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Figure S1. Cluster of orthologous groups (COG) analysis of pericarp and endosperm in Dan232.

A, RNA processing and modification; B, Chromatin structure and dynamics; C, Energy production and conversion; D, Cell
cycle control, cell division, chromosome partitioning; E, Amino acid transport and metabolism; F, Nucleotide transport and
metabolism; G, Carbohydrate transport and metabolism; H, Coenzyme transport and metabolism; I, Lipid transport and
metabolism; J, Translation, ribosomal structure and biogenesis; K, Transcription; L, Replication, recombination and repair; M,
Cell wall/membrane/envelope biogenesis; O, Posttranslational modification, protein turnover, chaperones; P, Inorganic ion
transport and metabolism; Q, Secondary metabolites biosynthesis, transport and catabolism; R, General function prediction
only; S, Function unknown; T, Signal transduction mechanisms; U, Intracellular trafficking, secretion, and vesicular transport;
Y, Nuclear structure; Z, Cytoskeleton.



Table S1. The quantitation of identified proteins in endosperm and pericarp using iTRAQ.

Id

Identified Proteins

Accession Number

Molecular
Weight

N1

D1

D2

D3 D4

D5

D6

D7

D8

10

11

12

seq=translation;
coord=8:107003965..107014830:1;
parent_transcript=GRMZM2G097457_T01;
parent_gene=GRMZM2G097457
seq=translation;
coord=9:11496011..11502772:1;
parent_transcript=GRMZM2G089713_T01;
parent_gene=GRMZM2G089713
seq=translation;
coord=9:22100864..22105552:1;
parent_transcript=GRMZM2G064302_T01;
parent_gene=GRMZM2G064302
seq=translation;
coord=1:176837841..176844200:1;
parent_transcript=GRMZM2G149751_T01;
parent_gene=GRMZM2G149751
seq=translation; coord=6:6898695..6903246:-
1
parent_transcript=GRMZM2G180625_T01;
parent_gene=GRMZM2G180625
seq=translation;
coord=1:296477860..296482170:1;
parent_transcript=GRMZM2G040369_T01;
parent_gene=GRMZM2G040369
seq=translation;
coord=4:14854376..14859167:-1;
parent_transcript=GRMZM2G091481_T01;
parent_gene=GRMZM2G091481
seq=translation;
coord=1:197267922..197271011:1;
parent_transcript=GRMZM2G175423_T01;
parent_gene=GRMZM2G175423
seq=translation;
coord=3:126460606..126465045:-1;
parent_transcript=GRMZM2G340251_T01;
parent_gene=GRMZM2G340251
seq=translation;
coord=3:207616747..207621242:-1;
parent_transcript=GRMZM2G041275_T01;
parent_gene=GRMZM2G041275
seq=translation;
coord=5:167751373..167752582:1;
parent_transcript=GRMZM2G326111_T01;
parent_gene=GRMZM2G326111
seq=translation;
coord=4:240050091..240053865:1;
parent_transcript=GRMZM2G415007_T01;
parent_gene=GRMZM2G415007

GRMZM2G097457_PO1 (+1)

GRMZM2G089713_PO1 (+1)

GRMZM2G064302_P01

GRMZM2G149751_PO1 (+2)

GRMZM2G180625_PO01 (+2)

GRMZM2G040369_PO1 (+3)

GRMZM2G091481_P01

GRMZM2G175423_P01

GRMZM2G340251_PO1 (+2)

GRMZM2G041275_P01

GRMZM2G326111_P01

GRMZM2G415007_P01

103 kDa

92 kDa

48 kDa

84 kDa

32 kDa

94 kDa

57 kDa

39 kDa

71kDa

59 kDa

18 kDa

73 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

-1.2

0.1

Reference Missing

Reference Missing

0.3

-1.1

Value Missing

0.4

0.9

0.6

No Values

-1.9 -1.9

0.7 0

No Values Reference Missing

-1.5 -2.2

0.1 -0.1

Reference Missing

Reference Missing

0.5

-1.4

0.4

0.6

Reference Missing

1.9

-1.8

0.1

2.7

Reference Missing

0.9

-1.9

0.3

0.5

13

Reference Missing

1.6

Value Missing

Value Missing

0.2

1.8

1.2

0.5

0.3

Reference Missing

1.8

1.4

0.7

11

Reference Missing

13

0.8

0.2

Reference Missing

Reference Missing

15

Value Missing

0.9



13

14

15

16

17

18

19

20

21

22

23

24

25

seq=translation;
coord=3:165722970..165725581:1;

parent_transcript=GRMZM2G057823_T01;

parent_gene=GRMZM2G057823
seq=translation;
coord=4:198369976..198374059:-1;

parent_transcript=GRMZM2G012631_T01;

parent_gene=GRMZM2G012631
seq=translation;
coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent_gene=GRMZM2G015295
seq=translation;
coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent_gene=GRMZM2G174883
seq=translation;
coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;

parent_gene=GRMZM2G020801
seq=translation;
coord=1:53621183..53623074:-1;

parent_transcript=GRMZM2G020940_T01;

parent_gene=GRMZM2G020940
seq=translation;
coord=9:138424253..138428598:1;

parent_transcript=GRMZM2G054300_T01;

parent_gene=GRMZM2G054300
seq=translation;
coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;

parent_gene=GRMZM2G069542
seq=translation;
coord=4:133103720..133107109:1;

parent_transcript=GRMZM2G071630_T01;

parent_gene=GRMZM2G071630
seq=translation;
coord=7:146491263..146498155:-1;

parent_transcript=GRMZM2G032003_T02;

parent_gene=GRMZM2G032003
seq=translation;
coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent_gene=GRMZM2G102829
seq=translation;
coord=3:187441065..187444892:-1;

parent_transcript=GRMZM2G071790_T01;

parent_gene=GRMZM2G071790
seq=translation;
coord=1:267887520..267894179:1;

parent_transcript=GRMZM2G023289_T03;

parent_gene=GRMZM2G023289

GRMZM2G057823_P01

GRMZM2G012631_P01

GRMZM2G015295_PO1 (+1)

GRMZM2G174883_P01

GRMZM2G020801_P01

GRMZM2G020940_P01

GRMZM2G054300_PO1 (+1)

GRMZM2G069542_P01

GRMZM2G071630_PO1 (+2)

GRMZM2G032003_P02 (+1)

GRMZM2G102829_PO1 (+1)

GRMZM2G071790_PO1 (+4)

GRMZM2G023289_P03

39 kDa

80 kDa

53 kDa

53 kDa

87 kDa

38 kDa

27 kDa

109 kDa

36 kDa

52 kDa

71kDa

55 kDa

61 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

-1.1

Reference Missing

0.1

11

0.4

0.3

0.2

Reference Missing

0.4

0.4

0.3

-1.3

0.7

0.2

0.8

-1.3

-1.2

0.4

Reference Missing

-1.2

2.9

-1.5

1.6

Reference Missing

-1.6

Reference Missing

0.5

Reference Missing

-1.2

21

2.4

-1.4

Reference Missing

0.4

0.6

-1.2

2.6

0.2

0.2

0.9

0.5



26

27

28

29

30

31

32

33

34

35

36

37

38

seq=translation;
coord=6:34438543..34440508:1;
parent_transcript=GRMZM2G034724_T01;
parent_gene=GRMZM2G034724
seq=translation;
coord=3:17824258..17828243:1;
parent_transcript=GRMZM2G030784_T01;
parent_gene=GRMZM2G030784
seq=translation;
coord=6:145987055..145992446:-1;
parent_transcript=GRMZM2G306345_T03;
parent_gene=GRMZM2G306345
seq=translation;
coord=5:84822215..84825942:1;
parent_transcript=GRMZM2G382914_T01;
parent_gene=GRMZM2G382914
seq=translation;
coord=10:127370249..127371829:-1;
parent_transcript=GRMZM2G005633_T02;
parent_gene=GRMZM2G005633
seq=translation;
coord=10:21722658..21727770:1;
parent_transcript=GRMZM2G001500_T02;
parent_gene=GRMZM2G001500
seq=translation;
coord=2:209289645..209292956:-1;
parent_transcript=GRMZM2G113696_T01;
parent_gene=GRMZM2G113696
seq=translation;
coord=1:47172055..47173158:1;
parent_transcript=GRMZM2G112524_T02;
parent_gene=GRMZM2G112524
seq=translation; coord=5:9471280..9475018:-
1
parent_transcript=GRMZM2G152466_T01;
parent_gene=GRMZM2G152466
seq=translation;
coord=1:278130299..278132841:1;
parent_transcript=GRMZM2G328500_T01;
parent_gene=GRMZM2G328500
seq=translation;
coord=6:91630823..91634799:1;
parent_transcript=GRMZM2G428518_T01;
parent_gene=GRMZM2G428518
seq=translation;
coord=1:125074232..125080812:-1;
parent_transcript=GRMZM2G048371_T01;
parent_gene=GRMZM2G048371
seq=translation;
coord=5:18767810..18770458:1;
parent_transcript=GRMZM2G087326_T01;
parent_gene=GRMZM2G087326

GRMZM2G034724_P01

GRMZM2G030784_PO1 (+1)

GRMZM2G306345_P03 (+2)

GRMZM2G382914_PO1 (+3)

GRMZM2G005633_P02

GRMZM2G001500_P02

GRMZM2G113696_PO1 (+1)

GRMZM2G112524_P02 (+1)

GRMZM2G152466_PO01 (+6)

GRMZM2G328500_PO1 (+2)

GRMZM2G428518_P01

GRMZM2G048371_PO1 (+1)

GRMZM2G087326_P01

38 kDa

27 kDa

67 kDa

42 kDa

29 kDa

75 kDa

17 kDa

17 kDa

50 kDa

56 kDa

97 kDa

48 kDa

41 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

-1.1

0.2

-1.5

-1.1

Value Missing

0.6

-1.4

0.2

Value Missing

Value Missing

1.2

0.2

-1.4

-1.5

1.1

0.1

Value Missing

0.4

-1.7

-1.7

-1.7

Value Missing

0.6

Value Missing

-1.3

Reference Missing

-1.3

Value Missing

2.2

-1.8

Reference Missing

-1.6

15

0.6

-1.5

0.6

0.3

No Values

Reference Missing

2.6

1.8

Reference Missing

0.2

-1.1

Value Missing

0.2

No Values

Reference Missing

2.1

0.6

33

Reference Missing

Value Missing

-1.6

Value Missing

0.7

No Values

1.7

11

0.8

4.4

-0.5

0.4

0.9

No Values



39

40

41

42

43

44

45

46

47

48

49

50

51

seq=translation;
coord=8:134521573..134531903:1;

parent_transcript=GRMZM2G067985_T04;

parent_gene=GRMZM2G067985
seq=translation;
coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;

parent_gene=GRMZM2G456217
seq=translation;
coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation;
coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent_gene=GRMZM2G094712
seq=translation;
coord=1:231336278..231341950:-1;

parent_transcript=GRMZM2G415359_T02;

parent_gene=GRMZM2G415359
seq=translation;
coord=6:87119198..87122939:1;

parent_transcript=GRMZM2G027995_T01;

parent_gene=GRMZM2G027995
seq=translation;
coord=9:87062457..87064566:1;

parent_transcript=GRMZM2G153541_T06;

parent_gene=GRMZM2G153541
seq=translation;
coord=9:122220190..122226863:-1;

parent_transcript=GRMZM2G152908_T01;

parent_gene=GRMZM2G152908
seq=translation;
coord=7:10651271..10653006:1;

parent_transcript=GRMZM2G162359_T01;

parent_gene=GRMZM2G162359
seq=translation;
coord=4:238121524..238123238:-1;

parent_transcript=GRMZM2G389768_T01;

parent_gene=GRMZM2G389768
seq=translation;
coord=8:170762955..170767680:-1;

parent_transcript=GRMZM5G833389_T02;

parent_gene=GRMZM5G833389
seq=translation;
coord=1:287062939..287065014:-1;

parent_transcript=GRMZM2G026703_T01;

parent_gene=GRMZM2G026703
seq=translation;
coord=5:59268337..59270968:1;

parent_transcript=GRMZM2G084521_T01;

parent_gene=GRMZM2G084521

GRMZM2G067985_P04 (+13) 47 kDa
GRMZM2G456217_P01 53 kDa
GRMZM2G057576_P01 193 kDa
GRMZM2G094712_P01 50 kDa
GRMZM2G415359_P02 36 kDa
GRMZM2G027995_PO1 (+1) 47 kDa
GRMZM2G153541_P06 49 kDa
GRMZM2G152908_P01 93 kDa
GRMZM2G162359_P01 34 kDa
GRMZM2G389768_P01 23 kDa
GRMZM5G833389_P02 61kDa
GRMZM2G026703_P01 50 kDa
GRMZM2G084521_PO1 (+1) 23 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.8

0.3

-1.4

13

0.7

0.5

0.1

0.4

-1.8

13

1.6

1.9

0.8

-1.2

15

0.6

1.6

-1.4

0.1

0.9

-1.4

1.1

0.8

2.4

-1.6

0.5

0.5

-1.5

1.7

11

-1.2

Reference Missing

-1.1

0.6

2.2

2.2

-1.5

0.6

-1.8

-1.9

3.1

Reference Missing

3.2

Value Missing

0.9

-1.5

-1.8

1.1

-1.4

-1.2

23

4.2

-1.2

2.7



52

53

54

55

56

57

58

59

60

61

62

63

64

seq=translation;
coord=4:235443029..235449150:-1;
parent_transcript=GRMZM2G421857_T01;
parent_gene=GRMZM2G421857
seq=translation;
coord=1:70424654..70429257:1;
parent_transcript=GRMZM2G048324_T01;
parent_gene=GRMZM2G048324
seq=translation;
coord=7:24410021..24413947:-1;
parent_transcript=GRMZM2G358059_T01;
parent_gene=GRMZM2G358059
seq=translation;
coord=9:36545543..36547162:1;
parent_transcript=GRMZM2G144610_T01;
parent_gene=GRMZM2G144610
seq=translation;
coord=6:130343970..130350095:1;
parent_transcript=GRMZM2G023232_T01;
parent_gene=GRMZM2G023232
seq=translation;
coord=5:32089861..32094927:-1;
parent_transcript=AC233949.1_FGT004;
parent_gene=AC233949.1_FG004
seq=translation;
coord=3:216414684..216424048:-1;
parent_transcript=GRMZM2G429899_T01;
parent_gene=GRMZM2G429899
seq=translation;
coord=5:21697782..21703415:1;
parent_transcript=GRMZM2G153815_T01;
parent_gene=GRMZM2G153815
seq=translation;
coord=2:71110426..71138423:1;
parent_transcript=GRMZM2G024933_T02;
parent_gene=GRMZM2G024933
seq=translation;
coord=1:45512802..45515978:-1;
parent_transcript=GRMZM2G087186_T01;
parent_gene=GRMZM2G087186
seq=translation;
coord=6:162882094..162884481:1;
parent_transcript=GRMZM2G038032_T01;
parent_gene=GRMZM2G038032
seq=translation;
coord=6:104066600..104071298:1;
parent_transcript=GRMZM2G122871_T01;
parent_gene=GRMZM2G122871
seq=translation;
coord=5:189820639..189827796:1;
parent_transcript=GRMZM2G162688_T01;
parent_gene=GRMZM2G162688

GRMZM2G421857_PO1 (+1)

GRMZM2G048324_P01

GRMZM2G358059_P01

GRMZM2G144610_P01

GRMZM2G023232_P01

AC233949.1_FGP004

GRMZM2G429899_P01

GRMZM2G153815_P01

GRMZM2G024933_P02

GRMZM2G087186_PO1 (+1)

GRMZM2G038032_PO1 (+1)

GRMZM2G122871_P01

GRMZM2G162688_P01

69 kDa

63 kDa

48 kDa

48 kDa

93 kDa

94 kDa

74 kDa

73 kDa

17 kDa

65 kDa

36 kDa

47 kDa

65 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

-1.1

0.7

0.1

0.2

-1.2

0.5

13

11

13

-1.5

0.2

-1.1

0.9

-1.6

0.2

0.9

-1.1

1.2

Reference Missing

-1.4

1.6

2.3

0.6

0.2

0.3

-1.7

1.8

2.1

0.4

Reference Missing

0.3

0.1

-1.8

0.7

0.9

2.2

0.7

Reference Missing

0.5

Reference Missing

15

33



65

66

67

68

69

70

71

72

73

74

75

76

77

seq=translation;
coord=8:147686846..147691734:-1;
parent_transcript=GRMZM2G432128_T01;
parent_gene=GRMZM2G432128
seq=translation;
coord=6:74407967..74410838:1;
parent_transcript=GRMZM2G108780_T01;
parent_gene=GRMZM2G108780
seq=translation;
coord=1:273983281..273986931:-1;
parent_transcript=GRMZM2G442658_T02;
parent_gene=GRMZM2G442658
seq=translation;
coord=1:178476591..178478157:-1;
parent_transcript=GRMZM2G080603_T01;
parent_gene=GRMZM2G080603
seq=translation;
coord=8:109163217..109164387:-1;
parent_transcript=GRMZM2G063536_T01;
parent_gene=GRMZM2G063536
seq=translation;
coord=6:165631098..165635858:-1;
parent_transcript=GRMZM2G154595_T01;
parent_gene=GRMZM2G154595
seq=translation;
coord=4:94432879..94438375:1;
parent_transcript=AC207890.3_FGT002;
parent_gene=AC207890.3_FG002
seq=translation; coord=2:5064059..5067153:-
1
parent_transcript=GRMZM2G081886_T01;
parent_gene=GRMZM2G081886
seq=translation;
coord=1:264200949..264205758:1;
parent_transcript=GRMZM2G109130_T01;
parent_gene=GRMZM2G109130
seq=translation;
coord=6:57744396..57747092:-1;
parent_transcript=GRMZM2G127798_T01;
parent_gene=GRMZM2G127798
seq=translation;
coord=7:120173851..120175165:1;
parent_transcript=GRMZM2G138689_T01;
parent_gene=GRMZM2G138689
seq=translation;
coord=2:40588194..40589174:-1;
parent_transcript=GRMZM2G102356_T01;
parent_gene=GRMZM2G102356
seq=translation;
coord=8:133171791..133174888:1;
parent_transcript=GRMZM5G855672_T02;
parent_gene=GRMZM5G855672

GRMZM2G432128_P01

GRMZM2G108780_P01

GRMZM2G442658_P02 (+1)

GRMZM2G080603_PO1 (+2)

GRMZM2G063536_P01

GRMZM2G154595_P01

AC207890.3_FGP002

GRMZM2G081886_P01

GRMZM2G109130_P01

GRMZM2G127798_P01 (+2)

GRMZM2G138689_P01

GRMZM2G102356_P01

GRMZM5G855672_P02

46 kDa

14 kDa

41 kDa

15 kDa

33 kDa

35kDa

108 kDa

65 kDa

96 kDa

53 kDa

36 kDa

17 kDa

23 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

-1.8

Value Missing

0.6

No Values

-1.2

-1.1

0.2

-1.3

0.7

0.5

0.7

Value Missing

No Values

0.9

0.6

0.2

0.2

0.3

No Values

15

0.3

0.3

-1.4

0.9

0.3

Value Missing

No Values

2.2

0.3

-1.1

-1.2

-1.6

13

0.4

0.5

1.2

No Values

3.8

-1.9

13

Reference Missing

0.6

0.2

No Values

3.8

-1.8

-1.9

Value Missing

15

Reference Missing

-3.5

0.7

No Values

3.8

Reference Missing

0.1

-1.8

-1.4

Value Missing

1.2

0.5

-1.6

0.9

No Values

2.6



78

79

80

81

82

83

84

85

86

87

88

89

920

seq=translation;
coord=6:3570233..3573134:1;

parent_transcript=GRMZM2G051677_T01;

parent_gene=GRMZM2G051677
seq=translation;
coord=2:184127551..184138715:-1;

parent_transcript=GRMZM2G130440_T02;

parent_gene=GRMZM2G130440
seq=translation;
coord=4:241239335..241241698:1;

parent_transcript=GRMZM2G134806_T01;

parent_gene=GRMZM2G134806
seq=translation;
coord=4:13395375..13398777:-1;

parent_transcript=GRMZM2G098346_T01;

parent_gene=GRMZM2G098346
seq=translation;
coord=2:41302953..41306124:-1;

parent_transcript=GRMZM2G102499_T02;

parent_gene=GRMZM2G102499
seq=translation;
coord=7:168785597..168786938:1;

parent_transcript=GRMZM2G129761_T01;

parent_gene=GRMZM2G129761
seq=translation;
coord=3:186793464..186794596:-1;

parent_transcript=GRMZM2G092474_T01;

parent_gene=GRMZM2G092474
seq=translation;
coord=4:105179813..105180991:-1;

parent_transcript=GRMZM2G162388_T01;

parent_gene=GRMZM2G162388
seq=translation;
coord=10:60080812..60087313:-1;

parent_transcript=GRMZM2G181192_T01;

parent_gene=GRMZM2G181192
seq=translation;
coord=9:129274385..129278107:-1;

parent_transcript=GRMZM2G058522_T01;

parent_gene=GRMZM2G058522
seq=translation;
coord=8:168955391..168958754:-1;

parent_transcript=GRMZM2G310431_T01;

parent_gene=GRMZM2G310431
seq=translation;
coord=6:115191842..115198242:-1;

parent_transcript=GRMZM2G059151_T01;

parent_gene=GRMZM2G059151
seq=translation;
coord=5:179010381..179015571:1;

parent_transcript=GRMZM2G013324_T01;

parent_gene=GRMZM2G013324

GRMZM2G051677_PO1 (+1)

GRMZM2G130440_P02

GRMZM2G134806_PO1 (+1)

