic and abiotic stress responses, thus appears to contribute to reproductive success.
	Arabidopsis thaliana
	Xie et al., (2014). Zentgraf et al., (2010)

	Ca_04125
	PER52
	Peroxidase 52
	Involved in responses to environmental responses such as wound and oxidative stress.
	Arabidopsis thaliana
	Veitch, (2004)

	Ca_03916
	SKP2B
	F-box protein SKP2B
	Involved in heat acclimation and abiotic responses
	Arabidopsis thaliana
	Gupta et al., (2015)

	Ca_04100
	WRKY70
	Probable WRKY transcription factor 70
	Involved in negative regulation of leaf senescence and defense signal pathways
	Arabidopsis thaliana
	Besseau et al., (2012),Ülker et al., (2007)

	Ca_03974
	COL5
	Zinc finger protein CONSTANS-LIKE 5
	Involved in oxidative stress and regulation of flower development.
	Arabidopsis thaliana
	Rizhsky et al., (2004)








	 Supplementary Table 9b. List of putative candidate genes found to be associated with heat stress on CaLG06 in chickpea


	Gene id
	Gene name
	Protein name
	Function
	Plant/ Crop
	Reference


	Ca_08536
	HSFA5
	Heat stress transcription factor A-5
	May have role in heat stress response
	Arabidopsis thaliana 
	From UniProt database
http://www.uniprot.org/uniprot/Q94BZ5

	Ca_08627
	HSFA4C/HSF20/ RHA1
	Heat stress transcription factor A-4c
	Acts as a possible factor in high temperature response
	Arabidopsis thaliana 
	From UniProt database
http://www.uniprot.org/uniprot/Q9FK72

	Ca_09569
	ANNAT7 / ANN7
	Annexin D7 (AnnAt7)
	A possible role in heat stress response
	Arabidopsis thaliana 
	Cantero et al., (2006)

	Ca_08522
	FKBP65/ ROF2
	Peptidyl-prolyl cis-trans isomerase FKBP65
	This heat stress protein found to be involved in long term acquired tthermotolerance modulating heat shock transcription factor HsfA2 and interacting with HSP90.1. 
	Arabidopsis thaliana
	Meiri et al., (2010)

	Ca_08619
	HSP26-A
	Heat shock protein 26A
	May involved in cellular response to stress
	Glycine max
	Czarnecka et al., (1988)

	Ca_05050
	CPN60-2
	Chaperonin CPN60-2/HSP60
	Involved in pro-apoptotic role in plants under drastic heat shock
	Arabidopsis thaliana
	Rikhvanov et al., (2007)

	Ca_09578
	ERF060
	Ethylene-responsive transcription factor ERF060
	May be associated with the regulation of gene expression by stress factors; May play a role in to control the floral organ senescence and abscission.
	Arabidopsis thaliana
	Chen et al., (2015; 2005; 2015; 2002)

	Ca_08582
	RAP2-11/ ERF002
	Ethylene-responsive transcription factor RAP2-11
	May be associated with the regulation of gene expression by stress factors; May play a role in to control the floral organ senescence and abscission.
	Arabidopsis thaliana
	Chen et al., (2015; 2005; 2015; 2002)

	Ca_09594
	HIPP26 / FP6
	Heavy metal-associated isoprenylated plant protein 26
	May have direct role in heat acclimation
	Arabidopsis thaliana
	Lim et al., (2006)

	Ca_25056
	-
	Universal stress protein A-like protein
	Involved in response to stress
	Arabidopsis thaliana
	Kim et al., (2015)

	Ca_08560
	THI1
	Thiamine thiazole synthase
	May play roles in adaptation to various stress conditions and in DNA damage tolerance
	Citrus sinensis
	Ribeiro et al., (2005),Machado et al., (1997)

	Ca_08509
	AHK3/ ORE12
	Histidine kinase 3
	Involved in cellular response to abscisic acid; regulation of flower development
	Arabidopsis thaliana
	Desikan et al., (2006),Alonso et al., (1999)

	Ca_05133
	RAN1/ HMA7
	Copper-transporting ATPase RAN1
	Associated with response to ethylene, stress signaling and regulation of stomatal movement
	Arabidopsis thaliana
	Desikan et al., (2006),Alonso et al., (1999)

	Ca_05076
	FER / AAK1 /SIR / SRN
	Receptor-like protein kinase FERONIA
	Helps in mediating male – female interaction during pollen tube reception and thus play important role in reproduction; involved in plant growth process through cell elongation.
	Arabidopsis thaliana
	Guo et al., (2009),Escobar-Restrepo et al., (2007)
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