Supplementary Information

Table S1. Clustering information of protein-protein interaction networks. MDD, Major
Depressive Disorder. GBM, glioblastoma. Score, density multiplied by the number of

member; Nodes, Number of nodes; Edges, Number of edges.

GBM_Cluster Score Nodes Edges MDD Cluster Score Nodes Edges
1 40.244 42 825 1 10 10 45
2 16.97 34 280 2 5 5 10
3 10.973 38 203 3 4.667 7 14
4 7 7 21 4 4.5 5 9
5 5.882 18 50 5 4.5 5 9
6 5.429 15 38 6 4 5 8
7 4471 35 76 7 3.6 6 9
8 4.375 17 35 8 3.333 4 5
9 4 4 6 9 3 3 3

10 4 5 8 10 3 3 3
11 4 7 12 11 3 3 3
12 3.818 12 21
13 3.5 5 7
14 3 3 3
15 3 3 3
16 3 3 3
17 3 3 3
18 3 3 3
19 3 3 3
20 2.952 22 31

Table S2. The functional enrichment results of common DEGs in MDD and GBM. GO, Gene
Ontology: BP, Biology Process; CC, Cellular Component; MF, Molecular Function; KEGG,
Kyoto Encyclopedia of Genes and Genomes.

Enriched ID Term
GOBPID:0044699 single-organism process
GOBPID:0065007 biological regulation
GOBPID:0050789 regulation of biological process
GOBPID:0050794 regulation of cellular process
GOBPID:0019222 regulation of metabolic process
GOBPID:0048518 positive regulation of biological process
GOBPID:0031323 regulation of cellular metabolic process
GOBPID:0060255 regulation of macromolecule metabolic process
GOBPID:0051179 localization
GOBPID:0048519 negative regulation of biological process
GOBPID:0048523 negative regulation of cellular process
GOBPID:0051239 regulation of multicellular organismal process
GOBPID:0048856 anatomical structure development
GOBPID:0051234 establishment of localization
GOBPID:0048522 positive regulation of cellular process
GOBPID:0048731 system development
GOBPID:0065008 regulation of biological quality
GOBPID:0048513 organ development




GOBPID:0009893
GOBPID:0010646
GOBPID:0023051
GOBPID:0010033
GOBPID:0032879
GOBPID:0051240
GOBPID:0065009
GOBPID:0050793
GOBPID:0051049
GOBPID:0032268
GOBPID:0071310
GOBPID:0008219
GOBPID:0016265
GOBPID:0012501
GOBPID:0006915
GOBPID:2000026
GOBPID:0009628
GOBPID:0006357
GOBPID:0006468
GOBPID:0042592
GOBPID:0014070
GOBPID:0007610
GOBPID:0032270
GOBPID:0055085
GOBPID:0007186
GOBPID:0022414
GOBPID:0060341
GOBPID:0010648
GOBPID:0023057
GOBPID:0051094
GOBPID:0009611
GOBPID:0048878
GOBPID:0034220
GOBPID:0009887
GOBPID:0072358
GOBPID:0072359
GOBPID:0032101
GOBPID:0019725
GOBPID:0042060
GOBPID:0043269
GOBPID:0034762
GOBPID:0034765
GOBPID:0000003
GOBPID:0032940
GOBPID:0044703
GOBPID:0060548
GOBPID:0051050
GOBPID:0030001
GOBPID:0050878
GOBPID:0050801
GOBPID:0055082
GOBPID:0035295

positive regulation of metabolic process
regulation of cell communication
regulation of signaling
response to organic substance
regulation of localization
positive regulation of multicellular organismal process
regulation of molecular function
regulation of developmental process
regulation of transport
regulation of cellular protein metabolic process
cellular response to organic substance
cell death
death
programmed cell death
apoptotic process
regulation of multicellular organismal development
response to abiotic stimulus
regulation of transcription from RNA polymerase II promoter
protein phosphorylation
homeostatic process
response to organic cyclic compound
behavior
positive regulation of cellular protein metabolic process
transmembrane transport
G-protein coupled receptor signaling pathway
reproductive process
regulation of cellular localization
negative regulation of cell communication
negative regulation of signaling
positive regulation of developmental process
response to wounding
chemical homeostasis
ion transmembrane transport
organ morphogenesis
cardiovascular system development
circulatory system development
regulation of response to external stimulus
cellular homeostasis
wound healing
regulation of ion transport
regulation of transmembrane transport
regulation of ion transmembrane transport
reproduction
secretion by cell
multi-organism reproductive process
negative regulation of cell death
positive regulation of transport
metal ion transport
regulation of body fluid levels
ion homeostasis
cellular chemical homeostasis
tube development