GRMZM2G098346_P01

GRMZM2G102499_P02 (+2)

GRMZM2G129761_P01

GRMZM2G092474_P01

GRMZM2G162388_P01

GRMZM2G181192_PO1 (+2)

GRMZM2G058522_PO1 (+5)

GRMZM2G310431_P01

GRMZM2G059151_P01

GRMZM2G013324_P01

35kDa

54 kDa

40 kDa

41 kDa

32 kDa

28 kDa

23 kDa

18 kDa

35kDa

15 kDa

71kDa

61 kDa

81 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

1.8

1.9

0.2

0.3

Value Missing

0.1

-1.1

1.6

0.3

15

2.1

0.3

0.1

11

0.5

Reference Missing

0.1

-1.9

0.6

0.3

1.2

1.1

4.4

Value Missing

-1.3

0.5

-1.6

0.6

-1.9

1.8

Value Missing

Value Missing

-1.3

0.9

-1.4

Reference Missing

2.7

1.2

Value Missing

22

-1.8

-1.9

0.5

-1.4

-1.2

-1.1

3.5

1.9

Value Missing

2.5

-1.8

-1.4

1.2

1.9

-1.1

Reference Missing

Reference Missing

2.7

Value Missing

24

-1.4



91

92

93

94

95

96

97

98

929

101

102

seq=translation;
coord=4:240742463..240747734:-1;

parent_transcript=GRMZM2G015989_T01;

parent_gene=GRMZM2G015989
seq=translation;
coord=7:173553684..173555507:-1;

parent_transcript=GRMZM2G469380_T02;

parent_gene=GRMZM2G469380
seq=translation;
coord=4:58954361..58960521:-1;

parent_transcript=GRMZM2G068506_T01;

parent_gene=GRMZM2G068506
seq=translation;
coord=6:83777893..83783487:1;

parent_transcript=GRMZM2G141931_T01;

parent_gene=GRMZM2G141931
seq=translation;
coord=5:155951379..155960766:1;

parent_transcript=GRMZM2G027875_T01;

parent_gene=GRMZM2G027875
seq=translation;
coord=4:160954463..160955623:1;

parent_transcript=GRMZM2G342515_T01;

parent_gene=GRMZM2G342515
seq=translation;
coord=3:202432697..202435947:1;

parent_transcript=GRMZM2G055276_T01;

parent_gene=GRMZM2G055276
seq=translation;
coord=3:213623450..213627174:-1;

parent_transcript=GRMZM2G004382_T01;

parent_gene=GRMZM2G004382
seq=translation;
coord=4:220508652..220512101:1;

parent_transcript=GRMZM2G027378_T01;

parent_gene=GRMZM2G027378
seq=translation;
coord=5:29990567..29996686:1;

parent_transcript=GRMZM2G167505_T01;

parent_gene=GRMZM2G167505
seq=translation;
coord=5:186517098..186522957:-1;

parent_transcript=GRMZM2G540538_T01;

parent_gene=GRMZM2G540538
seq=translation;
coord=9:141825338..141830182:1;

parent_transcript=GRMZM5G870932_T01;

parent_gene=GRMZM5G870932
seq=translation;
coord=1:177027402..177032403:1;

parent_transcript=GRMZM2G005887_T01;

parent_gene=GRMZM2G005887

GRMZM2G015989_PO1 (+1)

GRMZM2G469380_P02

GRMZM2G068506_P01

GRMZM2G141931_P01

GRMZM2G027875_P01

GRMZM2G342515_P01

GRMZM2G055276_P01

GRMZM2G004382_P01

GRMZM2G027378_PO01 (+1)

GRMZM2G167505_PO1 (+2)

GRMZM2G540538_P01

GRMZM5G870932_P01

GRMZM2G005887_PO1 (+2)

64 kDa

38 kDa

52 kDa

93 kDa

96 kDa

17 kDa

40 kDa

63 kDa

17 kDa

45 kDa

37 kDa

73 kDa

34 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Value Missing

0.5

0.5

0.2

-1.4

0.1

0.5

Value Missing

1.2

-1.7

0.2

0.5

0.7

-1.9

0.8

0.5

0.2

0.7

-1.4

11

0.8

-2.2 -2.1

0 4.1
-1.3 -4.6
0.1 No Values
-0.3 -0.1

0 -0.9
0.4 Reference Missing
-1.2 0.4
-1.9 -0.9
-1.2 -0.2
-0.1 0.2

Reference Missing 1.6

0.6 -1

-1.9

13

No Values

Reference Missing

Reference Missing

Reference Missing

1.4

Reference Missing

No Values

Value Missing

Reference Missing

0.1

-1.6

2.7

1.7

No Values

0.2

Reference Missing

0.6

3.1



104

107

110

111

112

113

114

115

116

seq=translation;
coord=2:33534101..33535449:1;
parent_transcript=GRMZM2G051943_T01;
parent_gene=GRMZM2G051943
seq=translation;
coord=1:292089538..292095812:-1;
parent_transcript=GRMZM2G347056_T01;
parent_gene=GRMZM2G347056
seq=translation;
coord=7:155357370..155360570:1;
parent_transcript=GRMZM2G058310_T01;
parent_gene=GRMZM2G058310
seq=translation;
coord=4:32249665..32251536:-1;
parent_transcript=AC196475.3_FGT004;
parent_gene=AC196475.3_FG004
seq=translation;
coord=6:122797861..122838407:1;
parent_transcript=GRMZM2G032505_T02;
parent_gene=GRMZM2G032505
seq=translation;
coord=3:151819389..151821475:1;
parent_transcript=GRMZM2G125032_T01;
parent_gene=GRMZM2G125032
seq=translation;
coord=3:56281784..56287937:1;
parent_transcript=GRMZM2G136106_T01;
parent_gene=GRMZM2G136106
seq=translation;
coord=5:213541443..213545321:-1;
parent_transcript=GRMZM2G178958_T01;
parent_gene=GRMZM2G178958
seq=translation;
coord=10:142329418..142336291:1;
parent_transcript=GRMZM2G114182_T01;
parent_gene=GRMZM2G114182
seq=translation;
coord=1:12140829..12142573:1;
parent_transcript=GRMZM2G300801_T01;
parent_gene=GRMZM2G300801
seq=translation;
coord=5:168451664..168468750:-1;
parent_transcript=GRMZM2G032628_T01;
parent_gene=GRMZM2G032628
seq=translation;
coord=8:21816689..21823022:1;
parent_transcript=GRMZM2G032049_T01;
parent_gene=GRMZM2G032049
seq=translation;
coord=1:299988513..299993142:-1;
parent_transcript=GRMZM2G434173_T01;
parent_gene=GRMZM2G434173

GRMZM2G051943_P01

GRMZM2G347056_P01

GRMZM2G058310_P01

AC196475.3_FGP004

GRMZM2G032505_P02 (+1)

GRMZM2G125032_P01

GRMZM2G136106_P01

GRMZM2G178958_P01

GRMZM2G114182_P01

GRMZM2G300801_P0O1

GRMZM2G032628_P01

GRMZM2G032049_P01

GRMZM2G434173_P01

29 kDa

66 kDa

55 kDa

40 kDa

47 kDa

36 kDa

60 kDa

62 kDa

150 kDa

45 kDa

91 kDa

90 kDa

61 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.3

0.1

0.1

0.3

-1.2

0.4

1.1

Value Missing

0.8

0.3

1.8

0.7

0.1

0.4

0.2

0.1

-1.9

Reference Missing

1.6

1.7

0.7

-1.1

0.5

-1.5

Reference Missing

2.9

-1.8

15

0.3

-1.9

-1.2

29

0.8

13

-1.4

0.3

-1.1

0.1

-1.2

2.9

0.2

1.6

11

0.2

Reference Missing

Reference Missing

2.8

25

1.2

-1.2

-2.7



117

118

119

120

121

122

123

124

125

126

127

128

129

seq=translation;
coord=5:65023010..65024952:-1;

parent_transcript=GRMZM2G005771_T01;

parent_gene=GRMZM2G005771
seq=translation;
coord=10:1725712..1731899:-1;

parent_transcript=GRMZM2G130062_T01;

parent_gene=GRMZM2G130062
seq=translation;
coord=3:31898226..31901626:-1;

parent_transcript=GRMZM2G120304_T01;

parent_gene=GRMZM2G120304
seq=translation;
coord=4:20543360..20550099:-1;

parent_transcript=GRMZM2G101446_T01;

parent_gene=GRMZM2G101446
seq=translation;
coord=1:297016125..297019051:-1;

parent_transcript=GRMZM2G352415_T01;

parent_gene=GRMZM2G352415
seq=translation;
coord=3:146522696..146524904:-1;

parent_transcript=GRMZM2G103342_T01;

parent_gene=GRMZM2G103342
seq=translation;
coord=2:16219232..16221297:1;

parent_transcript=GRMZM2G003752_T01;

parent_gene=GRMZM2G003752
seq=translation;
coord=6:160621048..160624717:1;

parent_transcript=GRMZM2G360681_T01;

parent_gene=GRMZM2G360681
seq=translation;
coord=9:11079860..11085004:-1;

parent_transcript=GRMZM2G127609_T01;

parent_gene=GRMZM2G127609
seq=translation;
coord=2:165615333..165620418:-1;

parent_transcript=GRMZM2G084881_T01;

parent_gene=GRMZM2G084881
seq=translation;
coord=8:158089079..158099475:-1;

parent_transcript=GRMZM2G180988_T02;

parent_gene=GRMZM2G180988
seq=translation;
coord=2:167237699..167240039:1;

parent_transcript=GRMZM2G352855_T01;

parent_gene=GRMZM2G352855
seq=translation;
coord=7:10287294..10291100:1;

parent_transcript=GRMZM2G100403_T02;

parent_gene=GRMZM2G100403

GRMZM2G005771_PO1 (+1)

GRMZM2G130062_P01

GRMZM2G120304_PO1 (+1)

GRMZM2G101446_PO1 (+1)

GRMZM2G352415_PO01 (+2)

GRMZM2G103342_P01

GRMZM2G003752_P01

GRMZM2G360681_P01

GRMZM2G127609_PO1 (+6)

GRMZM2G084881_P01

GRMZM2G180988_P02 (+1)

GRMZM2G352855_PO1 (+3)

GRMZM2G100403_P02

18 kDa

67 kDa

33 kDa

19 kDa

35kDa

38 kDa

44 kDa

101 kDa

26 kDa

47 kDa

108 kDa

49 kDa

44 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

-1.5

0.5

1.2

0.2

0.4

0.7

0.5

14

-1.3

-1.1

0.8

0.5

0.8

0.6

1.7

-1.1

-1.4

1.7

0.6

-0.9 -2.1
0.8 -6.1
-0.5 -1.5
-0.7 -0.9
0.7 0.2
3.6 No Values
-1.2 0
-1.3 -4.7

-2 0.8

0 15
-0.6 -0.1
2.6 No Values
0.4 11

-1.7

0.2

No Values

0.8

0.6

No Values

0.4

-1.4

-1.7

No Values

Reference Missing

0.3

No Values

0.4

-1.2

-1.7

11

No Values

0.4

13

0.8

No Values



131

132

134

137

140

141

142

seq=translation;
coord=1:12514731..12519380:1;

parent_transcript=GRMZM2G165998_T01;

parent_gene=GRMZM2G165998
seq=translation;
coord=9:19393494..19397648:-1;

parent_transcript=GRMZM2G140051_T01;

parent_gene=GRMZM2G140051
seq=translation;
coord=5:146841857..146847013:-1;

parent_transcript=GRMZM2G146677_T01;

parent_gene=GRMZM2G146677
seq=translation;
coord=1:258878414..258878962:1;

parent_transcript=GRMZM2G704005_T01;

parent_gene=GRMZM2G704005
seq=translation;
coord=10:96330046..96338713:-1;

parent_transcript=GRMZM5G858454_T02;

parent_gene=GRMZM5G858454
seq=translation;
coord=2:218589206..218592127:-1;

parent_transcript=GRMZM2G140667_T01;

parent_gene=GRMZM2G140667
seq=translation;
coord=6:145087390..145092201:1;

parent_transcript=GRMZM2G179301_T02;

parent_gene=GRMZM2G179301
seq=translation;
coord=1:79067709..79069201:-1;

parent_transcript=GRMZM2G148925_T01;

parent_gene=GRMZM2G148925
seq=translation;
coord=6:113557759..113560731:-1;

parent_transcript=GRMZM2G701082_T04;

parent_gene=GRMZM2G701082
seq=translation;
coord=3:224673584..224677732:1;

parent_transcript=GRMZM2G034985_T01;

parent_gene=GRMZM2G034985
seq=translation;
coord=5:15546617..15552849:-1;

parent_transcript=GRMZM2G112149_T01;

parent_gene=GRMZM2G112149
seq=translation;
coord=2:37325095..37329643:1;

parent_transcript=GRMZM2G163471_T01;

parent_gene=GRMZM2G163471
seq=translation;
coord=7:18473070..18475522:1;

parent_transcript=GRMZM2G168149_T01;

parent_gene=GRMZM2G168149

GRMZM2G165998_PO1 (+1)

GRMZM2G140051_PO1 (+1)

GRMZM2G146677_P01

GRMZM2G704005_P01

GRMZM5G858454_P02

GRMZM2G140667_PO1 (+1)

GRMZM2G179301_P02 (+1)

GRMZM2G148925_P01

GRMZM2G701082_P04 (+2)

GRMZM2G034985_PO1 (+1)

GRMZM2G112149_PO1 (+2)

GRMZM2G163471_P01

GRMZM2G168149_P01

23 kDa

43 kDa

48 kDa

20 kDa

99 kDa

31 kDa

26 kDa

14 kDa

36 kDa

41 kDa

85 kDa

57 kDa

30 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.7

0.2

0.2

0.4

0.2

2.5

0.7

0.1

0.1

0.4

1.8

0.5

0.2

0.1

0.1

15

0.4

0.3

1.8

-1.3

0.8

-1.2

0.7

0.4

13

0.6

-1.5

1.7

No Values

Reference Missing

3.6

-1.4

1.9

0.4

No Values

Reference Missing

29

-1.7

0.1

-1.9

11

-1.8

No Values

Reference Missing

2.7

-1.5

-1.1

2.2

1.8

0.5

No Values

0.7

1.9



143

144

145

146

147

148

149

151

152

154

seq=translation;
coord=6:44382950..44385913:-1;
parent_transcript=GRMZM2G087570_T01;
parent_gene=GRMZM2G087570
seq=translation;
coord=5:186677004..186680745:-1;
parent_transcript=GRMZM2G074604_T01;
parent_gene=GRMZM2G074604
seq=translation;
coord=9:78409591..78421558:1;
parent_transcript=GRMZM2G094497_T01;
parent_gene=GRMZM2G094497
seq=translation;
coord=3:161729177..161732426:-1;
parent_transcript=GRMZM2G103812_T01;
parent_gene=GRMZM2G103812
seq=translation;
coord=1:204259324..204264422:-1;
parent_transcript=AC234528.1_FGT005;
parent_gene=AC234528.1_FG005
seq=translation;
coord=7:149915726..149918129:-1;
parent_transcript=GRMZM2G134797_T02;
parent_gene=GRMZM2G134797
seq=translation;
coord=5:212375127..212379000:-1;
parent_transcript=GRMZM2G110185_T02;
parent_gene=GRMZM2G110185
seq=translation;
coord=2:106286427..106287698:1;
parent_transcript=GRMZM2G045809_T01;
parent_gene=GRMZM2G045809
seq=translation;
coord=7:165383929..165386707:-1;
parent_transcript=GRMZM2G031545_T01;
parent_gene=GRMZM2G031545
seq=translation;
coord=6:125241154..125242106:-1;
parent_transcript=GRMZM2G357296_T01;
parent_gene=GRMZM2G357296
seq=translation;
coord=9:98777728..98779013:-1;
parent_transcript=GRMZM2G036921_T01;
parent_gene=GRMZM2G036921
seq=translation;
coord=3:146602562..146604776:1;
parent_transcript=GRMZM2G171430_T01;
parent_gene=GRMZM2G171430
seq=translation;
coord=4:149167730..149173878:1;
parent_transcript=GRMZM2G063850_T01;
parent_gene=GRMZM2G063850

GRMZM2G087570_P01

GRMZM2G074604_P01

GRMZM2G094497_PO1 (+2)

GRMZM2G103812_PO1 (+1)

AC234528.1_FGPOO5 (+1)

GRMZM2G134797_P02

GRMZM2G110185_P02 (+1)

GRMZM2G045809_P01

GRMZM2G031545_PO01 (+2)

GRMZM2G357296_P01

GRMZM2G036921_P01

GRMZM2G171430_P01

GRMZM2G063850_P01

26 kDa

75 kDa

54 kDa

54 kDa

63 kDa

17 kDa

48 kDa

25 kDa

25 kDa

18 kDa

24 kDa

10 kDa

65 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

-1.6

0.1

0.8

0.4

-1.3

0.3

-1.1

23

-1.5

0.2

0.6

Reference Missing

-1.5

-1.3

0.7

1.4

0.1

-1.8

Reference Missing

-1.3

-1.2

No Values

No Values

0.4

-1.4

-1.2

No Values

15

0.4

No Values

-1.7

-1.6

0.9

-1.6

No Values

-1.5

0.2

No Values

0.1

-1.5

0.6

No Values

-1.9

3.1

No Values

0.7

-1.6

0.6



157

161

162

164

167

seq=translation;
coord=5:1488844..1491571:1;

parent_transcript=GRMZM2G125271_T01;

parent_gene=GRMZM2G125271
seq=translation;
coord=9:142495842..142498679:-1;

parent_transcript=GRMZM2G067303_T01;

parent_gene=GRMZM2G067303
seq=translation;
coord=8:162236975..162239554:-1;

parent_transcript=GRMZM2G042118_T01;

parent_gene=GRMZM2G042118
seq=translation;
coord=1:258363419..258365809:1;

parent_transcript=GRMZM2G067919_T02;

parent_gene=GRMZM2G067919
seq=translation;
coord=8:18231012..18236007:-1;

parent_transcript=GRMZM2G107639_T01;

parent_gene=GRMZM2G107639
seq=translation;
coord=5:37229486..37234332:-1;

parent_transcript=GRMZM2G088064_T03;

parent_gene=GRMZM2G088064
seq=translation;
coord=6:34430048..34433142:1;

parent_transcript=GRMZM2G035502_T01;

parent_gene=GRMZM2G035502
seq=translation;
coord=4:70066543..70068959:-1;

parent_transcript=GRMZM2G073079_T01;

parent_gene=GRMZM2G073079
seq=translation;
coord=7:8218240..8220274:1;

parent_transcript=GRMZM2G170397_T01;

parent_gene=GRMZM2G170397
seq=translation;
coord=9:148445803..148448625:-1;

parent_transcript=GRMZM2G078441_T01;

parent_gene=GRMZM2G078441
seq=translation;
coord=3:218323126..218325508:1;

parent_transcript=GRMZM2G176903_T01;

parent_gene=GRMZM2G176903
seq=translation;
coord=5:205777032..205781614:-1;

parent_transcript=GRMZM2G140150_T01;

parent_gene=GRMZM2G140150
seq=translation;
coord=5:63564993..63569468:1;

parent_transcript=GRMZM2G088212_T01;

parent_gene=GRMZM2G088212

GRMZM2G125271_P01

GRMZM2G067303_PO1 (+3)

GRMZM2G042118_P01

GRMZM2G067919_P02

GRMZM2G107639_PO1 (+1)

GRMZM2G088064_P03

GRMZM2G035502_P01

GRMZM2G073079_PO1 (+1)

GRMZM2G170397_PO1 (+2)

GRMZM2G078441_P01

GRMZM2G176903_PO1 (+1)

GRMZM2G140150_P01

GRMZM2G088212_P01

30 kDa

14 kDa

16 kDa

65 kDa

44 kDa

53 kDa

23 kDa

29 kDa

19 kDa

71kDa

38 kDa

43 kDa

57 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

No Values

0.9

0.4

0.2

0.1

0.4

0.2

0.4

13

No Values

0.5

0.6

0.2

1.7

15

0.1

0.3

No Values

0.1

13

1.9

-1.9

0.7

0.1

1.2

No Values

3.5

0.1

-1.3

1.9

0.4

1 1.4
1.8 1
3 0
-1 -1.2
-0.9 -0.1
1.6 1.5
Value Missing -1
0 0
0.2 -1.1
-0.2 Reference Missing
1 0.9
No Values No Values
1.6 2.1

0.9

0.7

Reference Missing

0.1

13

0.5

-1.2

13

11

No Values

13

0.2

0.2

0.3

Reference Missing

0.2

1.1

0.4

0.8

-1.2

15

15

No Values

1.2



170

171

172

173

174

175

176

177

178

179

181

seq=translation;
coord=6:161659850..161663090:-1;

parent_transcript=GRMZM2G121186_T01;

parent_gene=GRMZM2G121186
seq=translation;
coord=4:27749082..27753340:1;

parent_transcript=GRMZM2G131943_T01;

parent_gene=GRMZM2G131943
seq=translation;
coord=10:61794133..61802175:-1;

parent_transcript=GRMZM2G146115_T01;

parent_gene=GRMZM2G146115
seq=translation;
coord=9:123775912..123778018:1;

parent_transcript=GRMZM5G881775_T02;

parent_gene=GRMZM5G881775
seq=translation;
coord=3:230606444..230608235:-1;

parent_transcript=GRMZM2G010868_T01;

parent_gene=GRMZM2G010868
seq=translation;
coord=1:192400083..192403759:1;

parent_transcript=GRMZM2G096585_T03;

parent_gene=GRMZM2G096585
seq=translation;
coord=4:183449044..183455471:-1;

parent_transcript=GRMZM2G111818_T01;

parent_gene=GRMZM2G111818
seq=translation;
coord=4:163768734..163771529:1;

parent_transcript=GRMZM2G135186_T01;

parent_gene=GRMZM2G135186
seq=translation;
coord=1:234775005..234780894:-1;

parent_transcript=GRMZM2G416120_T01;

parent_gene=GRMZM2G416120
seq=translation;
coord=1:84919829..84924586:-1;

parent_transcript=GRMZM2G136769_T01;

parent_gene=GRMZM2G136769
seq=translation;
coord=1:293163457..293166106:1;

parent_transcript=GRMZM2G060702_T02;

parent_gene=GRMZM2G060702
seq=translation;
coord=4:198559982..198560791:-1;

parent_transcript=AC234156.1_FGT005;

parent_gene=AC234156.1_FG005
seq=translation;
coord=7:174283500..174287760:-1;

parent_transcript=GRMZM2G430600_T01;

parent_gene=GRMZM2G430600

GRMZM2G121186_P01

GRMZM2G131943_PO01 (+3)

