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TableS 1. The specific primers used in this study.

Gene
purpose names primer name primer sequence (5'-3')
CsWD40-attB-HA-F ~ GGGGACAAGTTTGTACAAAAAAGCAGGCTATGTACCCATACGATGT
TCCAGATTACGCTATGGAGAATTCGAGCCAAG
cloning CsWD40 GGGGACCACTTTGTACAAGAAAGCTGGGTTCAAACTTTCAGAAGC
CsWD40-attB-HA-R
TGC
End-to-end F ATGGAGAATTCGAGCCAAG
End-to-end R GATCTCAAACTTTCAGAAGCTGC
qRT-PCR-F AAACTCCGTGACCTACGACTCCCCG
Real time PCR CsWD40
gqRT-PCR-R CTTGGTGGGAGGGTAAGGGTGTTCG
CsWD40-AD-F ATGGAGGCCAGTGAATTCATGGAGAATTCGAGCCAAG
CsWD40-AD-R CTCGAGCTCGATGGATCCTCAAACTTTCAGAAGCTGC
Csba0 CsWD40-BD-F GCCATGGAGGCCGAATTCATGGAGAATTCGAGCCAAG
CsWD40-BD-R CTGCAGGTCGACGGATCCTCAAACTTTCAGAAGCTGC
CsMYB5a-AD-F ATGGAGGCCAGTGAATTCATGGGGAGGAGTCCATGCTG
CsMYB5a-AD-R CTCGAGCTCGATGGATCCTCATGGCCAGTCCTCAGAAT
CsMYB5a
CsMYB5a-BD-F GCCATGGAGGCCGAATTCATGGGGAGGAGTCCATGCTG
CsMYB5a-BD-R CTGCAGGTCGACGGATCCTCATGGCCAGTCCTCAGAAT
Construction of CsMYB5e-AD-F ATGGAGGCCAGTGAATTCATGGGAAGGGCTCCTTGTTG
protein CsMYBSe-AD-R CTCGAGCTCGATGGATCCTCAGATCAACAAAGATTCAG
expression CsMYB5e
vectors CsMYB5e-BD-F GCCATGGAGGCCGAATTCATGGGAAGGGCTCCTTGTTG
CsMYB5e-BD-R CTGCAGGTCGACGGATCCTCAGATCAACAAAGATTCAG
CsAN2-AD-F ATGGAGGCCAGTGAATTCATGGACATTGTTTGTTGTGTTC
CsAN2-AD-R CTGCAGGTCGACGGATCCTCATTCATCACCTAACAGATCC
oz CsAN2-BD-F GCCATGGAGGCCGAATTCATGGACATTGTTTGTTGTGTTC
CsAN2-BD-R CTGCAGGTCGACGGATCCTCATTCATCACCTAACAGATCC
CsTTS8-AD-F ATGGAGGCCAGTGAATTCTCCTGGTGTTGGATTACC
CsTTS Cs TT8-AD-R CTCGAGCTCGATGGATCCTCAGTTCTGGGGTATTAT
Cs TT8-BD-F GCCATGGAGGCCGAATTCTCCTGGTGTTGGATTACC




Cs TT8-BD-R

CTGCAGGTCGACGGATCCTCAGTTCTGGGGTATTAT

CsGL3-AD-F ATGGAGGCCAGTGAATTCATGTGTTGGGCAATGGCT
CsGL3-AD-R CTCGAGCTCGATGGATCCCTAACACTTGCCAGCAAT
CsGL3
CsGL3-BD-F GCCATGGAGGCCGAATTCATGTGTTGGGCAATGGCT
CsGL3-BD-R CTGCAGGTCGACGGATCCCTAACACTTGCCAGCAAT
NtCHS-qRT- F TGCTAAGCGAATACGGGAAC
NtCHS
NtCHS-qRT-R AACAGAAACACTGCGGAGGA
NtF3’H NtF3’H-qRT-F TTGTCCCGCAATGACTTACG
NtF3’H -qRT-R GCATAGTAGGTAGGCGAGGTG
NtDFR NtDFR-qRT-F GCGAAAGGGAGGTATATGTGCTC
NtDFR -qRT-R TGCTTGTCCCTCGGTACTCAGTA
NtFLS-qQRT-F TGAAGGGAAAAGGGGTTGG
NtFLS
NtFLS-qQRT-R ACTCCTCATTTGCTTCCCTGTAG
NtLAR-qQRT-F GCAGCAGAAGACTATAGAACTGTG
NtLAR
Quantitative NtLAR -qRT-R CATGTGTTAGAGCTGCAACTACAC
RT-PCR NtANS NtANS-qRT- F ACTACTACCCCAAATGTCCCCAAC
NtANS -qRT-R CCGTTACCCACTGTCCTTCATAGA
NtANR-qRT-F CTTGAAGGGTATGCAGATGTT
NtANR
NtANR-qRT-R GCAGAGCAAACATATCGTCCAG
NtAN2-qRT- F GAAGAAAGGTGCATGGACTG
NtAN2
NtAN2-qRT-R TCTGCAGCTCTTTCTGCATC
NtANI1a-qRT- F ACCATTCTCGAACACCGAAG
NtANIa
NtANI1a-qRT- R TGCTAGGGCACAATGTGAAG
NtAN1b-qRT- F CTTGAACACTTCTCA AACCGA
NtANIb