GOBPID:0061061
GOBPID:0007599
GOBPID:0050817
GOBPID:0007596
GOBPID:0051051
GOBPID:0003013
GOBPID:0008015
GOBPID:0060537
GOBPID:0014706
GOBPID:0070482
GOBPID:0036293
GOBPID:0001666
GOBPID:0050795
GOBPID:0032409
GOBPID:0022898
GOBPID:0032412
GOBPID:0001944
GOBPID:0001568
GOBPID:0055065
GOBPID:0048589
GOBPID:0006873
GOBPID:0030003
GOBPID:0006875
GOBPID:0007507
GOBPID:0090066
GOBPID:0010720
GOBPID:0044057
GOBPID:0071900
GOBPID:0072511
GOBPID:0070838
GOBPID:0051962
GOBPID:0048545
GOBPID:0072507
GOBPID:0071407
GOBPID:0006816
GOBPID:0072503
GOBPID:0055074
GOBPID:0001701
GOBPID:0050769
GOBPID:0006874
GOBPID:0007517
GOBPID:0050900
GOBPID:0010959
GOBPID:0048638
GOBPID:0051480
GOBPID:0044706
GOBPID:0043270
GOBPID:0060541
GOBPID:0003007
GOBPID:0051924
GOBPID:0009612
GOBPID:0030323

muscle structure development
hemostasis
coagulation
blood coagulation
negative regulation of transport
circulatory system process
blood circulation
muscle tissue development
striated muscle tissue development
response to oxygen levels
response to decreased oxygen levels
response to hypoxia
regulation of behavior
regulation of transporter activity
regulation of transmembrane transporter activity
regulation of ion transmembrane transporter activity
vasculature development
blood vessel development
metal ion homeostasis
developmental growth
cellular ion homeostasis
cellular cation homeostasis
cellular metal ion homeostasis
heart development
regulation of anatomical structure size
positive regulation of cell development
regulation of system process
regulation of protein serine/threonine kinase activity
divalent inorganic cation transport
divalent metal ion transport
positive regulation of nervous system development
response to steroid hormone
divalent inorganic cation homeostasis
cellular response to organic cyclic compound
calcium ion transport
cellular divalent inorganic cation homeostasis
calcium ion homeostasis
in utero embryonic development
positive regulation of neurogenesis
cellular calcium ion homeostasis
muscle organ development
leukocyte migration
regulation of metal ion transport
regulation of developmental growth
cytosolic calcium ion homeostasis
multi-multicellular organism process
positive regulation of ion transport
respiratory system development
heart morphogenesis
regulation of calcium ion transport
response to mechanical stimulus
respiratory tube development
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GOBPID:0051048 negative regulation of secretion

GOBPID:0030324 lung development
GOBPID:1903531 negative regulation of secretion by cell
GOBPID:0050920 regulation of chemotaxis
GOBPID:0034764 positive regulation of transmembrane transport
GOBPID:0034767 positive regulation of ion transmembrane transport
GOCCID:0031012 extracellular

GOCCID:0005578 proteinaceous

GOMFID:0001071 nucleic acid binding transcription factor activity

GOMFID:0003700 transcription factor activity, sequence-specific DNA binding
RNA polymerase II transcription factor activity, sequence-

GOMEFID:0000981 specific DNA binding
KEGGID:4060 Cytokine-cytokine receptor interaction
KEGGID:4062 Chemokine signaling pathway
KEGGID:5219 Bladder cancer

Table S3. The source of original gene expression profile data [1-35] GPL570 and GPL17027
are different platform. GSE merge numbers represent different series. MDD, Major
Depressive Disorder. GBM, glioblastoma.

Diseases GPL570 GPL17027
GSE32280, GSE44593, GSE54565,
MDD GSE54566, GSE54567, GSE54568, GSE54570, GSE54575

GSE53987, GSE54571, GSE54572

GSE570, GSE4290, GSE2485, GSE3185,
GSE8692, GSE13276, GSE17027,
GSE15824, GSE16011, GSE13041,
GSE18150, GSE19578, GSE20736,
GSE23806, GSE23935, GSE24244,

GBM GSE29796, GSE39223, GSE36785,
GSE36245, GSE35493, GSE34824,
GSE32876, GSE32374, GSE44841,
GSE46531, GSE49822, GSE43378,
GSE50161, GSE51062, GSE51395,
GSE53733, GSE62802, GSE68848

GSE2485, GSE3185, GSE8692,
GSE13276
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