GRMZM2G146115_PO01 (+1)

GRMZM5G881775_P02

GRMZM2G010868_PO1 (+1)

GRMZM2G096585_PO3 (+2)

GRMZM2G111818_P01 (+1)

GRMZM2G135186_PO1 (+2)

GRMZM2G416120_P01

GRMZM2G136769_P01

GRMZM2G060702_P02

AC234156.1_FGP005

GRMZM2G430600_PO1 (+1)

43 kDa

74 kDa

44 kDa

16 kDa

12 kDa

62 kDa

117 kDa

42 kDa

61 kDa

60 kDa

16 kDa

28 kDa

36 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.4

-1.5

0.2

1.4

-1.3

1.6

-1.9

0.4

0.3

-1.8

Reference Missing

2.1

-1.5

1.8

0.2

-1.8

0.2

2.2

-1.4

0.9

0.6

14

2.1

1.6

-1.3

-1.2

-1.7

1.4

2.6

Value Missing

-1.4

21

Reference Missing

No Values

-1.2

1.6

Value Missing

-1.8

-1.2

No Values

-1.1

-1.5

1.4

Value Missing

-1.6

-1.1

Reference Missing

-1.1

No Values

-1.4

1.1

-1.1

Values

0.8



182

184

187

191

192

194

seq=translation;
coord=8:163307256..163309969:-1;
parent_transcript=GRMZM2G066024_T01;
parent_gene=GRMZM2G066024
seq=translation;
coord=9:18329697..18331617:-1;
parent_transcript=AC231745.1_FGT003;
parent_gene=AC231745.1_FG003
seq=translation;
coord=9:106398227..106409066:1;
parent_transcript=GRMZM2G035417_T01;
parent_gene=GRMZM2G035417
seq=translation;
coord=9:148111509..148115129:1;
parent_transcript=GRMZM2G145258_T01;
parent_gene=GRMZM2G145258
seq=translation;
coord=6:124803945..124805261:1;
parent_transcript=GRMZM2G084812_T01;
parent_gene=GRMZM2G084812
seq=translation;
coord=6:164551086..164552313:1;
parent_transcript=GRMZM2G021794_T01;
parent_gene=GRMZM2G021794
seq=translation;
coord=1:278183921..278192926:-1;
parent_transcript=GRMZM2G074158_T01;
parent_gene=GRMZM2G074158
seq=translation;
coord=4:215212969..215240759:1;
parent_transcript=GRMZM2G094123_T01;
parent_gene=GRMZM2G094123
seq=translation;
coord=4:237610321..237618962:-1;
parent_transcript=GRMZM2G155384_T02;
parent_gene=GRMZM2G155384
seq=translation;
coord=5:215817786..215821620:-1;
parent_transcript=GRMZM5G848768_T02;
parent_gene=GRMZM5G848768
seq=translation;
coord=9:150090384..150093179:-1;
parent_transcript=GRMZM2G099657_T01;
parent_gene=GRMZM2G099657
seq=translation;
coord=3:113472963..113480259:-1;
parent_transcript=GRMZM2G093347_T01;
parent_gene=GRMZM2G093347
seq=translation;
coord=2:231986102..231987473:-1;
parent_transcript=GRMZM2G053206_T01;
parent_gene=GRMZM2G053206

GRMZM2G066024_P01

AC231745.1_FGP003

GRMZM2G035417_P01

GRMZM2G145258_P01

GRMZM2G084812_P01

GRMZM2G021794_P01

GRMZM2G074158_PO01 (+1)

GRMZM2G094123_P01

GRMZM2G155384_P02

GRMZM5G848768_P02

GRMZM2G099657_PO1 (+2)

GRMZM2G093347_PO1 (+1)

GRMZM2G053206_P01

38 kDa

41 kDa

43 kDa

30 kDa

32 kDa

28 kDa

110 kDa

58 kDa

97 kDa

48 kDa

33 kDa

24 kDa

39 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.8

0.7

0.1

-1.1

0.3

0.6

-1.3

0.8

0.9

0.5

0.3

0.2

-1.4

0.2

0.2

15

0.9

0.3

-1.2

0.3

-1.4

-1.3

1.2

0.1

23

0.7

0.6

-1.9

-1.7

0.5

0.4

-1.1

Reference Missing

0.8

No Values

21

-1.7

2.3

0.6

1.9

0.8

0.7

1.8

No Values

1.2

-1.5

1.2

0.5

2.6

2.3

No Values

-1.1

11

1.4

0.2

0.1

4.6

2.8

No Values

0.1

0.7

15

4.8



197

201

202

204

207

seq=translation;
coord=3:201684716..201689628:-1;
parent_transcript=GRMZM2G159724_T01;
parent_gene=GRMZM2G159724
seq=translation;
coord=5:153543150..153551579:1;
parent_transcript=GRMZM2G177781_T01;
parent_gene=GRMZM2G177781
seq=translation;
coord=5:215289055..215297830:1;
parent_transcript=GRMZM5G806449_T01;
parent_gene=GRMZM5G806449
seq=translation;
coord=4:2762573..2764339:1;
parent_transcript=GRMZM2G126541_T01;
parent_gene=GRMZM2G126541
seq=translation;
coord=9:33125819..33139794:1;
parent_transcript=GRMZM2G058675_T02;
parent_gene=GRMZM2G058675
seq=translation;
coord=1:228251511..228256942:-1;
parent_transcript=GRMZM2G346455_T05;
parent_gene=GRMZM2G346455
seq=translation;
coord=10:144060305..144061413:1;
parent_transcript=GRMZM5G895313_T01;
parent_gene=GRMZM5G895313
seq=translation;
coord=2:2548940..2552572:1;
parent_transcript=GRMZM2G010435_T01;
parent_gene=GRMZM2G010435
seq=translation; coord=2:4299718..4306692:-
1
parent_transcript=GRMZM2G019404_T01;
parent_gene=GRMZM2G019404
seq=translation;
coord=2:51927314..51930580:1;
parent_transcript=GRMZM2G109677_T01;
parent_gene=GRMZM2G109677
seq=translation;
coord=3:64458994..64462315:1;
parent_transcript=GRMZM2G128171_T02;
parent_gene=GRMZM2G128171
seq=translation;
coord=8:39208505..39211382:-1;
parent_transcript=GRMZM2G335657_T01;
parent_gene=GRMZM2G335657
seq=translation;
coord=9:132550417..132551258:1;
parent_transcript=GRMZM2G404249_T01;
parent_gene=GRMZM2G404249

GRMZM2G159724_PO1 (+1)

GRMZM2G177781_P01 (+1)

GRMZM5G806449_PO1 (+1)

GRMZM2G126541_P01

GRMZM2G058675_P02

GRMZM2G346455_P05 (+1)

GRMZM5G895313_P01

GRMZM2G010435_P01

GRMZM2G019404_PO1 (+1)

GRMZM2G109677_PO1 (+11)

GRMZM2G128171_P02

GRMZM2G335657_P01

GRMZM2G404249_PO1 (+1)

66 kDa

70 kDa

53 kDa

54 kDa

59 kDa

46 kDa

20 kDa

56 kDa

105 kDa

45 kDa

40 kDa

53 kDa

17 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

1.4

0.3

0.7

No Values

-1.1

1.7

Value Missing

0.8

0.2

-1.1

No Values

0.8

-1.2

11

0.9

0.8

No Values

1.8

-1.8

0.3

21

1.2

-1.1

-1.8

16

-1.2

0.4

No Values

Value Missing Value Missing

-2 -2.4
0.5 -0.3
No Values No Values

-3.8 3.4
0.3 1.6
0.6 -0.9
-3.1 -3.5
6.3 5.4

2 0.6

-1 -0.9

23 1.2
Reference Missing 1.4

Value Missing

0.1

No Values

2.2

6.3

1.2

2.5

Value Missing

0.5

No Values

2.6

-1.3

Value Missing

-1.3

1.2

0.9

3.4



210

211

212

213

214

215

216

217

218

219

220

seq=translation;
coord=6:125154676..125157008:1;

parent_transcript=GRMZM2G450233_T01;

parent_gene=GRMZM2G450233
seq=translation;
coord=8:160390396..160393378:1;

parent_transcript=GRMZM2G134256_T01;

parent_gene=GRMZM2G134256
seq=translation;
coord=2:210034645..210036617:1;

parent_transcript=GRMZM2G339994_T01;

parent_gene=GRMZM2G339994
seq=translation;
coord=3:11894936..11898354:1;

parent_transcript=GRMZM2G096240_T01;

parent_gene=GRMZM2G096240
seq=translation;
coord=4:44859117..44861815:-1;

parent_transcript=GRMZM2G006953_T02;

parent_gene=GRMZM2G006953
seq=translation;
coord=5:63800401..63802605:-1;

parent_transcript=GRMZM5G834758_T02;

parent_gene=GRMZM5G834758
seq=translation;
coord=5:209262549..209264524:-1;

parent_transcript=GRMZM2G015784_T01;

parent_gene=GRMZM2G015784
seq=translation;
coord=3:210506972..210508715:1;

parent_transcript=GRMZM2G022931_T01;

parent_gene=GRMZM2G022931
seq=translation;
coord=7:4234486..4239316:1;

parent_transcript=GRMZM2G064799_T01;

parent_gene=GRMZM2G064799
seq=translation;
coord=4:153394405..153398468:1;

parent_transcript=GRMZM2G135893_T01;

parent_gene=GRMZM2G135893
seq=translation;
coord=3:112198031..112206945:-1;

parent_transcript=GRMZM2G086882_T01;

parent_gene=GRMZM2G086882
seq=translation;
coord=7:54363440..54365032:-1;

parent_transcript=GRMZM2G032766_T01;

parent_gene=GRMZM2G032766
seq=translation;
coord=5:4664985..4668821:1;

parent_transcript=GRMZM2G027825_T01;

parent_gene=GRMZM2G027825

GRMZM2G450233_P01

GRMZM2G134256_P01

GRMZM2G339994_PO1 (+1)

GRMZM2G096240_PO01 (+1)

GRMZM2G006953_P02 (+1)

GRMZM5G834758_P02 (+1)

GRMZM2G015784_PO1 (+1)

GRMZM2G022931_P01

GRMZM2G064799_PO1 (+2)

GRMZM2G135893_P01

GRMZM2G086882_P01

GRMZM2G032766_P01

GRMZM2G027825_P01

38 kDa

46 kDa

39 kDa

16 kDa

14 kDa

17 kDa

12 kDa

25 kDa

68 kDa

27 kDa

26 kDa

42 kDa

50 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.4

0.4

1.9

1.9

1.4

-1.7

0.6

0.4

1.4

-1.3

1.6

0.8

0.3

0.2

0.1

1.2

-1.4

-1.1

2.2

2.4

0.5

-1.3

1.2

-1.4

0.1

0.6

No Values

13

2.2

1.2

1.9

No Values No Values
0.3 0.3
2.5 3.6
-2.1 -1.9
0.2 0.4
0.9 0.8
-2.4 -2
-5.9 Value Missing
1.1 13

-1 -1

0 -0.1
1.1 14
-5.2 -4.3

No Values

13

4.3

-1.9

0.7

13

-1.8

0.9

11

0.7



221

222

223

224

225

226

227

228

229

231

232

seq=translation;
coord=6:165013896..165020496:1;
parent_transcript=GRMZM2G065757_T01;
parent_gene=GRMZM2G065757
seq=translation;
coord=10:18124892..18142878:-1;
parent_transcript=GRMZM2G082271_T01;
parent_gene=GRMZM2G082271
seq=translation; coord=4:3210119..3212030:-
1
parent_transcript=GRMZM2G085054_T02;
parent_gene=GRMZM2G085054
seq=translation; coord=3:8299415..8303114:-
1
parent_transcript=GRMZM2G314898_T01;
parent_gene=GRMZM2G314898
seq=translation;
coord=6:140347883..140348297:-1;
parent_transcript=AC233879.1_FGT002;
parent_gene=AC233879.1_FG002
seq=translation;
coord=10:4673451..4676086:-1;
parent_transcript=GRMZM2G003762_T03;
parent_gene=GRMZM2G003762
seq=translation;
coord=6:145987055..145988456:-1;
parent_transcript=GRMZM2G306345_T01;
parent_gene=GRMZM2G306345
seq=translation;
coord=7:160215143..160216461:-1;
parent_transcript=GRMZM2G374971_T01;
parent_gene=GRMZM2G374971
seq=translation;
coord=2:217342775..217345487:1;
parent_transcript=GRMZM2G003409_T01;
parent_gene=GRMZM2G003409
seq=translation;
coord=9:139405932..139410290:-1;
parent_transcript=GRMZM2G165357_T01;
parent_gene=GRMZM2G165357
seq=translation;
coord=10:148968847..148972562:1;
parent_transcript=GRMZM2G104613_T01;
parent_gene=GRMZM2G104613
seq=translation;
coord=4:128262885..128265210:1;
parent_transcript=GRMZM2G008748_T02;
parent_gene=GRMZM2G008748
seq=translation;
coord=1:298408224..298413579:-1;
parent_transcript=GRMZM2G022269_T01;
parent_gene=GRMZM2G022269

GRMZM2G065757_PO1 (+1)

GRMZM2G082271_P01

GRMZM2G085054_P02

GRMZM2G314898_P01

AC233879.1_FGP002

GRMZM2G003762_P03

GRMZM2G306345_P01

GRMZM2G374971_P01

GRMZM2G003409_PO1 (+1)

GRMZM2G165357_PO1 (+1)

GRMZM2G104613_P01

GRMZM2G008748_P02

GRMZM2G022269_PO1 (+1)

55 kDa

110 kDa

49 kDa

46 kDa

10 kDa

25 kDa

21 kDa

24 kDa

49 kDa

39 kDa

43 kDa

24 kDa

48 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.6 1
0 -0.2
0 -0.1
-1.1 -0.8
Reference Missing 1.5
-0.8 -0.6
-0.3 1.1
0.3 0.8
0.8 0.5
0.4 0.8

No Values No Values

0.9 13
-0.5 -0.2

0.5

-1.1

Reference Missing

0.9

0.2

No Values

1.2

0.1

2.2

Reference Missing

-1.1

4.7

1.2

No Values

0.1

Value Missing

-1.2

Reference Missing

0.5

2.6

15

Reference Missing

Reference Missing

-1.1

0.2

Reference Missing

0.9

Reference Missing

0.5

-1.3

15

2.7

0.2

13

Reference Missing

-1.6

4.3

0.5

1.6

Reference Missing

0.7



234

237

240

241

242

243

244

245

246

seq=translation;
coord=6:140407545..140410127:1;

parent_transcript=AC233895.1_FGT001;

parent_gene=AC233895.1_FG001
seq=translation;
coord=10:82668664..82669799:-1;

parent_transcript=GRMZM2G121137_T01;

parent_gene=GRMZM2G121137
seq=translation;
coord=1:275835279..275836493:-1;

parent_transcript=GRMZM2G025857_T01;

parent_gene=GRMZM2G025857
seq=translation;
coord=8:129620163..129623583:1;

parent_transcript=GRMZM2G117198_T01;

parent_gene=GRMZM2G117198
seq=translation;
coord=2:215654249..215658893:-1;

parent_transcript=GRMZM2G005493_T01;

parent_gene=GRMZM2G005493
seq=translation;
coord=5:149458858..149463589:-1;

parent_transcript=GRMZM2G135588_T01;

parent_gene=GRMZM2G135588
seq=translation;
coord=10:109798193..109804126:1;

parent_transcript=GRMZM2G151041_T01;

parent_gene=GRMZM2G151041
seq=translation;
coord=1:263143605..263149463:1;

parent_transcript=GRMZM2G079668_T01;

parent_gene=GRMZM2G079668
seq=translation;
coord=3:41741731..41743930:-1;

parent_transcript=GRMZM2G144648_T01;

parent_gene=GRMZM2G144648
seq=translation;
coord=4:232510364..232513106:1;

parent_transcript=GRMZM2G030228_T01;

parent_gene=GRMZM2G030228
seq=translation;
coord=5:199786088..199787380:1;

parent_transcript=GRMZM2G054201_T01;

parent_gene=GRMZM2G054201
seq=translation;
coord=4:176858064..176868636:-1;

parent_transcript=GRMZM2G149281_T01;

parent_gene=GRMZM2G149281
seq=translation;
coord=4:221070736..221076802:-1;

parent_transcript=GRMZM5G854613_T01;

parent_gene=GRMZM5G854613

AC233895.1_FGP001

GRMZM2G121137_P01

GRMZM2G025857_P01

GRMZM2G117198_P01 (+1)

GRMZM2G005493_P01

GRMZM2G135588_P01

GRMZM2G151041_PO1 (+1)

GRMZM2G079668_PO1 (+1)

GRMZM2G144648_P01

GRMZM2G030228_PO01 (+9)

GRMZM2G054201_PO1 (+4)

GRMZM2G149281_PO1 (+3)

GRMZM5G854613_P01

43 kDa

12 kDa

27 kDa

43 kDa

54 kDa

55 kDa

116 kDa

73 kDa

36 kDa

25 kDa

18 kDa

23 kDa

45 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.5

0.6

0.6

No Values

0.3

0.7

-1.8

0.5

1.2

0.7

1.2

-1.5

0.2

No Values

0.8

0.5

-1.6

0.3

0.3

0.4

0.7

-1.1

No Values

0.2

0.7

-1.8

0.8

0.5

1.1

0.4

No Values

0.4

11

0.4

6.1

2.6

0.9

0.5

-1.2

0.6

0.5

Reference Missing

3.8

29

-1.6

-1.8

0.8

-1.2

-1.1

0.5

0.5

4.1

2.8

-1.5

-1.5

0.2

-1.3

Value Missing

-1.4

0.9

0.2

3.8

4.3

-1.3

-1.5

-1.2

-1.3

-1.7



247

248

249

251

252

254

257

seq=translation;
coord=1:12248908..12249912:-1;

parent_transcript=GRMZM2G472236_T01;

parent_gene=GRMZM2G472236
seq=translation;
coord=2:205943881..205945286:-1;

parent_transcript=GRMZM2G099295_T01;

parent_gene=GRMZM2G099295
seq=translation;
coord=1:77258356..77350693:1;

parent_transcript=GRMZM2G020523_T01;

parent_gene=GRMZM2G020523
seq=translation;
coord=6:127495800..127501815:-1;

parent_transcript=GRMZM2G009845_T01;

parent_gene=GRMZM2G009845
seq=translation;
coord=4:36880092..36884475:-1;

parent_transcript=GRMZM2G046804_T01;

parent_gene=GRMZM2G046804
seq=translation;
coord=6:135883373..135887597:1;

parent_transcript=GRMZM2G059991_T01;

parent_gene=GRMZM2G059991
seq=translation;
coord=4:20772978..20777200:-1;

parent_transcript=GRMZM2G078143_T01;

parent_gene=GRMZM2G078143
seq=translation;
coord=5:216695478..216702082:-1;

parent_transcript=GRMZM2G133919_T01;

parent_gene=GRMZM2G133919
seq=translation;
coord=8:103922075..103930908:-1;

parent_transcript=GRMZM2G435373_T01;

parent_gene=GRMZM2G435373
seq=translation;
coord=3:168231994..168235001:-1;

parent_transcript=GRMZM5G815894_T03;

parent_gene=GRMZM5G815894
seq=translation;
coord=1:276305013..276310701:1;

parent_transcript=GRMZM2G147687_T01;

parent_gene=GRMZM2G147687
seq=translation;
coord=6:156819019..156827574:1;

parent_transcript=GRMZM2G701221_T01;

parent_gene=GRMZM2G701221
seq=translation;
coord=8:90052293..90060254:-1;

parent_transcript=GRMZM2G063676_T01;

parent_gene=GRMZM2G063676

GRMZM2G472236_P01

GRMZM2G099295_P01

GRMZM2G020523_P01

GRMZM2G009845_P01 (+3)

GRMZM2G046804_PO1 (+6)

GRMZM2G059991_P0O1

GRMZM2G078143_P01

GRMZM2G133919_PO1

GRMZM2G435373_PO01 (+1)

GRMZM5G815894_P03

GRMZM2G147687_PO1 (+3)