NtANIb-gRT- R

TGCTAGGGCACAATGTGAAG




CSWD40 MENSSQDS .HLRSE.......NSVWYDSPYPLYAMAFSSSARSPP. . HHHRIMVGEE JIEYNRRVDIVSED. . . EETLTMRTN 83
PHAN11 MENSSQESCHLRSE. ......NSVWYDSTYEIY¥SMAFSSFPTP. ... .RRRINVEGEE JSELNRRVELLSEN. . .EETLTLNP] 81
GHTTG1 MENSTQES.HLRSD.......NSVAYESAYTVYAMALSSTPSSTN . INEQRIELGEFIDDYINRVDIISED . . . PETLSFRT 24
ATTTG1 MDNSAPDS.LSRSE.......TAVAYDSPYPLYAMAFSSLRSS. . . . SGERIEVEEEIRDYNSRIDILSED. . . SDSMTVRPL 81
INWD MVNSTQGS.NLRSE.......NSVAYESPYPTEAMAVSSFARRHHGLRRR, EYNRRVEILSEE . . . EDTVTLETN 85
PEWD MENSTQES .HPRPE.......NVV@YDSPYPIYAMATS. .AVN. -RRR EVRELXRHVDILSES. . .EDSSSLKP 78
VVWDR1 MERSSQES.HLRSE.......NCVWYESPYPLYSMATSSSTQH. HHPRIETGEEIRELRRVDIVSED. . . EDALAIRTE 81
MIWD MDNSTQESHLRSLN.......NSVWYDSPYPLYAMSISPN.TNSP. . . QQRIMVEEE JIEYTRRIDILNEN. . . PDTLSLKP( 82
ZMPAC1 MOPPKPPSSVASSSGPETPNPHAFRCELERHSIYALAFSPVAP. ... ... . VIESGEERDLERRVSLLSEDPVRPSAASFRAL 88
VVWDR2 MGASSDPTQLASLE. . QQRRSEIYAYEAPWHIYAMNWSVRRIK . JRYRIETASLTROYARRVEIVCLD . . . DSTGEIRST 86
MDTTG1 MENSTQES.HLRAE....... NSVAYESEYPLYAMAFASPQTRTR . HQHERIEVEEE IDEYSNRVDILSED . . . PDTLSIKP 84
PPTTIG1 MENSAQES .HLGQE. . EIREYSRRVDILSELD. . . PDOTLSVKE 84
MITTG1 “+eeee.....RSE . ELRDYNSRIDILSED SDSMTVEKPY €9
PGWD40 MDNSTQESHHLRSD..... EIREYTRRVDVVSELD . . . PDTLTLKP]] 83
Consensus t a s e n

CSWD40 LM3RINPSAS. . LRESSDY EVRD. .NSIESISILNNSKIE E 169
PHAN11 LM3HNPIK...SNN..D]] EVKE. . SSIEPLFTENNSK E 164
GHTTG1 L NRXSASSSSSCSDL EVRE. . SSTEPVTVENNSK: E 172
ATTTIG1 LM39PSLR. . .RPSSGEY EINECSSTVEPISVINNSK: E 168
INWD L EVRE. . ASIEPVSTENNSK: E 170
PEWD LI EVKD. . SSIVAVSTLNNSK E 160
VVWDR1 L EVRD. .NSIQPLSVLNNSKIE E 163
MIWD LM RTHSSL. QRTSSDIMATSGOIMLIN. . . . . EVRE. . NSVEALSLENNSK E 169
ZMPAC1 Iq IWHTPLDBLSDTAPAPELRSVLENREA E 177
VVWDR2 TIRI . .NISD..CRVELKCLENGNR D 169
MDTTG1 LMINPNA . . . LHRTNDV] ...EVGD..STVEPIQVENNSK: E 169
PPTTG1 LMINPNS. . . LEXKSNDV] ...EVRD..SSVEPIQVENNSK: E 169
MITTG1 LI}NYPSLR. . .RPSGGDIASSGLEMAIIN. . . . . EVSECSSTVEPVSVENNSK E 156
PGWD40 BMEEEK.......... SDIASSGDEIIW. . . . . EVRD. . SSVEPVSVLNNSKIE E 161
Consensus f p

CSWD40 265
PHAN11 260
GHTTG1 268
ATTTG1 264
INWD 266
PEFWD 256
VVWDR1 2539
MIWD 265
ZMPAC1 273
VVWDR2 265
MDTTG1 265
PPTTG1 265
MITTG1 252
PGWD40 257
Consensustqgliah:

CSWD40 I PTVAGEN . . MoK 341
PHAN11 1 ETVAGEN . . LeI3ex 336
GHTTG1 I PTVAGEN . . LeIax 344
ATTTIG1 1 PTVAGEN. . 340
INWD T PTVAGEN. . I K 342
PFWD PTVAGEN. . 332
VVWDR1 1 PTLAGEN. . LeIaex 335
MIWD 1 ELVAGEN. . .| 341
ZMPAC1 1 EETABRVPA! 352
VVWDR2 10 [§8 SSMEQEVEG . e TR 343
MDTTG1 PTVAGEN Mo MK 341
PPTIG1 1 PTVAGEN Mo Ty K 341
MITTG1 I PTVAGEN 328
PGWD40 1 PIVAGEN. . .| 333
Consensus 1 Xql

Figure S1. Amino acid alignment of CsWD40 proteins from tea plants and its orthologs from

other plants
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Figure S2. Flower pigmentations of CsWD40, CsMYB5e, and CsWD409CsMYB5ed
CsWD403 CsMYB5eQ) transgenic tobaccos.
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