GRMZM2G701221_PO1

GRMZM2G063676_P01

28 kDa

35kDa

35kDa

58 kDa

36 kDa

26 kDa

57 kDa

87 kDa

50 kDa

34 kDa

67 kDa

28 kDa

94 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

-1.5

0.1

0.3

0.3

0.3

15

0.7

0.3

1.2

0.4

0.2

0.7

1.6

0.4

11

0.5

0.5

0.2

1.4

Value Missing

0.2

0.8

0.1

0.4

0.7

0.9

0.8

-1.3

-1.7

13

1.7

2.6

0.7

-1.5

0.7

1.8

1.2

-1.3

-1.4

0.9

15

0.6

-1.3

0.1

-1.5

1.6

13

0.9

-1.3



261

262

264

267

270

271

272

seq=translation;
coord=7:137455248..137460051:1;
parent_transcript=GRMZM2G115757_T01;
parent_gene=GRMZM2G115757
seq=translation;
coord=1:66023613..66026784:-1;
parent_transcript=GRMZM2G078876_T01;
parent_gene=GRMZM2G078876
seq=translation;
coord=10:145479598..145483674:-1;
parent_transcript=GRMZM2G073465_T03;
parent_gene=GRMZM2G073465
seq=translation; coord=6:9203729..9206286:-
1
parent_transcript=GRMZM2G066460_T01;
parent_gene=GRMZM2G066460
seq=translation;
coord=1:180306606..180308510:1;
parent_transcript=GRMZM2G161335_T01;
parent_gene=GRMZM2G161335
seq=translation;
coord=1:203587258..203590599:-1;
parent_transcript=GRMZM2G106928_T01;
parent_gene=GRMZM2G106928
seq=translation;
coord=7:160032302..160036034:1;
parent_transcript=GRMZM2G083243_T01;
parent_gene=GRMZM2G083243
seq=translation;
coord=3:24095213..24095931:-1;
parent_transcript=GRMZM2G011523_T01;
parent_gene=GRMZM2G011523
seq=translation;
coord=6:161966268..161967646:1;
parent_transcript=GRMZM2G096475_T01;
parent_gene=GRMZM2G096475
seq=translation;
coord=2:86767115..86790532:1;
parent_transcript=GRMZM2G028313_T01;
parent_gene=GRMZM2G028313
seq=translation;
coord=1:94680007..94684730:-1;
parent_transcript=GRMZM2G178576_T02;
parent_gene=GRMZM2G178576
seq=translation;
coord=10:75695843..75698244:1;
parent_transcript=GRMZM2G099352_T03;
parent_gene=GRMZM2G099352
seq=translation;
coord=3:19924648..19927549:1;
parent_transcript=GRMZM2G169182_T01;
parent_gene=GRMZM2G169182

GRMZM2G115757_PO1 (+1)

GRMZM2G078876_P01

GRMZM2G073465_P03

GRMZM2G066460_P01

GRMZM2G161335_P01

GRMZM2G106928_P01

GRMZM2G083243_PO01 (+1)

GRMZM2G011523_PO01 (+2)

GRMZM2G096475_P01

GRMZM2G028313_PO01 (+1)

GRMZM2G178576_P02 (+1)

GRMZM2G099352_P03

GRMZM2G169182_PO1 (+1)

16 kDa

17 kDa

51 kDa

34 kDa

50 kDa

21 kDa

50 kDa

10 kDa

19 kDa

58 kDa

18 kDa

26 kDa

70 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

No Values

-1.6

0.2

0.2

-1.4

No Values

-1.4

-1.5

No Values

-1.6

Value Missing

0.2

21

0.4

-1.5

No Values

-1.2

No Values

-1.4

2.7

1.9

-1.5

No Values

-1.8

13

No Values

-1.1

1.1

2.5

No Values

0.5

Value Missing

-1.4

15

0.9

Value Missing

Value Missing

Value Missing

23

0.2

Value Missing

-1.9

0.3

0.2

Value Missing

2.9

0.6

0.1

-1.6

0.6

-1.4

0.1

Reference Missing

3.5



seq=translation;
coord=8:168745391..168749427:1;
parent_transcript=GRMZM2G146206_T04;
parent_gene=GRMZM2G146206
seq=translation;
coord=2:48112888..48133114:1;
parent_transcript=GRMZM2G053019_T01;
parent_gene=GRMZM2G053019
seq=translation;
coord=10:4694280..4699187:-1;
parent_transcript=GRMZM2G004534_T01;
parent_gene=GRMZM2G004534
seq=translation;
coord=4:37224780..37227724:1;
parent_transcript=GRMZM2G064133_T01;
parent_gene=GRMZM2G064133
seq=translation;
coord=6:90306950..90312408:-1;
parent_transcript=GRMZM2G094074_T01;
parent_gene=GRMZM2G094074
seq=translation;
coord=7:171631430..171634129:1;
parent_transcript=GRMZM2G439201_T02;
parent_gene=GRMZM2G439201
seq=translation;
coord=8:100394854..100398658:-1;
parent_transcript=GRMZM2G126010_T01;
parent_gene=GRMZM2G126010
seq=translation;
coord=1:198230317..198233618:-1;
parent_transcript=GRMZM2G017110_T02;
parent_gene=GRMZM2G017110
seq=translation;
coord=1:56160677..56162858:-1;
parent_transcript=GRMZM2G054916_T01;
parent_gene=GRMZM2G054916
seq=translation;
coord=4:26893142..26901172:1;
parent_transcript=GRMZM2G093900_T01;
parent_gene=GRMZM2G093900
seq=translation;
coord=8:37409326..37412866:1;
parent_transcript=GRMZM2G002416_T01;
parent_gene=GRMZM2G002416
seq=translation;
coord=2:58586007..58596234:1;
parent_transcript=GRMZM2G073054_T01;
parent_gene=GRMZM2G073054
seq=translation; coord=1:2801080..2803977:-
1
parent_transcript=GRMZM2G041881_T01;
parent_gene=GRMZM2G041881

GRMZM2G146206_P04 27 kDa Ref 25 2.8 2.5 2.4 -1.5 Reference Missing -1.8 -1.3

GRMZM2G053019_P01 47 kDa Ref No Values No Values No Values No Values 1.3 1.2 1.3 1.5

GRMZM2G004534_P01 57 kDa Ref 0 -0.1 -0.1 0.5 1.7 0.5 0.4 11

GRMZM2G064133_P01 32kDa Ref 0.2 -0.2 0.5 -0.6 0.5 1.2 1 0.8

GRMZM2G094074_P01 (+6) 16 kDa Ref 0.7 1.1 0.7 -0.1 15 11 0.6 0.1

GRMZM2G439201_P02 31kDa Ref -1 -1.2 -0.7 -2 -0.1 -0.3 -0.3 -0.3

GRMZM2G126010_P01 (+2) 42 kDa Ref -0.1 0.7 0.6 1.9 -0.7 -0.2 -0.5 -1.3

GRMZM2G017110_P02 (+1) 56 kDa Ref Value Missing -2.5 -2.4 -2.3 -1.2 -0.7 -1 -0.9

GRMZM2G054916_P01 54 kDa Ref Reference Missing 0.5 0.4 1.4 Reference Missing 1.2 Reference Missing  Reference Missing

GRMZM2G093900_P01 56 kDa Ref 0.8 0.2 -0.1 0.2 -0.4 1 0 0.2

GRMZM2G002416_P01 50 kDa Ref -0.2 -0.5 -0.5 -0.3 0.1 -0.6 -0.9 -1.3

GRMZM2G073054_PO01 (+1) 93 kDa Ref -0.7 -1 -1.4 -1.7 33 33 3.5 3.2

GRMZM2G041881_P01 18 kDa Ref 1.4 1.7 1 0.4 13 Reference Missing 0.2 0.8



seq=translation;
coord=10:110621503..110626726:1;
parent_transcript=GRMZM2G079538_T01;
parent_gene=GRMZM2G079538
seq=translation; coord=8:9901033..9904862:-
1
parent_transcript=GRMZM2G069195_T01;
parent_gene=GRMZM2G069195
seq=translation;
coord=1:56785163..56792250:-1;
parent_transcript=GRMZM2G318780_T02;
parent_gene=GRMZM2G318780
seq=translation;
coord=1:222203896..222206239:-1;
parent_transcript=GRMZM2G320269_T01;
parent_gene=GRMZM2G320269
seq=translation;
coord=10:132619525..132621315:1;
parent_transcript=GRMZM2G468855_T02;
parent_gene=GRMZM2G468855
seq=translation;
coord=8:162019785..162023951:1;
parent_transcript=GRMZM2G053898_T01;
parent_gene=GRMZM2G053898
seq=translation;
coord=8:173117675..173120538:1;
parent_transcript=GRMZM2G116273_T01;
parent_gene=GRMZM2G116273
seq=translation;
coord=1:250061761..250067450:1;
parent_transcript=GRMZM2G157470_T01;
parent_gene=GRMZM2G157470
seq=translation;
coord=9:130484606..130489460:-1;
parent_transcript=GRMZM2G436092_T01;
parent_gene=GRMZM2G436092
seq=translation;
coord=4:236362229..236373144:1;
parent_transcript=GRMZM2G168629_T01;
parent_gene=GRMZM2G168629
seq=translation;
coord=7:131783728..131787563:1;
parent_transcript=GRMZM2G069651_T01;
parent_gene=GRMZM2G069651
seq=translation;
coord=8:171565757..171566487:-1;
parent_transcript=GRMZM2G091054_T01;
parent_gene=GRMZM2G091054
seq=translation;
coord=5:63317874..63324803:-1;
parent_transcript=GRMZM2G088753_T01;
parent_gene=GRMZM2G088753

GRMZM2G079538_P01 (+3) 49 kDa Ref 0 0.4 0.5 0.6 0.7 0.8 0.3 0.1

GRMZM2G069195_P01 42 kDa Ref -0.3 -0.5 -0.4 -0.3 -0.9 -0.9 -1.2 -1

GRMZM2G318780_P02 92 kDa Ref 1.4 23 13 Reference Missing -0.9 -0.2 -0.2 -0.5

GRMZM2G320269_P01 39kDa Ref 0.5 -0.4 -0.8 -1.5 -0.3 -1.6 -1.6 -1.9

GRMZM2G468855_P02 33 kDa Ref -0.9 -0.9 14 Value Missing Reference Missing -2.5 -3 -3.7

GRMZM2G053898_P01 (+3) 10kDa Ref 2.2 1.5 1.6 -0.1 -0.3 0.4 0.3 Reference Missing

GRMZM2G116273_P01 24 kDa Ref -1.1 -0.8 0 0.1 -2.1 -0.7 -0.5 0.4

GRMZM2G157470_P01 38kDa Ref 1.2 1 0.9 0.1 0.2 -0.7 Value Missing -1.8

GRMZM2G436092_P01 (+3) 29kDa Ref -0.9 -1 -1.4 -1.2 0.1 -1.4 -1.6 -2.1

GRMZM2G168629_P01 (+1) 134 kDa Ref 0.3 0.4 0.3 0.3 0.3 0.5 0.3 -0.3

GRMZM2G069651_P01 80 kDa Ref No Values No Values No Values No Values -1.3 -0.5 -1 -1.1

GRMZM2G091054_P01 12 kDa Ref 15 1.2 1 0 Reference Missing 0.9 1.2 1.2

GRMZM2G088753_P01 (+1) 93 kDa Ref -0.8 -0.8 -0.7 -0.6 -3.1 -2.7 -2.3 -1.9



300

301

302

303

305

306

307

308

309

310

311

seq=translation;
coord=1:233228509..233231671:-1;

parent_transcript=GRMZM2G134747_T01;

parent_gene=GRMZM2G134747
seq=translation;
coord=6:92813319..92815990:-1;

parent_transcript=GRMZM2G043822_T02;

parent_gene=GRMZM2G043822
seq=translation;
coord=9:59153476..59160133:1;

parent_transcript=GRMZM2G104481_T01;

parent_gene=GRMZM2G104481
seq=translation;
coord=1:264798453..264802516:-1;

parent_transcript=GRMZM2G118003_T03;

parent_gene=GRMZM2G118003
seq=translation;
coord=1:35455268..35465683:-1;

parent_transcript=GRMZM2G164562_T01;

parent_gene=GRMZM2G164562
seq=translation;
coord=5:77434003..77436424:1;

parent_transcript=GRMZM5G805485_T01;

parent_gene=GRMZM5G805485
seq=translation;
coord=3:220506759..220509488:1;

parent_transcript=GRMZM2G116135_T01;

parent_gene=GRMZM2G116135
seq=translation;
coord=6:39092081..39092901:1;

parent_transcript=GRMZM2G012806_T01;

parent_gene=GRMZM2G012806
seq=translation;
coord=10:55753301..55756434:-1;

parent_transcript=GRMZM2G127087_T01;

parent_gene=GRMZM2G127087
seq=translation;
coord=8:142871869..142875661:-1;

parent_transcript=GRMZM2G134738_T01;

parent_gene=GRMZM2G134738
seq=translation;
coord=2:3098932..3104990:1;

parent_transcript=GRMZM2G071333_T01;

parent_gene=GRMZM2G071333
seq=translation;
coord=1:177045380..177050536:-1;

parent_transcript=GRMZM2G094742_T03;

parent_gene=GRMZM2G094742
seq=translation;
coord=2:29943554..29946951:-1;

parent_transcript=GRMZM2G150295_T01;

parent_gene=GRMZM2G150295

GRMZM2G134747_P01

GRMZM2G043822_P02 (+1)

GRMZM2G104481_PO1 (+1)

GRMZM2G118003_P03

GRMZM2G164562_P01

GRMZM5G805485_P01

GRMZM2G116135_P01

GRMZM2G012806_P01

GRMZM2G127087_P01 (+1)

GRMZM2G134738_PO01 (+1)

GRMZM2G071333_P01

GRMZM2G094742_P03

GRMZM2G150295_P01

19 kDa

50 kDa

42 kDa

56 kDa

47 kDa

68 kDa

24 kDa

10 kDa

66 kDa

18 kDa

123 kDa

9 kDa

14 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.7

0.3

0.6

0.6

0.8

0.4

1.8

0.2

-1.3

0.6

0.3

0.1

0.8

0.6

-1.6

0.6

0.7

21

1.4

-1.4

-1.2

-1.9

0.6

3.7

0.7

-1.3

1.2

0.3

1.6

0.9

15

Reference Missing

No Values

2.2

13

0.1

0.6

-1.7

0.6

13

11

0.7

No Values

23

1.4

0.7

-1.7

15

0.6

15

No Values

2.4

1.6

0.7

13

0.7

No Values

-1.6

1.9

0.5



312

313

314

315

316

317

318

319

320

321

322

323

324

seq=translation;
coord=4:191578887..191581169:1;
parent_transcript=GRMZM2G004699_T01;
parent_gene=GRMZM2G004699
seq=translation;
coord=3:1711864..1714237:1;
parent_transcript=GRMZM2G123558_T01;
parent_gene=GRMZM2G123558
seq=translation;
coord=4:230101062..230104782:-1;
parent_transcript=GRMZM2G134582_T01;
parent_gene=GRMZM2G134582
seq=translation;
coord=7:124381997..124386923:1;
parent_transcript=GRMZM2G389173_T01;
parent_gene=GRMZM2G389173
seq=translation; coord=2:7091727..7098725:-
1
parent_transcript=GRMZM2G379758_T01;
parent_gene=GRMZM2G379758
seq=translation;
coord=8:150358554..150362799:-1;
parent_transcript=GRMZM2G055936_T01;
parent_gene=GRMZM2G055936
seq=translation;
coord=7:172711231..172713259:1;
parent_transcript=GRMZM2G063617_T01;
parent_gene=GRMZM2G063617
seq=translation;
coord=5:84934242..84936493:1;
parent_transcript=GRMZM2G010321_T01;
parent_gene=GRMZM2G010321
seq=translation;
coord=10:132006574..132009975:-1;
parent_transcript=GRMZM2G164714_T02;
parent_gene=GRMZM2G164714
seq=translation;
coord=2:71086139..71088448:-1;
parent_transcript=GRMZM2G112176_T01;
parent_gene=GRMZM2G112176
seq=translation;
coord=1:76732179..76733770:-1;
parent_transcript=GRMZM2G077316_T01;
parent_gene=GRMZM2G077316
seq=translation;
coord=8:157452514..157453996:-1;
parent_transcript=GRMZM2G059299_T01;
parent_gene=GRMZM2G059299
seq=translation;
coord=2:197582100..197595530:1;
parent_transcript=GRMZM2G117870_T01;
parent_gene=GRMZM2G117870

GRMZM2G004699_P01

GRMZM2G123558_PO1 (+1)

GRMZM2G134582_P01 (+1)

GRMZM2G389173_P01

GRMZM2G379758_P01

GRMZM2G055936_P01

GRMZM2G063617_P01

GRMZM2G010321_PO1

GRMZM2G164714_P02

GRMZM2G112176_P01 (+1)

GRMZM2G077316_P01

GRMZM2G059299_P01

GRMZM2G117870_P01

34 kDa

23 kDa

47 kDa

47 kDa

106 kDa

17 kDa

15 kDa

17 kDa

52 kDa

16 kDa

26 kDa

49 kDa

120 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Reference Missing

0.9

0.5

0.6

-1.7

0.8

0.2

Reference Missing

0.5

0.3

23

1.2

0.8

0.3

-1.8

-1.8

15

0.1

0.6

Reference Missing

0.8

0.8

0.1

0.2

Reference Missing

0.6

0.5

0.5

0.6

Reference Missing

0.3

No Values

No Values

0.6

1.4

-1.5

No Values

No Values

0.8

13

-1.1

-1.4

-1.6

Reference Missing

No Values

No Values

0.7

Reference Missing

-1.2

-1.2

-1.7

Reference Missing

No Values

No Values

0.7

Reference Missing

-2.3



325

326

327

328

329

330

331

332

333

334

335

336

seq=translation;
coord=4:233024312..233031203:1;
parent_transcript=GRMZM2G165817_T01;
parent_gene=GRMZM2G165817
seq=translation;
coord=1:216050547..216055495:-1;
parent_transcript=GRMZM2G016189_T01;
parent_gene=GRMZM2G016189
seq=translation;
coord=8:38410669..38412926:1;
parent_transcript=GRMZM2G054123_T01;
parent_gene=GRMZM2G054123
seq=translation;
coord=9:139187765..139188857:1;
parent_transcript=GRMZM2G305046_T01;
parent_gene=GRMZM2G305046
seq=translation;
coord=8:160396937..160401812:1;
parent_transcript=GRMZM2G134176_T01;
parent_gene=GRMZM2G134176
seq=translation;
coord=8:135138380..135140767:-1;
parent_transcript=GRMZM2G076544_T01;
parent_gene=GRMZM2G076544
seq=translation;
coord=5:169454598..169459090:1;
parent_transcript=GRMZM2G139300_T01;
parent_gene=GRMZM2G139300
seq=translation;
coord=3:173015163..173022969:-1;
parent_transcript=GRMZM2G038281_T01;
parent_gene=GRMZM2G038281
seq=translation;
coord=2:82394515..82407013:1;
parent_transcript=GRMZM5G858094_T01;
parent_gene=GRMZM5G858094
seq=translation;
coord=8:74938636..74939549:-1;
parent_transcript=GRMZM2G045664_T01;
parent_gene=GRMZM2G045664
seq=translation;
coord=3:26352719..26355885:1;
parent_transcript=GRMZM2G410916_T02;
parent_gene=GRMZM2G410916
seq=translation;
coord=6:165704660..165707098:-1;
parent_transcript=GRMZM2G354604_T01;
parent_gene=GRMZM2G354604
seq=translation;
coord=7:169267359..169269362:1;
parent_transcript=GRMZM2G013652_T01;
parent_gene=GRMZM2G013652

GRMZM2G165817_PO1 (+1)

GRMZM2G016189_P01

GRMZM2G054123_PO01 (+4)

GRMZM2G305046_PO1 (+1)

GRMZM2G134176_P01

GRMZM2G076544_P01

GRMZM2G139300_P01

GRMZM2G038281_PO1 (+1)

GRMZM5G858094_PO1 (+1)

GRMZM2G045664_P01

GRMZM2G410916_P02

GRMZM2G354604_PO1 (+2)

GRMZM2G013652_PO1 (+1)

45 kDa

49 kDa

43 kDa

17 kDa

21 kDa

26 kDa

67 kDa

94 kDa

257 kDa

18 kDa

67 kDa

26 kDa

11 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.2

1.8

-1.2

0.4

-1.1

-1.7

-1.1

0.2

0.9

-1.2

0.5

-1.5

-1.3

0.3

13

0.1

-1.4

0.7

-1.9

-1.7

0.6

0.3

0.2

-1.8

15

-1.8

-1.5

-1.1

-1.1

No Values

-1.6

4.7

-1.8

0.9

0.8

Value Missing

0.6 0.3 0.2
-2.1 -1.4 -0.9
-4.3 -3.9 -4
No Values No Values No Values

43 45 4.5
-0.8 -1.3 -1.6
5.7 5.9 4.8
-1.7 -2.2 -2.3
0.5 0.5 -0.2
-0.7 -2 -0.8
-2 -1.6 -2

0.1 0 -0.4
-0.1 Value Missing 0.5



338

339

340

341

342

343

344

345

346

347

348

349

350

seq=translation;
coord=6:31411848..31415600:-1;

parent_transcript=GRMZM2G099186_T02;

parent_gene=GRMZM2G099186
seq=translation;
coord=10:148535505..148536885:1;

parent_transcript=GRMZM2G011513_T01;

parent_gene=GRMZM2G011513
seq=translation;
coord=2:61490885..61494711:-1;

parent_transcript=GRMZM2G134668_T02;

parent_gene=GRMZM2G134668
seq=translation;
coord=1:58418770..58420264:-1;

parent_transcript=GRMZM2G075290_T01;

parent_gene=GRMZM2G075290
seq=translation;
coord=7:171733893..171737098:-1;

parent_transcript=GRMZM2G025992_T01;

parent_gene=GRMZM2G025992
seq=translation;
coord=4:217021920..217028774:-1;

parent_transcript=GRMZM2G180578_T01;

parent_gene=GRMZM2G180578
seq=translation;
coord=3:226624022..226632817:-1;

parent_transcript=GRMZM2G017086_T01;

parent_gene=GRMZM2G017086
seq=translation;
coord=2:183929119..183934914:-1;

parent_transcript=GRMZM2G399284_T01;

parent_gene=GRMZM2G399284
seq=translation;
coord=4:170332797..170339707:-1;

parent_transcript=GRMZM2G008410_T01;

parent_gene=GRMZM2G008410
seq=translation;
coord=3:218785554..218795824:-1;

parent_transcript=GRMZM2G090779_T01;

parent_gene=GRMZM2G090779
seq=translation;
coord=8:171852196..171855863:-1;

parent_transcript=GRMZM2G159643_T01;

parent_gene=GRMZM2G159643
seq=translation;
coord=2:10210584..10215840:-1;

parent_transcript=GRMZM5G817886_T02;

parent_gene=GRMZM5G817886
seq=translation;
coord=1:246702682..246710172:-1;

parent_transcript=GRMZM2G146589_T01;

parent_gene=GRMZM2G146589

GRMZM2G099186_P02 (+1)

GRMZM2G011513_P01

GRMZM2G134668_P02

GRMZM2G075290_P01

GRMZM2G025992_P01 (+3)

GRMZM2G180578_P01

GRMZM2G017086_PO1 (+1)

GRMZM2G399284_PO1 (+1)

GRMZM2G008410_P01

GRMZM2G090779_P01

GRMZM2G159643_P01

GRMZM5G817886_P02

GRMZM2G146589_PO1 (+3)

35kDa

16 kDa

60 kDa

38 kDa

22 kDa

56 kDa

54 kDa

26 kDa

37 kDa

48 kDa

22 kDa

56 kDa

69 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.8

-1.1

11

0.4

0.1

0.5

11

0.7

0.9

-1.5

0.6

-1.1

0.6

15

0.2

11

0.2

-1.2

0.6

0.7

1.4

0.5

0.3

13

0.1

-1.4

0.5

2.2

0.4

0.4

0.9

3.8

4.7

3.3

0.5

0.8

No Values

0.9

2.5

0 0.1
-4.4 -4.2
2.2 2.2
5.4 5.5

-2 -1.3
1.2 0.6

0 0
1.5 2
-1.6 -1.6
-0.3 0.3

No Values No Values

2 14

15 13

1.8

4.9

13

-1.3

No Values

11

25



351

352

353

354

355

356

357

358

359

360

361

362

363

seq=translation;
coord=7:123475099..123479587:1;

parent_transcript=GRMZM5G824944_T01;

parent_gene=GRMZM5G824944
seq=translation;
coord=1:220892398..220897302:-1;

parent_transcript=GRMZM2G078022_T03;

parent_gene=GRMZM2G078022
seq=translation;
coord=7:136570996..136574421:1;

parent_transcript=GRMZM2G074386_T01;

parent_gene=GRMZM2G074386
seq=translation;
coord=1:20418930..20420739:-1;

parent_transcript=GRMZM2G134367_T01;

parent_gene=GRMZM2G134367
seq=translation;
coord=8:79300397..79307702:1;

parent_transcript=GRMZM2G073774_T01;

parent_gene=GRMZM2G073774
seq=translation;
coord=6:75746632..75749530:-1;

parent_transcript=GRMZM2G130528_T01;

parent_gene=GRMZM2G130528
seq=translation;
coord=1:200480447..200483616:-1;

parent_transcript=GRMZM2G157018_T01;

parent_gene=GRMZM2G157018
seq=translation;
coord=9:48437559..48441823:-1;

parent_transcript=GRMZM2G049811_T01;

parent_gene=GRMZM2G049811
seq=translation;
coord=1:180400813..180406565:-1;

parent_transcript=GRMZM2G085474_T01;

parent_gene=GRMZM2G085474
seq=translation;
coord=9:139511132..139514364:1;

parent_transcript=GRMZM2G366532_T01;

parent_gene=GRMZM2G366532
seq=translation;
coord=4:38181649..38185320:-1;

parent_transcript=GRMZM2G103430_T01;

parent_gene=GRMZM2G103430
seq=translation;
coord=4:53954699..53962275:1;

parent_transcript=GRMZM2G423027_T01;

parent_gene=GRMZM2G423027
seq=translation;
coord=4:237508371..237511930:-1;

parent_transcript=GRMZM2G166035_T01;

parent_gene=GRMZM2G166035

GRMZM5G824944_PO1 (+1)

GRMZM2G078022_PO03 (+2)

GRMZM2G074386_P01

GRMZM2G134367_P01

GRMZM2G073774_PO1 (+2)

GRMZM2G130528_P01

GRMZM2G157018_P01

GRMZM2G049811_P01

GRMZM2G085474_PO1 (+1)

GRMZM2G366532_PO01 (+1)

GRMZM2G103430_P01 (+4)

GRMZM2G423027_PO1 (+1)

GRMZM2G166035_PO1 (+1)

68 kDa

23 kDa

24 kDa

47 kDa

59 kDa

40 kDa

20 kDa

41 kDa

41 kDa

72 kDa

51 kDa

25 kDa

31 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.1

0.8

1.7

0.2

-1.1

0.2

2.6

0.9

0.5

-1.1

1.9

1.9

0.5

-1.1

0.2

-1.2

0.3

-1.1

0.6

0.3

Reference Missing

-1.1

-1.9

2.3

No Values

-1.6

0.3

-1.3

0.2

1.8

No Values

-1.2

0.7

-1.6

-1.6

0.2

2.9

No Values

-1.5

-1.5

1.2

0.5

3.4

No Values

-1.1

15



364

365

366

367

368

369

370

371

372

373

374

375

376

seq=translation;
coord=5:199376854..199379060:1;

parent_transcript=GRMZM2G027741_T01;

parent_gene=GRMZM2G027741
seq=translation;
coord=3:161953049..161955801:1;

parent_transcript=GRMZM2G153991_T01;

parent_gene=GRMZM2G153991
seq=translation;
coord=6:161454531..161462066:-1;

parent_transcript=GRMZM2G090087_T02;

parent_gene=GRMZM2G090087
seq=translation;
coord=7:23715448..23717527:-1;

parent_transcript=GRMZM2G097030_T01;

parent_gene=GRMZM2G097030
seq=translation;
coord=6:31868128..31869802:-1;

parent_transcript=GRMZM2G163406_T01;

parent_gene=GRMZM2G163406
seq=translation;
coord=8:95715355..95726032:1;

parent_transcript=GRMZM2G375504_T01;

parent_gene=GRMZM2G375504
seq=translation;
coord=7:147132517..147134161:-1;

parent_transcript=GRMZM2G168330_T02;

parent_gene=GRMZM2G168330
seq=translation;
coord=1:60163114..60165406:1;

parent_transcript=GRMZM2G000923_T01;

parent_gene=GRMZM2G000923
seq=translation;
coord=9:107209042..107212141:1;

parent_transcript=GRMZM2G172357_T01;

parent_gene=GRMZM2G172357
seq=translation;
coord=1:293135180..293138761:1;

parent_transcript=GRMZM2G061900_T01;

parent_gene=GRMZM2G061900
seq=translation;
coord=1:234307913..234320907:1;

parent_transcript=GRMZM2G008607_T01;

parent_gene=GRMZM2G008607
seq=translation;
coord=6:79193305..79195490:1;

parent_transcript=GRMZM2G127948_T01;

parent_gene=GRMZM2G127948
seq=translation;
coord=3:231823510..231824603:1;

parent_transcript=GRMZM2G107839_T01;

parent_gene=GRMZM2G107839

GRMZM2G027741_PO1 (+3)

GRMZM2G153991_P01

GRMZM2G090087_P02 (+1)

GRMZM2G097030_P01

GRMZM2G163406_P01

GRMZM2G375504_PO1 (+2)

GRMZM2G168330_P02

GRMZM2G000923_PO1 (+2)

GRMZM2G172357_PO1 (+3)

GRMZM2G061900_PO1 (+3)

GRMZM2G008607_P01

GRMZM2G127948_P01

GRMZM2G107839_PO1 (+1)

29 kDa

16 kDa

61 kDa

51 kDa

33 kDa

78 kDa

15 kDa

23 kDa

15 kDa

24 kDa

40 kDa

29 kDa

16 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

2.2

0.1

0.8

0.4

0.7

Value Missing

1.2

0.6

0.5

0.7

1.2

23

Value Missing

0.9

-1.4

0.3

0.6

0.9

0.4

0.9

15

-1.6

Value Missing

1.2

-1.1

13

0.2

1.6

4.9

-5.5

2.7

13

0.4

1.8

0.9

-1.4

-1.6

4.7

3.7

0.7

0.8

-1.5

0.8

-5.7

4.5

0.5

-1.3

1.2

-1.5

0.3

0.6

4.6

-1.9

1.6

0.8

0.8



377

378

379

380

381

383

384

385

386

387

388

389

seq=translation;
coord=4:239151749..239155703:-1;

parent_transcript=GRMZM2G024310_T01;

parent_gene=GRMZM2G024310
seq=translation;
coord=9:145346839..145349218:-1;

parent_transcript=GRMZM2G067225_T01;

parent_gene=GRMZM2G067225
seq=translation;
coord=5:163984090..163986394:1;

parent_transcript=GRMZM2G143008_T01;

parent_gene=GRMZM2G143008
seq=translation;
coord=2:232101270..232109417:-1;

parent_transcript=GRMZM2G036034_T01;

parent_gene=GRMZM2G036034
seq=translation;
coord=1:26684241..26696594:-1;

parent_transcript=GRMZM2G099628_T02;

parent_gene=GRMZM2G099628
seq=translation;
coord=3:12189233..12194178:1;

parent_transcript=GRMZM2G054559_T01;

parent_gene=GRMZM2G054559
seq=translation;
coord=2:31644513..31646214:-1;

parent_transcript=GRMZM2G083253_T02;

parent_gene=GRMZM2G083253
seq=translation;
coord=7:150542721..150550925:1;

parent_transcript=GRMZM2G138220_T01;

parent_gene=GRMZM2G138220
seq=translation;
coord=9:37790950..37793111:1;

parent_transcript=GRMZM2G118873_T01;

parent_gene=GRMZM2G118873
seq=translation;
coord=2:220832499..220836411:-1;

parent_transcript=GRMZM2G148769_T01;

parent_gene=GRMZM2G148769
seq=translation;
coord=7:153098952..153101687:1;

parent_transcript=GRMZM2G117642_T02;

parent_gene=GRMZM2G117642
seq=translation;
coord=4:197363864..197368446:-1;

parent_transcript=GRMZM2G002220_T01;

parent_gene=GRMZM2G002220
seq=translation;
coord=10:34232717..34238135:1;

parent_transcript=GRMZM2G016890_T01;

parent_gene=GRMZM2G016890

GRMZM2G024310_P01

GRMZM2G067225_P01

GRMZM2G143008_P01

GRMZM2G036034_PO1 (+1)

GRMZM2G099628_P02

GRMZM2G054559_PO1 (+1)

GRMZM2G083253_P02 (+6)

GRMZM2G138220_PO1 (+1)

GRMZM2G118873_PO01 (+2)

GRMZM2G148769_PO1 (+1)

GRMZM2G117642_P02

GRMZM2G002220_P01

GRMZM2G016890_P01

28 kDa

53 kDa

69 kDa

99 kDa

89 kDa

92 kDa

17 kDa

21 kDa

25 kDa

35kDa

19 kDa

89 kDa

64 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

1.4 0.8 15 0.6
1 0.6 1 1.7
No Values No Values No Values No Values

0.9 1.1 -1.2 1.1

E -1 0.7 -1.2
-0.5 0.5 -0.7 0.1
-0.5 -0.4 -0.9 -1.5
0.7 0.7 0.4 0.8
33 -0.8 -0.8 -1
-1.1 -1.4 -0.9 Value Missing

0.7 0.5 -0.5 -0.7
No Values No Values No Values No Values
-0.8 -1.5 -0.6 -1

No Values

No Values

1.2

2.6

-1.3

3.2

-1.7

No Values

No Values

No Values

15

1.4

2.6

0.9

-1.6

Value Missing

0.6

No Values

No Values

No Values

1.2

2.5

2.8

0.6

-1.3

0.1

No Values

No Values

No Values

0.9

2.8

3.2

-1.3

-1.3

0.1

No Values



390

391

392

393

394

395

396

397

398

399

401

402

seq=translation;
coord=8:162756043..162756672:-1;

parent_transcript=GRMZM2G170969_T01;

parent_gene=GRMZM2G170969
seq=translation;
coord=9:24144173..24150987:-1;

parent_transcript=GRMZM2G122135_T03;

parent_gene=GRMZM2G122135
seq=translation;
coord=8:163654067..163656422:-1;

parent_transcript=GRMZM2G333861_T01;

parent_gene=GRMZM2G333861
seq=translation;
coord=3:127004080..127006073:-1;

parent_transcript=GRMZM2G067456_T01;

parent_gene=GRMZM2G067456
seq=translation;
coord=3:208332821..208344531:1;

parent_transcript=GRMZM2G085078_T01;

parent_gene=GRMZM2G085078
seq=translation;
coord=5:154983595..154988021:1;

parent_transcript=GRMZM2G167356_T01;

parent_gene=GRMZM2G167356
seq=translation;
coord=4:28340661..28347586:1;

parent_transcript=GRMZM2G426591_T01;

parent_gene=GRMZM2G426591
seq=translation;
coord=3:135594596..135597030:-1;

parent_transcript=GRMZM2G108348_T01;

parent_gene=GRMZM2G108348
seq=translation;
coord=3:197717130..197718439:-1;

parent_transcript=GRMZM2G043521_T01;

parent_gene=GRMZM2G043521
seq=translation;
coord=5:72919285..72923425:-1;

parent_transcript=GRMZM2G370852_T01;

parent_gene=GRMZM2G370852
seq=translation;
coord=4:175134158..175138628:1;

parent_transcript=GRMZM2G070239_T01;

parent_gene=GRMZM2G070239
seq=translation;
coord=4:179822113..179823382:-1;

parent_transcript=GRMZM2G007729_T02;

parent_gene=GRMZM2G007729
seq=translation;
coord=5:68020016..68022909:-1;

parent_transcript=GRMZM2G108474_T01;

parent_gene=GRMZM2G108474

GRMZM2G170969_P01

GRMZM2G122135_P03

GRMZM2G333861_P01

GRMZM2G067456_PO1 (+3)

GRMZM2G085078_PO1 (+1)

GRMZM2G167356_PO1 (+1)

GRMZM2G426591_PO1 (+2)

GRMZM2G108348_PO01 (+1)

GRMZM2G043521_P01

GRMZM2G370852_PO1 (+2)

GRMZM2G070239_PO1 (+1)

GRMZM2G007729_P02

GRMZM2G108474_P01

10 kDa

66 kDa

53 kDa

28 kDa

239 kDa

39 kDa

49 kDa

22 kDa

28 kDa

55 kDa

19 kDa

24 kDa

19 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

2.7

0.3

0.1

-1.4

Value Missing

0.6

0.8

Reference Missing

2.4

0.1

-1.8

0.1

2.6

0.1

Value Missing

3.7

0.2

-1.2

0.1

13

Reference Missing

-1.7

2.6

0.7

15

0.1

No Values

-1.3

0.6

1.7

0.9

-1.2

0.6

No Values

0.7

0.9

1.2

Reference Missing

Reference Missing

-1.5

No Values

0.9

0.3

13

Value Missing

1.4

-0.6

-1.9

No Values

0.9

1.2

-1.4

0.7

15



404

407

410

411

412

413

414

415

seq=translation;
coord=5:213336713..213337573:1;
parent_transcript=GRMZM2G119782_T01;
parent_gene=GRMZM2G119782
seq=translation;
coord=3:215654139..215663757:-1;
parent_transcript=GRMZM2G125193_T01;
parent_gene=GRMZM2G125193
seq=translation;
coord=7:134970635..134972839:-1;
parent_transcript=GRMZM2G052266_T01;
parent_gene=GRMZM2G052266
seq=translation;
coord=3:202362837..202365659:1;
parent_transcript=GRMZM2G161868_T01;
parent_gene=GRMZM2G161868
seq=translation;
coord=8:60632430..60633244:-1;
parent_transcript=GRMZM2G050607_T01;
parent_gene=GRMZM2G050607
seq=translation;
coord=1:15773796..15778609:-1;
parent_transcript=GRMZM2G119852_T01;
parent_gene=GRMZM2G119852
seq=translation;
coord=8:170316262..170329055:1;
parent_transcript=GRMZM2G166345_T02;
parent_gene=GRMZM2G166345
seq=translation;
coord=5:75935116..75939320:-1;
parent_transcript=GRMZM2G019121_T01;
parent_gene=GRMZM2G019121
seq=translation;
coord=6:158451653..158457625:-1;
parent_transcript=GRMZM2G176396_T01;
parent_gene=GRMZM2G176396
seq=translation;
coord=5:163209220..163228678:1;
parent_transcript=GRMZM2G012690_T01;
parent_gene=GRMZM2G012690
seq=translation;
coord=4:161070624..161077204:-1;
parent_transcript=GRMZM2G015875_T01;
parent_gene=GRMZM2G015875
seq=translation;
coord=6:71732900..71733812:-1;
parent_transcript=GRMZM2G101859_T01;
parent_gene=GRMZM2G101859
seq=translation;
coord=7:165243551..165244574:-1;
parent_transcript=GRMZM2G030731_T01;
parent_gene=GRMZM2G030731

GRMZM2G119782_P01

GRMZM2G125193_P01

GRMZM2G052266_PO1 (+1)

GRMZM2G161868_P01

GRMZM2G050607_P01

GRMZM2G119852_P01

GRMZM2G166345_P02

GRMZM2G019121_PO1

GRMZM2G176396_PO1 (+2)

GRMZM2G012690_P01

GRMZM2G015875_P01

GRMZM2G101859_P01

GRMZM2G030731_PO1 (+1)

11 kDa

26 kDa

44 kDa

62 kDa

16 kDa

52 kDa

38 kDa

61 kDa

42 kDa

47 kDa

133 kDa

16 kDa

16 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.8

-1.7

No Values

0.1

0.4

-1.1

0.9

-1.1

-1.5

No Values

0.3

-1.3

0.2

0.9

0.6

-0.7 -2 -4

11 -0.3 0.3

-1.8 1.1 -4.9

-1.6 -1.8 -0.4
No Values No Values

-0.6 -0.5 0.7
-0.3 -0.9 0.6
0.4 0.2 0.3
-0.3 0.1 -0.8
-1.2 -2.2 -1.2
0.5 -0.1 11
0.6 0 -2.1
0.2 0.3 1.4

Reference Missing

-1.4

0.9

Reference Missing

Reference Missing

0.1

0.3

-1.5

0.2

Reference Missing

0.4

0.1

-1.4

1.8

0.8

2.1

0.6

-1.9

-1.2



416

417

418

419

420

421

422

423

424

425

426

427

428

seq=translation;
coord=2:192576240..192582957:1;
parent_transcript=GRMZM2G097226_T01;
parent_gene=GRMZM2G097226
seq=translation;
coord=4:230189571..230193924:-1;
parent_transcript=GRMZM2G161969_T01;
parent_gene=GRMZM2G161969
seq=translation;
coord=1:46852658..46861936:1;
parent_transcript=GRMZM2G010328_T01;
parent_gene=GRMZM2G010328

seq=translation; coord=5:741455..752529:1;
parent_transcript=GRMZM2G022258_T01;
parent_gene=GRMZM2G022258

seq=translation;
coord=2:133839420..133842192:1;
parent_transcript=GRMZM2G111143_T01;
parent_gene=GRMZM2G111143
seq=translation; coord=2:4174237..4178923:-
1
parent_transcript=GRMZM2G039588_T03;
parent_gene=GRMZM2G039588
seq=translation;
coord=4:155907661..155908892:-1;
parent_transcript=GRMZM2G044627_T01;
parent_gene=GRMZM2G044627
seq=translation;
coord=3:132396184..132400373:-1;
parent_transcript=GRMZM2G063949_T01;
parent_gene=GRMZM2G063949
seq=translation;
coord=6:162010397..162015714:1;
parent_transcript=GRMZM2G079263_T01;
parent_gene=GRMZM2G079263
seq=translation;
coord=5:142403718..142405631:1;
parent_transcript=GRMZM2G412436_T01;
parent_gene=GRMZM2G412436
seq=translation;
coord=3:47448537..47463984:-1;
parent_transcript=GRMZM2G011101_T01;
parent_gene=GRMZM2G011101
seq=translation;
coord=9:143165107..143170341:1;
parent_transcript=GRMZM2G147671_T01;
parent_gene=GRMZM2G147671
seq=translation;
coord=1:202752380..202764238:1;
parent_transcript=GRMZM2G389233_T03;
parent_gene=GRMZM2G389233

GRMZM2G097226_PO01 (+1)

GRMZM2G161969_P01

GRMZM2G010328_P01

GRMZM2G022258_PO01 (+1)

GRMZM2G111143_PO01 (+2)

GRMZM2G039588_P03

GRMZM2G044627_P01

GRMZM2G063949_P01 (+2)

GRMZM2G079263_PO1 (+2)

GRMZM2G412436_P01

GRMZM2G011101_PO1 (+1)

GRMZM2G147671_PO1 (+3)

GRMZM2G389233_P03

40 kDa

40 kDa

50 kDa

122 kDa

49 kDa

38 kDa

26 kDa

44 kDa

52 kDa

62 kDa

105 kDa

42 kDa

100 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.1

0.6

0.1

No Values

0.3

Value Missing

1.9

-1.2

No Values

Value Missing

0 0.2

0 -0.1
-0.6 -0.3
-0.8 0.4
0.1 0.4
-0.2 0

0.8 1.2
-0.4 -0.4
-1.5 -1.8

No Values No Values

-0.2 Value Missing
-0.2 -0.1
-0.3 -0.3

5.7

2.2

0.8

0.8

11

Reference Missing

0.4

11

-1.1

5.5

15

0.8

0.4

Reference Missing

-1.7

Value Missing

Reference Missing

0.6

-1.7

5.9

1.6

0.7

1.6

-0.6

-1.6

Value Missing

Reference Missing

0.9

-1.4

5.6

0.5

-1.1

Reference Missing

-1.6

-1.4

Value Missing

2.1

-1.2

0.9

Reference Missing



429

431

432

434

437

440

441

seq=translation;
coord=1:290265297..290286811:1;
parent_transcript=GRMZM2G082664_T01;
parent_gene=GRMZM2G082664
seq=translation;
coord=5:10855539..10861668:-1;
parent_transcript=GRMZM2G109383_T01;
parent_gene=GRMZM2G109383
seq=translation;
coord=2:160150779..160152270:1;
parent_transcript=GRMZM2G304548_T01;
parent_gene=GRMZM2G304548
seq=translation;
coord=1:192404194..192408778:-1;
parent_transcript=GRMZM2G096806_T01;
parent_gene=GRMZM2G096806
seq=translation;
coord=2:139185152..139187472:-1;
parent_transcript=GRMZM2G047292_T01;
parent_gene=GRMZM2G047292
seq=translation;
coord=5:47578824..47582423:1;
parent_transcript=GRMZM2G085967_T01;
parent_gene=GRMZM2G085967
seq=translation; coord=6:1338452..1339388:-
1
parent_transcript=GRMZM2G122357_T01;
parent_gene=GRMZM2G122357
seq=translation;
coord=1:25381004..25387870:-1;
parent_transcript=GRMZM2G069765_T01;
parent_gene=GRMZM2G069765
seq=translation;
coord=4:125089612..125098586:-1;
parent_transcript=GRMZM2G157019_T01;
parent_gene=GRMZM2G157019
seq=translation;
coord=5:186082222..186092865:1;
parent_transcript=GRMZM2G064695_T04;
parent_gene=GRMZM2G064695
seq=translation;
coord=3:3887574..3888713:1;
parent_transcript=GRMZM2G093405_T01;
parent_gene=GRMZM2G093405
seq=translation;
coord=5:157277567..157288178:1;
parent_transcript=GRMZM2G124886_T01;
parent_gene=GRMZM2G124886
seq=translation;
coord=7:174582270..174585306:-1;
parent_transcript=GRMZM2G056569_T01;
parent_gene=GRMZM2G056569

GRMZM2G082664_P01

GRMZM2G109383_P01

GRMZM2G304548_P01

GRMZM2G096806_P01

GRMZM2G047292_P01

GRMZM2G085967_PO1 (+1)

GRMZM2G122357_P01

GRMZM2G069765_P01

GRMZM2G157019_P01

GRMZM2G064695_P04

GRMZM2G093405_PO1 (+1)

GRMZM2G124886_PO1 (+8)

GRMZM2G056569_P01

52 kDa

71kDa

20 kDa

115 kDa

54 kDa

35kDa

14 kDa

61 kDa

28 kDa

45 kDa

24 kDa

104 kDa

49 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.6

No Values

No Values

No Values

0.3

No Values

0.2

0.1

0.8

No Values

No Values

Reference Missing

0.7

No Values

-1.2

13

0.3

0.9

No Values

No Values

Reference Missing

-1.3

No Values

-1.3

0.4

0.1

0.9

No Values

No Values

Reference Missing

-1.8

No Values

-1.3

0.1

2.6

1.2

-1.6

0.7

0.7

2.2

4.1

2.5

-1.8

Reference Missing

0.3

0.7

0.9

1.7

Reference Missing

2.6

-1.3

0.1

0.7

-1.7

Reference Missing

0.1

0.6

0.9

5.1

2.2

-1.4

0.2

0.6

0.3

0.5

0.7

0.4

39



442

443

444

445

446

447

448

449

451

452

454

seq=translation;
coord=8:116533013..116535098:1;
parent_transcript=GRMZM2G009936_T01;
parent_gene=GRMZM2G009936
seq=translation;
coord=1:62530194..62532719:1;
parent_transcript=GRMZM2G577677_T01;
parent_gene=GRMZM2G577677
seq=translation;
coord=9:106627644..106628551:-1;
parent_transcript=GRMZM2G361699_T01;
parent_gene=GRMZM2G361699
seq=translation;
coord=7:116376688..116380988:1;
parent_transcript=GRMZM2G116689_T01;
parent_gene=GRMZM2G116689
seq=translation;
coord=8:4232302..4235855:1;
parent_transcript=GRMZM2G015361_T01;
parent_gene=GRMZM2G015361
seq=translation;
coord=3:228250718..228270546:-1;
parent_transcript=GRMZM2G035620_T01;
parent_gene=GRMZM2G035620
seq=translation;
coord=1:38637065..38637541:1;
parent_transcript=AC208204.3_FGT006;
parent_gene=AC208204.3_FG006
seq=translation;
coord=3:168695539..168699190:1;
parent_transcript=GRMZM2G156861_T02;
parent_gene=GRMZM2G156861
seq=translation;
coord=4:193146957..193151153:1;
parent_transcript=GRMZM5G821551_T02;
parent_gene=GRMZM5G821551
seq=translation;
coord=1:221739264..221743951:-1;
parent_transcript=GRMZM2G450163_T01;
parent_gene=GRMZM2G450163
seq=translation; coord=6:4896839..4897613:-
1
parent_transcript=GRMZM2G391364_T01;
parent_gene=GRMZM2G391364
seq=translation;
coord=5:185405145..185408787:1;
parent_transcript=GRMZM2G148387_T01;
parent_gene=GRMZM2G148387
seq=translation;
coord=3:141261688..141325830:1;
parent_transcript=GRMZM2G073584_T02;
parent_gene=GRMZM2G073584

GRMZM2G009936_PO1 (+2)

GRMZM2G577677_P01

GRMZM2G361699_P01

GRMZM2G116689_PO1 (+1)

GRMZM2G015361_PO01 (+17)

GRMZM2G035620_P01

AC208204.3_FGPOO6 (+1)

GRMZM2G156861_P02

GRMZM5G821551_P02 (+1)

GRMZM2G450163_P01

GRMZM2G391364_P01

GRMZM2G148387_P01

GRMZM2G073584_P02

13 kDa

15 kDa

12 kDa

17 kDa

24 kDa

31 kDa

18 kDa

98 kDa

70 kDa

67 kDa

17 kDa

14 kDa

102 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

13

0.1

0.3

0.7

0.2

Value Missing

1.6

0.6

0.2

13

0.1

0.1

0.8

2.2

0.1

-1.5

0.5

Value Missing

11

0.5

-1.1

0.3

-1.1

0.4

Value Missing

0.9

-1.2

0.3

13

-1.2

1.8

-3.4

No Values

-1.6

14

Reference Missing

No Values

0.8

11

0.2

Reference Missing

0.6

No Values

0.7

-1.5

-2.6

0.6

0.3

-1.3

29

No Values

0.5

23

-1.2



457

461

462

464

467

seq=translation;
coord=10:148228962..148233420:1;

parent_transcript=GRMZM2G008714_T01;

parent_gene=GRMZM2G008714
seq=translation;
coord=5:213904655..213909590:1;

parent_transcript=GRMZM5G836910_T01;

parent_gene=GRMZM5G836910
seq=translation;
coord=1:91875822..91877199:-1;

parent_transcript=GRMZM2G176595_T01;

parent_gene=GRMZM2G176595
seq=translation;
coord=10:23213183..23215664:1;

parent_transcript=GRMZM2G036427_T01;

parent_gene=GRMZM2G036427
seq=translation;
coord=9:136016928..136020802:-1;

parent_transcript=GRMZM2G152417_T01;

parent_gene=GRMZM2G152417
seq=translation;
coord=8:77429944..77433319:1;

parent_transcript=GRMZM2G464401_T01;

parent_gene=GRMZM2G464401
seq=translation;
coord=3:43991720..43996960:1;

parent_transcript=GRMZM2G018566_T01;

parent_gene=GRMZM2G018566
seq=translation;
coord=2:176644918..176648601:1;

parent_transcript=GRMZM2G150616_T01;

parent_gene=GRMZM2G150616
seq=translation;
coord=4:154624996..154627067:1;

parent_transcript=GRMZM2G156785_T01;

parent_gene=GRMZM2G156785
seq=translation;
coord=9:23256308..23260236:-1;

parent_transcript=GRMZM2G024993_T01;

parent_gene=GRMZM2G024993
seq=translation;
coord=4:37762302..37763543:-1;

parent_transcript=GRMZM2G112050_T01;

parent_gene=GRMZM2G112050
seq=translation;
coord=9:28603999..28607933:1;

parent_transcript=GRMZM2G153969_T01;

parent_gene=GRMZM2G153969
seq=translation;
coord=3:197406823..197407784:-1;

parent_transcript=GRMZM2G010762_T01;

parent_gene=GRMZM2G010762

GRMZM2G008714_PO1 (+1)

GRMZM5G836910_P01

GRMZM2G176595_P01

GRMZM2G036427_PO1 (+1)

GRMZM2G152417_P01

GRMZM2G464401_P01

GRMZM2G018566_PO1 (+1)

GRMZM2G150616_P01

GRMZM2G156785_PO1 (+2)

GRMZM2G024993_PO1 (+1)

GRMZM2G112050_PO1 (+2)

GRMZM2G153969_P01

GRMZM2G010762_P01

66 kDa

50 kDa

30 kDa

18 kDa

63 kDa

39 kDa

40 kDa

29 kDa

15 kDa

67 kDa

16 kDa

18 kDa

23 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

No Values

0.8

0.7

-1.2

0.3

2.4

1.2

-1.1

1.2

No Values

11

1.8

1.7

-1.1

0.4

0.6

11

-1.1

0.9

No Values

1.9

15

0.3

0.7

0.2

0.5

-1.1

2.4

0.5

No Values

1.7

1.9

11

0.3

0.2

0.3

0.2

1.9

5.1

0.4

No Values

No Values

Reference Missing

0.8

2.7

3.8

-1.5

Reference Missing

0.8

4.8

14

No Values

No Values

0.2

Reference Missing

1.7

25

Reference Missing

4.9

Reference Missing

No Values

No Values

13

0.5

2.7

Reference Missing

3.2

24

4.7

Reference Missing

No Values

No Values

14

0.5

29

3.1



470

471

472

473

474

475

476

477

478

479

seq=translation; coord=1:7192641..7198439:-
1
parent_transcript=GRMZM2G057158_T01;
parent_gene=GRMZM2G057158
seq=translation;
coord=2:110896551..110900469:-1;
parent_transcript=GRMZM2G033894_T01;
parent_gene=GRMZM2G033894
seq=translation;
coord=8:116617793..116620719:-1;
parent_transcript=GRMZM5G802801_T01;
parent_gene=GRMZM5G802801
seq=translation;
coord=2:125696253..125710943:1;
parent_transcript=GRMZM5G877316_T02;
parent_gene=GRMZM5G877316
seq=translation;
coord=6:120018887..120020772:1;
parent_transcript=GRMZM2G383404_T01;
parent_gene=GRMZM2G383404
seq=translation;
coord=2:60415730..60417474:1;
parent_transcript=GRMZM2G085260_T01;
parent_gene=GRMZM2G085260
seq=translation;
coord=10:22319764..22321055:-1;
parent_transcript=GRMZM2G075283_T01;
parent_gene=GRMZM2G075283
seq=translation;
coord=5:208194750..208197747:1;
parent_transcript=GRMZM2G061950_T01;
parent_gene=GRMZM2G061950
seq=translation; coord=2:1436938..1441569:-
1
parent_transcript=GRMZM2G019500_T01;
parent_gene=GRMZM2G019500
seq=translation;
coord=3:126628409..126636305:-1;
parent_transcript=GRMZM2G066650_T01;
parent_gene=GRMZM2G066650
seq=translation;
coord=1:236088923..236128384:-1;
parent_transcript=GRMZM2G053764_T01;
parent_gene=GRMZM2G053764
seq=translation;
coord=4:233821047..233828196:1;
parent_transcript=GRMZM2G064023_T01;
parent_gene=GRMZM2G064023
seq=translation;
coord=8:6456722..6458297:1;
parent_transcript=GRMZM2G328094_T01;
parent_gene=GRMZM2G328094

GRMZM2G057158_PO1 (+1)

GRMZM2G033894_P01

GRMZM5G802801_P0O1

GRMZM5G877316_P02 (+1)

GRMZM2G383404_P01

GRMZM2G085260_P01

GRMZM2G075283_P01

GRMZM2G061950_P01

GRMZM2G019500_P01

GRMZM2G066650_P01

GRMZM2G053764_PO1 (+3)

GRMZM2G064023_PO01 (+3)

GRMZM2G328094_P01

56 kDa

46 kDa

71kDa

47 kDa

52 kDa

34 kDa

17 kDa

35kDa

32 kDa

96 kDa

42 kDa

52 kDa

39 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.1

0.5

No Values

0.7

0.4

No Values

0.3

0.1

0.8

No Values

0.1

0.1

No Values

0.3

14

No Values

0.2

0.4

No Values

0.3

No Values

0.6

No Values

2.2

0.1

0.5

0.3

No Values

0.1

No Values

0.3

0.4

No Values

29

No Values

No Values

No Values

No Values

11

0.6

0.3

No Values

No Values

No Values

0.8

0.3

0.2

No Values

1.6

No Values

No Values

0.1

0.4

No Values

33

No Values

No Values



481

482

484

487

491

492

seq=translation;
coord=5:215477924..215482853:1;

parent_transcript=GRMZM2G078396_T01;

parent_gene=GRMZM2G078396

seq=translation; coord=3:6926705..6931400:-

1

parent_transcript=GRMZM2G166646_T01;

parent_gene=GRMZM2G166646
seq=translation;
coord=7:19072056..19090250:-1;

parent_transcript=GRMZM2G462325_T01;

parent_gene=GRMZM2G462325
seq=translation;
coord=1:273865741..273870770:-1;

parent_transcript=GRMZM2G416388_T01;

parent_gene=GRMZM2G416388
seq=translation;
coord=1:52807627..52810251:-1;

parent_transcript=GRMZM2G018728_T01;

parent_gene=GRMZM2G018728
seq=translation;
coord=1:79131877..79132681:-1;

parent_transcript=GRMZM2G401328_T01;

parent_gene=GRMZM2G401328
seq=translation;
coord=8:162579348..162580103:-1;

parent_transcript=GRMZM2G030717_T01;

parent_gene=GRMZM2G030717
seq=translation;
coord=8:133178452..133180059:1;

parent_transcript=GRMZM2G005552_T01;

parent_gene=GRMZM2G005552
seq=translation;
coord=7:168744978..168747272:1;

parent_transcript=GRMZM2G039757_T01;

parent_gene=GRMZM2G039757
seq=translation;
coord=4:131010547..131027664:-1;

parent_transcript=GRMZM2G006672_T02;

parent_gene=GRMZM2G006672
seq=translation;
coord=7:159130478..159136959:-1;

parent_transcript=GRMZM2G107562_T01;

parent_gene=GRMZM2G107562
seq=translation;
coord=2:22990515..22995670:1;

parent_transcript=GRMZM2G122937_T01;

parent_gene=GRMZM2G122937
seq=translation;
coord=5:210169906..210174618:-1;

parent_transcript=GRMZM2G015401_T01;

parent_gene=GRMZM2G015401

GRMZM2G078396_P01 (+4)

GRMZM2G166646_P01

GRMZM2G462325_P01

GRMZM2G416388_PO1 (+3)

GRMZM2G018728_P01

GRMZM2G401328_P01

GRMZM2G030717_P01

GRMZM2G005552_P01

GRMZM2G039757_P01

GRMZM2G006672_P02

GRMZM2G107562_P01

GRMZM2G122937_P01 (+1)

GRMZM2G015401_PO1 (+1)

15 kDa

54 kDa

49 kDa

22 kDa

14 kDa

19 kDa

16 kDa

38 kDa

72 kDa

40 kDa

18 kDa

22 kDa

39 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

11

1.7

No Values

-1.2

0.4

2.3

0.9

1.2

0.7

No Values

-1.3

-1.3

0.6

0.4

0.3

1.6

0.7

0.7

13

No Values

-1.6

0.3

0.9

0.3

-1.2

0.2

0.9

0.8

No Values

-1.1

0.9

0.8

13

1.1

-1.4

0.3

1.2

1.6

3.7

13

Reference Missing

Value Missing

5.8

Reference Missing

No Values

2.4

0.9

23

1.2

Reference Missing

Value Missing

5.8

Reference Missing

No Values

0.1

0.5

24

Reference Missing

Value Missing

6.8

0.9

No Values

15

0.3

Value Missing

7.1

Reference Missing

No Values

-1.1



494

497

500

501

502

503

504

505

506

seq=translation;
coord=7:127859191..127864034:-1;

parent_transcript=GRMZM2G140614_T01;

parent_gene=GRMZM2G140614
seq=translation;
coord=1:217021624..217059348:1;

parent_transcript=GRMZM2G090542_T01;

parent_gene=GRMZM2G090542
seq=translation;
coord=3:171894936..171898201:1;

parent_transcript=GRMZM2G167637_T01;

parent_gene=GRMZM2G167637
seq=translation;
coord=1:267609498..267614894:-1;

parent_transcript=GRMZM2G010054_T01;

parent_gene=GRMZM2G010054
seq=translation;
coord=5:202811453..202814808:1;

parent_transcript=GRMZM2G180930_T02;

parent_gene=GRMZM2G180930
seq=translation;
coord=2:233428481..233430995:-1;

parent_transcript=GRMZM2G018607_T01;

parent_gene=GRMZM2G018607
seq=translation;
coord=6:56216948..56219146:-1;

parent_transcript=GRMZM2G385287_T01;

parent_gene=GRMZM2G385287
seq=translation;
coord=7:150418464..150423441:1;

parent_transcript=GRMZM2G075719_T01;

parent_gene=GRMZM2G075719
seq=translation;
coord=8:173702854..173715423:1;

parent_transcript=GRMZM2G110714_T01;

parent_gene=GRMZM2G110714
seq=translation;
coord=6:138057377..138059762:-1;

parent_transcript=GRMZM2G078985_T01;

parent_gene=GRMZM2G078985
seq=translation;
coord=6:108069110..108070157:1;

parent_transcript=GRMZM2G073150_T01;

parent_gene=GRMZM2G073150
seq=translation;
coord=8:63271714..63275991:-1;

parent_transcript=GRMZM2G168681_T01;

parent_gene=GRMZM2G168681
seq=translation;
coord=3:186781963..186783499:-1;

parent_transcript=GRMZM2G460860_T01;

parent_gene=GRMZM2G460860

GRMZM2G140614_PO1 (+1)

GRMZM2G090542_P01

GRMZM2G167637_P01

GRMZM2G010054_PO1 (+1)

GRMZM2G180930_P02 (+1)

GRMZM2G018607_P01

GRMZM2G385287_P01

GRMZM2G075719_PO1 (+1)

GRMZM2G110714_PO1 (+1)

GRMZM2G078985_PO1 (+2)

GRMZM2G073150_P01

GRMZM2G168681_P01

GRMZM2G460860_P01

68 kDa

98 kDa

59 kDa

136 kDa

36 kDa

78 kDa

21 kDa

23 kDa

110 kDa

22 kDa

16 kDa

40 kDa

35kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.1

0.2

1.8

0.6

1.2

No Values

Reference Missing

0.1

0.1

21

-1.2

0.9

No Values

Reference Missing

21

15

No Values

Reference Missing

0.3

1.1

0.1

0.3

No Values

Reference Missing

3.4

0.4

1.2

Reference Missing

0.8

15

0.4

1.6

2.8

0.6

1.1

0.6

1.6

0.9

0.7

21

11

3.1

0.1

0.3

0.4

0.1

1.6

0.7

0.1

1.2

1.2

Reference Missing

2.6

0.7

Reference Missing

1.7

13

0.2

23



507

508

509

510

511

512

513

514

515

516

517

518

519

seq=translation;
coord=8:69592559..69594672:1;
parent_transcript=GRMZM2G001514_T01;
parent_gene=GRMZM2G001514
seq=translation;
coord=6:142310594..142315324:-1;
parent_transcript=GRMZM2G137535_T01;
parent_gene=GRMZM2G137535
seq=translation;
coord=5:169817842..169818381:1;
parent_transcript=AC233850.1_FGT002;
parent_gene=AC233850.1_FG002
seq=translation;
coord=6:69568276..69571793:-1;
parent_transcript=GRMZM2G152775_T04;
parent_gene=GRMZM2G152775
seq=translation;
coord=4:193735481..193760758:1;
parent_transcript=AC215244.3_FGT002;
parent_gene=AC215244.3_FG002
seq=translation;
coord=2:2326285..2329820:1;
parent_transcript=GRMZM2G077541_T01;
parent_gene=GRMZM2G077541
seq=translation;
coord=7:41731651..41795285:-1;
parent_transcript=GRMZM2G069676_T02;
parent_gene=GRMZM2G069676
seq=translation;
coord=6:165533613..165537241:1;
parent_transcript=GRMZM5G829778_T01;
parent_gene=GRMZM5G829778
seq=translation;
coord=10:106428641..106433063:1;
parent_transcript=GRMZM2G139407_T01;
parent_gene=GRMZM2G139407
seq=translation;
coord=4:83505768..83508091:1;
parent_transcript=GRMZM2G068455_T01;
parent_gene=GRMZM2G068455
seq=translation;
coord=3:7404885..7413183:1;
parent_transcript=GRMZM2G093050_T01;
parent_gene=GRMZM2G093050
seq=translation;
coord=1:215329050..215330533:1;
parent_transcript=GRMZM2G106133_T02;
parent_gene=GRMZM2G106133
seq=translation;
coord=5:215493131..215497186:1;
parent_transcript=GRMZM5G824600_T03;
parent_gene=GRMZM5G824600

GRMZM2G001514_P01

GRMZM2G137535_PO1 (+1)

AC233850.1_FGP002

GRMZM2G152775_P04

AC215244.3_FGP002

GRMZM2G077541_PO1 (+1)

GRMZM2G069676_P02 (+1)

GRMZM5G829778_P01

GRMZM2G139407_PO1 (+1)

GRMZM2G068455_PO1 (+2)

GRMZM2G093050_PO1 (+1)

GRMZM2G106133_P02

GRMZM5G824600_P03

29 kDa

35kDa

19 kDa

26 kDa

36 kDa

41 kDa

59 kDa

46 kDa

52 kDa

42 kDa

112 kDa

20 kDa

41 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

-1.5

0.2

No Values

-1.2

2.7

1.7

Reference Missing

-0.8 -1.6
-0.1 15
No Values No Values
-0.8 -0.8
2.9 23
0 0
0 0.1
0.1 0.2
-0.3 -0.5
0.1 0.2
1 1
1.8 1.2
-0.4 -0.6

No Values

0.1

0.2

0.2

0.6

13

0.3

-1.8

No Values

Reference Missing

-1.1

-1.2

0.8

-1.6

1.7

13

No Values

Reference Missing

-1.7

0.9

-1.3

0.6

No Values

Reference Missing

-1.6

1.6

Reference Missing

0.9

13

0.2

No Values

Reference Missing

-1.9

3.6

0.7

1.6



seq=translation;
coord=7:46478537..46482054:1;
parent_transcript=GRMZM2G011129_T01;
parent_gene=GRMZM2G011129
seq=translation;
coord=1:10991438..10998924:-1;
parent_transcript=GRMZM2G056870_T01;
parent_gene=GRMZM2G056870
seq=translation;
coord=3:223089120..223091094:-1;
parent_transcript=GRMZM2G042008_T01;
parent_gene=GRMZM2G042008
seq=translation;
coord=3:190774183..190777585:1;
parent_transcript=GRMZM2G062373_T01;
parent_gene=GRMZM2G062373
seq=translation;
coord=7:148082947..148083258:1;
parent_transcript=AC196961.2_FGT003;
parent_gene=AC196961.2_FG003
seq=translation;
coord=10:85640717..85645627:1;
parent_transcript=GRMZM2G394500_T01;
parent_gene=GRMZM2G394500
seq=translation;
coord=1:41376931..41378234:-1;
parent_transcript=GRMZM2G172574_T01;
parent_gene=GRMZM2G172574
seq=translation;
coord=1:96834561..96839284:-1;
parent_transcript=GRMZM2G174757_T01;
parent_gene=GRMZM2G174757
seq=translation;
coord=6:131159543..131163430:-1;
parent_transcript=GRMZM2G051630_T01;
parent_gene=GRMZM2G051630
seq=translation;
coord=4:19423579..19439397:-1;
parent_transcript=GRMZM2G019236_T01;
parent_gene=GRMZM2G019236
seq=translation;
coord=7:41420177..41423983:-1;
parent_transcript=GRMZM2G014914_T01;
parent_gene=GRMZM2G014914
seq=translation;
coord=5:205338436..205344337:-1;
parent_transcript=GRMZM2G181505_T01;
parent_gene=GRMZM2G181505
seq=translation;
coord=8:12989704..12991151:-1;
parent_transcript=GRMZM2G097900_T01;
parent_gene=GRMZM2G097900

GRMZM2G011129_PO1 33kDa Ref -0.3 -0.7 -0.4 -1.4 -0.6 -1.3 -0.8 -0.7

GRMZM2G056870_P01 26 kDa Ref -0.6 -1.1 1 -0.3 No Values No Values No Values No Values

GRMZM2G042008_P01 50 kDa Ref 13 0.7 0.3 11 53 2.7 2.7 15

GRMZM2G062373_P01 (+1) 27 kDa Ref 11 1 0.6 -0.2 -0.1 0.4 0.7 1

AC196961.2_FGP003 (+20) 11kDa Ref 1.8 0.6 0.3 -0.8 2.7 -1.6 -1 -0.2

GRMZM2G394500_P01 (+1) 38 kDa Ref 0 1.7 1.7 1.7 No Values No Values No Values No Values

GRMZM2G172574_P01 15kDa Ref No Values No Values No Values No Values -0.3 Reference Missing 2.1 35

GRMZM2G174757_P01 83 kDa Ref 0.1 -0.4 Value Missing -0.1 0.8 Reference Missing -0.1 -0.3

GRMZM2G051630_P01 33kDa Ref 0.8 0.9 0.7 1.2 2.2 0.9 0.6 -0.6

GRMZM2G019236_P01 (+2) 118 kDa Ref -0.8 -1.3 -1.7 -0.7 -0.3 -0.4 -0.1 -0.6

GRMZM2G014914_P01 (+1) 30kDa Ref 11 0.8 0.1 0.5 3.2 3 2.4 14

GRMZM2G181505_P01 46 kDa Ref 11 0.8 0.9 15 1.6 2.5 3 3.5

GRMZM2G097900_P01 21kDa Ref 0.6 0 -0.3 -0.5 -0.3 0.4 0.3 0.9



533

534

535

536

537

538

539

540

541

542

543

544

545

seq=translation;
coord=1:224236124..224244611:-1;
parent_transcript=GRMZM2G031572_T01;
parent_gene=GRMZM2G031572
seq=translation;
coord=8:101408887..101413622:1;
parent_transcript=GRMZM2G033799_T01;
parent_gene=GRMZM2G033799
seq=translation; coord=1:8135964..8147853:-
1
parent_transcript=GRMZM2G176397_T01;
parent_gene=GRMZM2G176397
seq=translation;
coord=3:136407818..136421472:1;
parent_transcript=GRMZM2G168510_T02;
parent_gene=GRMZM2G168510
seq=translation;
coord=8:21615163..21616013:1;
parent_transcript=GRMZM2G034157_T01;
parent_gene=GRMZM2G034157
seq=translation;
coord=5:125802058..125817596:1;
parent_transcript=GRMZM2G038126_T01;
parent_gene=GRMZM2G038126
seq=translation;
coord=1:14449794..14451164:-1;
parent_transcript=GRMZM2G063287_T01;
parent_gene=GRMZM2G063287
seq=translation;
coord=1:19327055..19329850:-1;
parent_transcript=GRMZM2G154007_T01;
parent_gene=GRMZM2G154007
seq=translation;
coord=5:46946530..46947446:-1;
parent_transcript=AC209987.4_FGT010;
parent_gene=AC209987.4_FG010
seq=translation;
coord=10:137458157..137460537:-1;
parent_transcript=AC209206.3_FGT014;
parent_gene=AC209206.3_FG014
seq=translation;
coord=1:228643379..228644379:-1;
parent_transcript=GRMZM2G153208_T01;
parent_gene=GRMZM2G153208
seq=translation;
coord=4:231475847..231481286:1;
parent_transcript=GRMZM2G107362_T02;
parent_gene=GRMZM2G107362
seq=translation;
coord=5:18452211..18455290:-1;
parent_transcript=GRMZM2G066996_T01;
parent_gene=GRMZM2G066996

GRMZM2G031572_P01

GRMZM2G033799_PO1 (+2)

GRMZM2G176397_PO1 (+1)

GRMZM2G168510_P02

GRMZM2G034157_P01

GRMZM2G038126_PO01 (+3)

GRMZM2G063287_P01

GRMZM2G154007_P01

AC209987.4_FGP010

AC209206.3_FGP014

GRMZM2G153208_P01

GRMZM2G107362_P02 (+3)

GRMZM2G066996_P01

56 kDa

49 kDa

74 kDa

32 kDa

18 kDa

53 kDa

34 kDa

41 kDa

26 kDa

60 kDa

24 kDa

47 kDa

42 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.5

0.6

0.3

-1.3

0.6

Value Missing

1.1

0.3

15

-1.4

Reference Missing

Value Missing

13

-1.2

0.8

13

0.3

Reference Missing

3.4

-1.4

2.1

15

1.8

Value Missing

-1.1

1.9

0.4

-6.4

No Values

No Values

0.8

0.3

15

Reference Missing

Reference Missing

-1.3

-1.3

No Values

No Values

1.7

Reference Missing

-5.7

Reference Missing

-1.3

No Values

No Values

1.2

1.9

29

Reference Missing

-1.7

0.3

No Values

No Values

1.6



546

547

548

549

550

552

553

554

555

556

557

558

seq=translation; coord=9:8196377..8197429:-
1
parent_transcript=GRMZM2G150656_T03;
parent_gene=GRMZM2G150656
seq=translation;
coord=7:165014609..165016387:1;
parent_transcript=GRMZM2G393671_T01;
parent_gene=GRMZM2G393671
seq=translation;
coord=8:158113092..158118053:-1;
parent_transcript=GRMZM2G109472_T01;
parent_gene=GRMZM2G109472
seq=translation;
coord=7:170244063..170247650:1;
parent_transcript=GRMZM2G024484_T01;
parent_gene=GRMZM2G024484
seq=translation; coord=9:7615635..7616809:-
1
parent_transcript=GRMZM5G898880_T01;
parent_gene=GRMZM5G898880
seq=translation; coord=2:1928487..1932811:-
1
parent_transcript=GRMZM2G407347_T01;
parent_gene=GRMZM2G407347
seq=translation;
coord=1:68430654..68436197:1;
parent_transcript=GRMZM5G866758_T02;
parent_gene=GRMZM5G866758
seq=translation;
coord=4:14930698..14950684:-1;
parent_transcript=GRMZM2G151050_T01;
parent_gene=GRMZM2G151050
seq=translation;
coord=1:39213217..39219522:-1;
parent_transcript=GRMZM2G141799_T01;
parent_gene=GRMZM2G141799
seq=translation;
coord=4:53078446..53083109:-1;
parent_transcript=GRMZM2G134708_T01;
parent_gene=GRMZM2G134708
seq=translation;
coord=8:83335717..83339016:1;
parent_transcript=GRMZM2G104025_T01;
parent_gene=GRMZM2G104025
seq=translation;
coord=5:67403566..67405443:1;
parent_transcript=GRMZM2G128929_T01;
parent_gene=GRMZM2G128929
seq=translation;
coord=9:133421526..133422671:1;
parent_transcript=GRMZM2G704475_T02;
parent_gene=GRMZM2G704475

GRMZM2G150656_P03

GRMZM2G393671_P01

GRMZM2G109472_PO1 (+1)

GRMZM2G024484_PO1 (+2)

GRMZM5G898880_P01

GRMZM2G407347_PO1 (+1)

GRMZM5G866758_P02

GRMZM2G151050_PO1 (+1)

GRMZM2G141799_P01

GRMZM2G134708_P01

GRMZM2G104025_PO1 (+1)

GRMZM2G128929_P01

GRMZM2G704475_P02

13 kDa

26 kDa

51 kDa

55 kDa

35kDa

27 kDa

41 kDa

63 kDa

29 kDa

46 kDa

21 kDa

38 kDa

38 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

-1.6

0.7

Reference Missing

0.5

0.3

No Values

-1.9

0.7

Reference Missing

0.5

0.4

No Values

-1.7

-1.3

Reference Missing

0.3

0.3

No Values

-1.1

0.3

0.9

0.3

0.2

0.3

No Values

-1.7

0.8

1.2

Reference Missing

2.4

6.8

0.9

-1.2

1.1

Reference Missing

24

0.8

-1.1

-1.9

-1.2

11

0.5

Reference Missing

2.8

4.7

-1.3

0.8

-1.4

15

0.4

Reference Missing

29

Value Missing

-1.8

0.3

0.8



559

560

561

562

563

565

566

567

568

569

570

571

seq=translation;
coord=1:293793122..293796213:1;
parent_transcript=GRMZM2G459811_T02;
parent_gene=GRMZM2G459811
seq=translation;
coord=5:85252669..85257667:1;
parent_transcript=GRMZM2G104632_T01;
parent_gene=GRMZM2G104632
seq=translation;
coord=10:123440513..123444639:1;
parent_transcript=GRMZM2G134539_T01;
parent_gene=GRMZM2G134539
seq=translation;
coord=6:75510288..75518697:1;
parent_transcript=GRMZM2G060870_T01;
parent_gene=GRMZM2G060870
seq=translation;
coord=8:14389329..14393515:-1;
parent_transcript=GRMZM2G018177_T01;
parent_gene=GRMZM2G018177
seq=translation; coord=1:3000161..3000884:-
1
parent_transcript=GRMZM2G137329_T01;
parent_gene=GRMZM2G137329
seq=translation;
coord=4:217521316..217523853:1;
parent_transcript=GRMZM2G066222_T01;
parent_gene=GRMZM2G066222
seq=translation;
coord=8:148264071..148273363:1;
parent_transcript=GRMZM2G030167_T01;
parent_gene=GRMZM2G030167
seq=translation;
coord=3:11529201..11534274:1;
parent_transcript=GRMZM2G061830_T02;
parent_gene=GRMZM2G061830
seq=translation;
coord=9:124034244..124040497:-1;
parent_transcript=GRMZM2G162968_T01;
parent_gene=GRMZM2G162968
seq=translation;
coord=7:1284259..1285978:1;
parent_transcript=GRMZM2G120652_T01;
parent_gene=GRMZM2G120652
seq=translation;
coord=4:69841345..69843586:1;
parent_transcript=GRMZM2G100225_T01;
parent_gene=GRMZM2G100225
seq=translation;
coord=6:157770836..157775279:1;
parent_transcript=GRMZM2G424053_T02;
parent_gene=GRMZM2G424053

GRMZM2G459811_P02 (+1)

GRMZM2G104632_P01

GRMZM2G134539_P01

GRMZM2G060870_PO1 (+1)

GRMZM2G018177_P01

GRMZM2G137329_P01

GRMZM2G066222_PO1 (+2)

GRMZM2G030167_P01

GRMZM2G061830_P02

GRMZM2G162968_P01

GRMZM2G120652_P01

GRMZM2G100225_PO1 (+1)

GRMZM2G424053_P02

41 kDa

43 kDa

33 kDa

23 kDa

27 kDa

10 kDa

10 kDa

27 kDa

34 kDa

109 kDa

44 kDa

28 kDa

14 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.4

1.7

-1.2

0.1

2.3

0.8

0.2

0.8

-1.7

0.8

0.2

1.2

-1.8

0.7

3.4

0.4

1.9

0.1

-1.7

0.9

11

-1.2

0.4

2.6

0.1

24

11

-1.1

0.6

0.8

-1.4

0.3

23

0.7

14

-1.3

-1.3

15

4.4

0.9

-1.2

-1.4

1.6

1.6

-1.4

-1.5

1.2

4.3

0.7

1.7

1.7

-1.6

-1.8

1.4

4.6

0.3

0.3

1.4

15

-1.5

0.7

3.5

0.6

Reference Missing

15

1.2

1.7



572

573

574

575

576

577

578

579

580

581

582

583

seq=translation;
coord=2:190158113..190161171:-1;
parent_transcript=GRMZM2G365374_T01;
parent_gene=GRMZM2G365374
seq=translation;
coord=1:167851430..167863929:-1;
parent_transcript=GRMZM2G130034_T01;
parent_gene=GRMZM2G130034
seq=translation;
coord=1:233560736..233562244:-1;
parent_transcript=GRMZM2G001850_T01;
parent_gene=GRMZM2G001850
seq=translation;
coord=6:43621161..43627397:1;
parent_transcript=GRMZM2G025214_T02;
parent_gene=GRMZM2G025214
seq=translation;
coord=5:10781545..10785536:1;
parent_transcript=GRMZM2G145854_T01;
parent_gene=GRMZM2G145854
seq=translation;
coord=9:94249084..94255465:1;
parent_transcript=AC211394.4_FGT004;
parent_gene=AC211394.4_FG004
seq=translation;
coord=6:115546691..115548383:1;
parent_transcript=GRMZM2G156310_T01;
parent_gene=GRMZM2G156310
seq=translation;
coord=10:96759871..96761276:-1;
parent_transcript=GRMZM2G330635_T01;
parent_gene=GRMZM2G330635
seq=translation;
coord=6:107821435..107825807:-1;
parent_transcript=GRMZM2G135498_T01;
parent_gene=GRMZM2G135498
seq=translation;
coord=4:201542946..201547734:-1;
parent_transcript=GRMZM2G381744_T01;
parent_gene=GRMZM2G381744
seq=translation;
coord=1:247547660..247549896:1;
parent_transcript=GRMZM2G027451_T02;
parent_gene=GRMZM2G027451
seq=translation;
coord=4:39092198..39097412:-1;
parent_transcript=GRMZM2G158153_T01;
parent_gene=GRMZM2G158153
seq=translation;
coord=1:99538428..99539066:-1;
parent_transcript=AC194914.3_FGT002;
parent_gene=AC194914.3_FG002

GRMZM2G365374_P01

GRMZM2G130034_PO1 (+1)

GRMZM2G001850_P01

GRMZM2G025214_P02

GRMZM2G145854_P01

AC211394.4_FGP004

GRMZM2G156310_P01

GRMZM2G330635_P01

GRMZM2G135498_P01

GRMZM2G381744_P01

GRMZM2G027451_P02 (+3)

GRMZM2G158153_P01 (+1)

AC194914.3_FGP002

73 kDa

50 kDa

21 kDa

40 kDa

81 kDa

55 kDa

35kDa

25 kDa

49 kDa

59 kDa

24 kDa

73 kDa

23 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

2.9

-1.3

No Values

0.4

0.4

No Values

1.2

-1.1

11

0.9

-1.9

No Values

0.2

0.8

0.3

No Values

1.2

-1.1

0.8

0.4

0.8

-1.3

No Values

0.1

0.9

0.1

No Values

0.3

0.3

24

-1.6

No Values

0.2

0.4

0.1

No Values

11

0.4

0.4

4.6

No Values

No Values

1.2

0.5

11

0.8

0.4

3.5

No Values

No Values

15

1.1

14

Reference Missing

0.1

2.9

No Values

No Values

1.8

Reference Missing

0.9

0.1

2.8

No Values

No Values

1.9

-1.1



585

586

587

588

589

590

591

592

593

594

595

596

seq=translation;
coord=6:137412311..137414138:-1;

parent_transcript=AC233866.1_FGT006;

parent_gene=AC233866.1_FG006
seq=translation;
coord=4:236107257..236109295:-1;

parent_transcript=GRMZM2G051208_T01;

parent_gene=GRMZM2G051208
seq=translation;
coord=5:168671806..168673715:1;

parent_transcript=GRMZM2G113332_T01;

parent_gene=GRMZM2G113332
seq=translation;
coord=4:194761789..194765861:1;

parent_transcript=GRMZM2G149150_T01;

parent_gene=GRMZM2G149150
seq=translation;
coord=9:25922353..25927460:1;

parent_transcript=GRMZM2G083716_T01;

parent_gene=GRMZM2G083716
seq=translation;
coord=7:86433388..86439128:-1;

parent_transcript=GRMZM2G473001_T01;

parent_gene=GRMZM2G473001
seq=translation;
coord=3:179988293..179993427:-1;

parent_transcript=GRMZM2G014136_T01;

parent_gene=GRMZM2G014136
seq=translation;
coord=5:14853348..14857185:-1;

parent_transcript=GRMZM2G066191_T01;

parent_gene=GRMZM2G066191
seq=translation;
coord=7:25903581..25911265:1;

parent_transcript=GRMZM2G016958_T01;

parent_gene=GRMZM2G016958
seq=translation;
coord=10:93684085..93687059:-1;

parent_transcript=GRMZM5G833699_T01;

parent_gene=GRMZM5G833699
seq=translation;
coord=7:39873483..39874398:1;

parent_transcript=GRMZM5G896560_T01;

parent_gene=GRMZM5G896560
seq=translation;
coord=2:220539596..220543690:1;

parent_transcript=GRMZM2G163421_T01;

parent_gene=GRMZM2G163421
seq=translation;
coord=10:119822322..119823346:-1;

parent_transcript=GRMZM2G096695_T01;

parent_gene=GRMZM2G096695

AC233866.1_FGPOO6 (+3) 49 kDa
GRMZM2G051208_P01 17 kDa
GRMZM2G113332_P01 11 kDa
GRMZM2G149150_P01 50 kDa
GRMZM2G083716_PO1 (+3) 64 kDa
GRMZM2G473001_P01 110 kDa
GRMZM2G014136_P0O1 76 kDa
GRMZM2G066191_PO1 (+1) 50 kDa
GRMZM2G016958_P01 48 kDa
GRMZM5G833699_PO1 82 kDa
GRMZM5G896560_PO1 24 kDa
GRMZM2G163421_P01 57 kDa
GRMZM2G096695_PO1 16 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

No Values

2.4

Reference Missing

-1.9

0.1

0.1

No Values

2.9

0.4

1.2

No Values

15

14

-1.3

0.6

0.3

No Values

3.1

11

No Values

0.8

Reference Missing

0.6

No Values

Reference Missing

0.3

0.5

No Values

-1.4

0.3

-1.3

0.7

No Values

Reference Missing

0.3

No Values

-1.5

2.5

Value Missing

3.2

13

No Values

No Values

2.7

29

2.9

0.2

No Values

No Values

3.1

Value Missing

0.1

Reference Missing

2.4

No Values

No Values

29

23

25

No Values

-1.9



598

599

600

601

602

603

604

605

606

607

608

609

610

seq=translation;
coord=4:65004377..65017210:-1;

parent_transcript=GRMZM2G002440_T01;

parent_gene=GRMZM2G002440
seq=translation;
coord=2:207032350..207038547:1;

parent_transcript=GRMZM2G039251_T01;

parent_gene=GRMZM2G039251
seq=translation;
coord=7:116285614..116288886:-1;

parent_transcript=GRMZM2G160770_T01;

parent_gene=GRMZM2G160770
seq=translation;
coord=1:296201923..296204120:1;

parent_transcript=GRMZM5G874478_T01;

parent_gene=GRMZM5G874478
seq=translation;
coord=2:189276282..189278019:-1;

parent_transcript=GRMZM2G004138_T01;

parent_gene=GRMZM2G004138
seq=translation;
coord=1:204681269..204683434:-1;

parent_transcript=GRMZM2G057608_T01;

parent_gene=GRMZM2G057608
seq=translation;
coord=4:241233055..241239106:-1;

parent_transcript=GRMZM2G134889_T01;

parent_gene=GRMZM2G134889
seq=translation;
coord=4:63419630..63429299:-1;

parent_transcript=GRMZM2G075775_T01;

parent_gene=GRMZM2G075775
seq=translation;
coord=1:193791442..193794419:-1;

parent_transcript=GRMZM2G148744_T01;

parent_gene=GRMZM2G148744
seq=translation;
coord=7:21276565..21279263:-1;

parent_transcript=GRMZM2G063340_T01;

parent_gene=GRMZM2G063340
seq=translation;
coord=3:33565292..33570884:-1;

parent_transcript=GRMZM2G328893_T01;

parent_gene=GRMZM2G328893
seq=translation;
coord=9:92916278..92921897:-1;

parent_transcript=GRMZM2G326472_T01;

parent_gene=GRMZM2G326472
seq=translation;
coord=5:146886556..146888542:-1;

parent_transcript=GRMZM2G014444_T01;

parent_gene=GRMZM2G014444

GRMZM2G002440_PO1 (+1)

GRMZM2G039251_PO1 (+1)

GRMZM2G160770_P01

GRMZM5G874478_PO1 (+2)

GRMZM2G004138_P01

GRMZM2G057608_PO1 (+5)

GRMZM2G134889_P01

GRMZM2G075775_P01

GRMZM2G148744_PO1 (+2)

GRMZM2G063340_PO1 (+4)

GRMZM2G328893_P01

GRMZM2G326472_PO01 (+2)

GRMZM2G014444_P01 (+4)

36 kDa

34 kDa

23 kDa

22 kDa

31 kDa

12 kDa

62 kDa

23 kDa

19 kDa

15 kDa

32 kDa

110 kDa

20 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

1.4

0.3

13

1.9

0.7

1.2

1.1

0.2

1.1

-1.2

1.2

0.6

1.8

1.2

-1.7

0.8

-1.7

-1.7

1 2.8
0.2 -0.3
-1.3 -1.8
0.6 2.8
-0.2 -2.9
1.2 1.8
-0.3 -4
-1.6 -1.8
0.5 No Values
-2.1 -0.3

0 4.9
-1.9 -1.5
0.1 0.1

2.2

-1.3

1.4

-1.9

Reference Missing

6.4

1.8

Reference Missing

-1.3

-1.2

No Values

4.6

-1.1

2.2

1.7

Reference Missing

4.9

-1.5



611

612

613

614

615

616

617

618

619

620

621

622

623

seq=translation;
coord=1:35919768..35937067:-1;
parent_transcript=GRMZM2G174589_T01;
parent_gene=GRMZM2G174589
seq=translation;
coord=4:183698889..183701902:1;
parent_transcript=GRMZM2G088847_T01;
parent_gene=GRMZM2G088847
seq=translation;
coord=5:191366452..191369776:1;
parent_transcript=GRMZM5G840002_T01;
parent_gene=GRMZM5G840002
seq=translation;
coord=3:213298401..213303662:1;
parent_transcript=GRMZM2G033515_T01;
parent_gene=GRMZM2G033515
seq=translation;
coord=3:158348059..158355046:1;
parent_transcript=GRMZM2G139617_T01;
parent_gene=GRMZM2G139617
seq=translation;
coord=1:268251834..268259468:1;
parent_transcript=GRMZM5G881950_T01;
parent_gene=GRMZM5G881950
seq=translation; coord=2:2487249..2492988:-
1
parent_transcript=GRMZM2G104430_T01;
parent_gene=GRMZM2G104430
seq=translation;
coord=4:110069837..110073965:1;
parent_transcript=GRMZM2G139680_T01;
parent_gene=GRMZM2G139680
seq=translation;
coord=7:13844415..13850805:1;
parent_transcript=GRMZM2G001898_T01;
parent_gene=GRMZM2G001898
seq=translation;
coord=3:218835389..218837093:-1;
parent_transcript=GRMZM2G074097_T01;
parent_gene=GRMZM2G074097
seq=translation;
coord=1:7566145..7569296:1;
parent_transcript=GRMZM2G410991_T01;
parent_gene=GRMZM2G410991
seq=translation; coord=1:8972308..8976833:-
1
parent_transcript=GRMZM2G046932_T01;
parent_gene=GRMZM2G046932
seq=translation;
coord=4:237041435..237046635:-1;
parent_transcript=GRMZM2G009871_T01;
parent_gene=GRMZM2G009871

GRMZM2G174589_P01

GRMZM2G088847_PO1 (+5)

GRMZMS5G840002_PO1 (+2)

GRMZM2G033515_P01

GRMZM2G139617_P01

GRMZM5G881950_PO1 (+1)

GRMZM2G104430_PO1 (+1)

GRMZM2G139680_P01

GRMZM2G001898_P01

GRMZM2G074097_P01

GRMZM2G410991_P01

GRMZM2G046932_P01

GRMZM2G009871_PO1 (+4)

63 kDa

12 kDa

26 kDa

46 kDa

55 kDa

108 kDa

51 kDa

28 kDa

43 kDa

37 kDa

37 kDa

81 kDa

60 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

-1.6

-1.4

Value Missing

13

Reference Missing

No Values

-1.1

0.5

0.1

0.1

Value Missing

Value Missing

Reference Missing

No Values

14

No Values

0.1

-1.3

Value Missing

Reference Missing

No Values

11

No Values

-1.6

0.2

Value Missing

No Values

0.9

No Values

0.1

0.5

Value Missing

43

7.4

No Values

0.3

-1.6

Value Missing

3.8

-1.6

6.5

No Values

0.7

-1.7

Value Missing

6.5

-1.5

6.2

-1.5

No Values

0.3

-1.6

Value Missing

4.3

-1.5

-1.9

No Values

-1.2



624

625

626

627

628

629

630

631

632

633

634

635

636

seq=translation;
coord=9:22779373..22783918:1;

parent_transcript=GRMZM2G033208_T01;

parent_gene=GRMZM2G033208
seq=translation;
coord=9:138752306..138754760:1;

parent_transcript=GRMZM2G162486_T01;

parent_gene=GRMZM2G162486
seq=translation;
coord=3:230900751..230906058:-1;

parent_transcript=GRMZM2G152688_T01;

parent_gene=GRMZM2G152688
seq=translation;
coord=1:214719298..214723588:1;

parent_transcript=GRMZM2G058702_T01;

parent_gene=GRMZM2G058702
seq=translation;
coord=2:190424050..190431552:1;

parent_transcript=GRMZM2G446050_T01;

parent_gene=GRMZM2G446050
seq=translation;
coord=9:150809669..150813518:1;

parent_transcript=GRMZM2G169384_T01;

parent_gene=GRMZM2G169384
seq=translation;
coord=4:54122481..54127439:-1;

parent_transcript=GRMZM2G070422_T01;

parent_gene=GRMZM2G070422
seq=translation;
coord=6:161725359..161731090:-1;

parent_transcript=GRMZM2G074790_T01;

parent_gene=GRMZM2G074790
seq=translation;
coord=6:113343612..113346307:1;

parent_transcript=GRMZM2G168119_T01;

parent_gene=GRMZM2G168119
seq=translation;
coord=10:29873986..29885675:1;

parent_transcript=GRMZM2G042089_T01;

parent_gene=GRMZM2G042089
seq=translation;
coord=8:40257571..40264535:-1;

parent_transcript=GRMZM2G132903_T01;

parent_gene=GRMZM2G132903
seq=translation;
coord=9:129405892..129410419:1;

parent_transcript=GRMZM2G125148_T01;

parent_gene=GRMZM2G125148
seq=translation;
coord=7:13173972..13176516:-1;

parent_transcript=GRMZM2G144653_T02;

parent_gene=GRMZM2G144653

GRMZM2G033208_PO1 (+2)

GRMZM2G162486_P01

GRMZM2G152688_PO1 (+2)

GRMZM2G058702_PO1 (+1)

GRMZM2G446050_P01

GRMZM2G169384_P01

GRMZM2G070422_PO1 (+1)

GRMZM2G074790_PO01 (+2)

GRMZM2G168119_P01

GRMZM2G042089_PO1 (+2)

GRMZM2G132903_P01

GRMZM2G125148_PO01 (+2)

GRMZM2G144653_P02

69 kDa

27 kDa

40 kDa

49 kDa

170 kDa

44 kDa

39 kDa

61 kDa

35kDa

57 kDa

79 kDa

62 kDa

13 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.7

0.8

13

11

0.1

0.5

-1.8

0.6

0.3

11

0.6

-1.6

0.3

0.1

0.4

0.9

-1.3

-1.2

13

0.7

-1.1

0.1

-1.5

2.7

0.3

2.6

4.8

13

2.9

0.5

4.9

-1.1

0.5

1.1

0.5

23

3.7

-1.7

2.7

4.1

0.3

0.9

0.7

1.6

3.6

-1.2

2.6

5.8

0.3

1.2

15

14

33

-1.9

5.2

-1.1

4.8

3.2



637

638

639

640

641

642

643

644

645

646

647

648

649

seq=translation;
coord=1:154077677..154081800:1;
parent_transcript=GRMZM2G056039_T01;
parent_gene=GRMZM2G056039
seq=translation; coord=4:9677072..9677727:-
1
parent_transcript=GRMZM2G419675_T01;
parent_gene=GRMZM2G419675
seq=translation;
coord=1:25625764..25630712:-1;
parent_transcript=GRMZM2G091563_T01;
parent_gene=GRMZM2G091563
seq=translation;
coord=5:23016144..23019861:1;
parent_transcript=GRMZM2G030169_T01;
parent_gene=GRMZM2G030169
seq=translation;
coord=8:8351675..8357336:1;
parent_transcript=GRMZM2G132796_T01;
parent_gene=GRMZM2G132796
seq=translation;
coord=4:12082697..12084089:1;
parent_transcript=GRMZM2G358153_T01;
parent_gene=GRMZM2G358153
seq=translation;
coord=3:128521980..128525993:1;
parent_transcript=GRMZM2G034083_T01;
parent_gene=GRMZM2G034083
seq=translation;
coord=1:298687651..298689984:1;
parent_transcript=GRMZM5G821637_T05;
parent_gene=GRMZM5G821637
seq=translation; coord=7:1266505..1269350:-
1
parent_transcript=GRMZM2G420743_T01;
parent_gene=GRMZM2G420743
seq=translation;
coord=1:172122450..172128491:-1;
parent_transcript=GRMZM2G029262_T01;
parent_gene=GRMZM2G029262
seq=translation;
coord=1:167864280..167870604:1;
parent_transcript=GRMZM2G130095_T01;
parent_gene=GRMZM2G130095
seq=translation;
coord=1:230179502..230183279:1;
parent_transcript=GRMZM2G131577_T01;
parent_gene=GRMZM2G131577
seq=translation;
coord=2:212180089..212183936:-1;
parent_transcript=GRMZM2G365160_T01;
parent_gene=GRMZM2G365160

GRMZM2G056039_P01

GRMZM2G419675_PO01 (+1)

GRMZM2G091563_P01

GRMZM2G030169_PO1 (+3)

GRMZM2G132796_P01

GRMZM2G358153_P01

GRMZM2G034083_P01

GRMZM5G821637_P05

GRMZM2G420743_P01

GRMZM2G029262_P01 (+2)

GRMZM2G130095_PO1 (+1)

GRMZM2G131577_PO1 (+1)

GRMZM2G365160_PO1 (+1)

71kDa

16 kDa

58 kDa

42 kDa

68 kDa

31 kDa

47 kDa

38 kDa

26 kDa

39 kDa

54 kDa

18 kDa

59 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.9

0.2

0.1

No Values

0.2

-1.1

1.8

1.4

No Values

0.6

1.7

Value Missing

0.2

No Values

1.6

0.8

0.7

No Values

0.6

21

0.7

No Values

1.2

0.7

11

No Values

0.6

0.2

23

0.2

No Values

29

0.6

0.5

No Values

1.1

No Values

Reference Missing

4.2

No Values

No Values

No Values

0.8

0.4

No Values

21

No Values

-1.4

Reference Missing

No Values

No Values

No Values

0.4

-1.2

No Values

1.6

No Values

-1.6

Reference Missing

5.2

No Values

No Values

No Values

0.3

Reference Missing

No Values

1.2

-1.2

No Values

Reference Missing

No Values

No Values

No Values

0.3

-1.3

No Values

0.8



650

651

652

653

654

655

656

657

658

659

660

661

662

seq=translation;
coord=4:33112293..33117947:1;

parent_transcript=GRMZM2G104907_T01;

parent_gene=GRMZM2G104907
seq=translation;
coord=3:168523033..168526394:1;

parent_transcript=GRMZM2G086845_T01;

parent_gene=GRMZM2G086845
seq=translation;
coord=4:63703567..63707582:1;

parent_transcript=GRMZM2G024959_T01;

parent_gene=GRMZM2G024959
seq=translation;
coord=4:165966482..165969746:-1;

parent_transcript=GRMZM2G125268_T01;

parent_gene=GRMZM2G125268
seq=translation;
coord=10:142067983..142070677:1;

parent_transcript=GRMZM2G019325_T01;

parent_gene=GRMZM2G019325
seq=translation;
coord=2:196050685..196097541:1;

parent_transcript=GRMZM2G058105_T01;

parent_gene=GRMZM2G058105
seq=translation;
coord=10:4243574..4244555:-1;

parent_transcript=GRMZM5G898755_T01;

parent_gene=GRMZM5G898755
seq=translation;
coord=10:76402669..76405224:1;

parent_transcript=GRMZM2G079908_T01;

parent_gene=GRMZM2G079908
seq=translation;
coord=10:14302293..14305526:1;

parent_transcript=GRMZM2G106622_T01;

parent_gene=GRMZM2G106622
seq=translation;
coord=4:229408072..229414150:-1;

parent_transcript=GRMZM2G162992_T02;

parent_gene=GRMZM2G162992
seq=translation;
coord=3:230006629..230017669:-1;

parent_transcript=GRMZM2G006130_T01;

parent_gene=GRMZM2G006130
seq=translation;
coord=1:214899491..214901246:-1;

parent_transcript=AC217050.4_FGT006;

parent_gene=AC217050.4_FG006

seq=translation;

coord=UNKNOWN:5070241..5074601:-1;
parent_transcript=GRMZM2G351125_T01;

parent_gene=GRMZM2G351125

GRMZM2G104907_P01

GRMZM2G086845_P01

GRMZM2G024959_PO1 (+1)

GRMZM2G125268_P01

GRMZM2G019325_PO01 (+1)

GRMZM2G058105_P01

GRMZM5G898755_PO1 (+1)

GRMZM2G079908_PO1 (+2)

GRMZM2G106622_P01

GRMZM2G162992_P02

GRMZM2G006130_PO1 (+6)

AC217050.4_FGP006

GRMZM2G351125_P01

27 kDa

35kDa

45 kDa

59 kDa

18 kDa

35kDa

12 kDa

13 kDa

29 kDa

71kDa

72 kDa

29 kDa

146 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.3

0.4

2.9

0.3

0.2

0.6

21

11

-1.1

-1.1

0.8

14

0.2

15

-1.7

-1.3

2.2

1.4

11

0.8

-1.4

-1.5

0.3

1.8

1.2

15

0.8

-1.2

0.8

1.6

-1.2

-1.1

1.2

0.9

0.2

1.7

-1.1

0.9

-1.7

1.1

-1.2

0.3

15

0.8

-1.1

-1.1

2.8

-1.5

0.3

0.8

-1.9

0.3

0.5

0.1

29

14



663

664

665

666

667

668

669

670

671

672

673

674

675

seq=translation;
coord=4:197713557..197717259:-1;
parent_transcript=GRMZM2G050218_T01;
parent_gene=GRMZM2G050218
seq=translation;
coord=9:14322326..14327546:-1;
parent_transcript=GRMZM2G014240_T01;
parent_gene=GRMZM2G014240
seq=translation;
coord=10:1152679..1158648:-1;
parent_transcript=GRMZM2G057441_T01;
parent_gene=GRMZM2G057441
seq=translation;
coord=5:193849196..193850728:-1;
parent_transcript=GRMZM2G147014_T01;
parent_gene=GRMZM2G147014
seq=translation;
coord=8:25334083..25343016:1;
parent_transcript=GRMZM2G373928_T01;
parent_gene=GRMZM2G373928
seq=translation;
coord=4:147218569..147222484:-1;
parent_transcript=GRMZM2G070343_T01;
parent_gene=GRMZM2G070343
seq=translation;
coord=8:136129273..136131879:-1;
parent_transcript=GRMZM2G100146_T01;
parent_gene=GRMZM2G100146
seq=translation; coord=6:6317365..6323357:-
1
parent_transcript=GRMZM2G412470_T02;
parent_gene=GRMZM2G412470
seq=translation;
coord=10:82038497..82043288:1;
parent_transcript=GRMZM5G828229_T02;
parent_gene=GRMZM5G828229
seq=translation;
coord=8:118103124..118103722:-1;
parent_transcript=AC197705.4_FGT003;
parent_gene=AC197705.4_FG003
seq=translation;
coord=3:59325157..59327502:1;
parent_transcript=GRMZM2G107228_T01;
parent_gene=GRMZM2G107228
seq=translation; coord=3:5595065..5596815:-
1
parent_transcript=GRMZM2G143165_T01;
parent_gene=GRMZM2G143165
seq=translation;
coord=6:49040773..49051761:1;
parent_transcript=GRMZM2G700926_T01;
parent_gene=GRMZM2G700926

GRMZM2G050218_P01

GRMZM2G014240_P01

GRMZM2G057441_P01

GRMZM2G147014_P01

GRMZM2G100146_P01

GRMZM2G412470_P02

GRMZM5G828229_P02

AC197705.4_FGP003

GRMZM2G107228_P01

GRMZM2G143165_P01

GRMZM2G700926_P01

GRMZM2G373928_PO1 (+1)

GRMZM2G070343_PO01 (+2)

40 kDa

80 kDa

117 kDa

31 kDa

19 kDa

19 kDa

33 kDa

79 kDa

54 kDa

19 kDa

38 kDa

51 kDa

67 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

13

0.4

No Values

No Values

-1.1

No Values

0.3

15

1.2

No Values

No Values

-1.5

No Values

0.1

0.3

1.8

0.8

No Values

No Values

-1.7

No Values

Reference Missing

0.3

-1.2

1.2

13

No Values

No Values

-1.5

No Values

1.7

1.2

3.4

3.5

-1.6

No Values

5.9

0.5

0.9

No Values

No Values

0.7

0.5

1.6

13

No Values

6.5

-1.4

0.9

No Values

No Values

1.6

0.9

No Values

6.2

-1.6

-1.5

0.4

No Values

11

No Values

0.3

0.9

1.7

0.2

-1.7

No Values

Value Missing

0.3

-1.5

0.8

No Values

39

No Values

0.6

0.4



676

677

678

679

680

682

683

684

685

686

687

688

seq=translation;
coord=3:106336887..106353717:1;

parent_transcript=GRMZM2G014805_T01;

parent_gene=GRMZM2G014805
seq=translation;
coord=1:175294828..175302644:-1;

parent_transcript=GRMZM2G022365_T01;

parent_gene=GRMZM2G022365
seq=translation;
coord=7:155957641..155960914:1;

parent_transcript=GRMZM2G173863_T01;

parent_gene=GRMZM2G173863
seq=translation;
coord=5:9900674..9908640:1;

parent_transcript=GRMZM2G096596_T01;

parent_gene=GRMZM2G096596
seq=translation;
coord=2:222875577..222883048:1;

parent_transcript=GRMZM2G172101_T01;

parent_gene=GRMZM2G172101
seq=translation;
coord=8:138510107..138515042:1;

parent_transcript=GRMZM2G700683_T01;

parent_gene=GRMZM2G700683
seq=translation;
coord=7:6064236..6068299:1;

parent_transcript=GRMZM2G025977_T01;

parent_gene=GRMZM2G025977
seq=translation;
coord=1:12146189..12150797:1;

parent_transcript=GRMZM2G000823_T01;

parent_gene=GRMZM2G000823
seq=translation;
coord=8:116620898..116625716:1;

parent_transcript=GRMZM5G874500_T02;

parent_gene=GRMZM5G874500
seq=translation;
coord=2:233433323..233435947:-1;

parent_transcript=GRMZM2G018197_T01;

parent_gene=GRMZM2G018197
seq=translation;
coord=3:8746797..8754263:1;

parent_transcript=GRMZM2G120271_T01;

parent_gene=GRMZM2G120271
seq=translation;
coord=1:288732967..288734700:1;

parent_transcript=GRMZM2G164020_T01;

parent_gene=GRMZM2G164020
seq=translation;
coord=7:39219675..39225654:-1;

parent_transcript=GRMZM2G471269_T04;

parent_gene=GRMZM2G471269

GRMZM2G014805_P01

GRMZM2G022365_P01

GRMZM2G173863_PO1 (+1)

GRMZM2G096596_P01

GRMZM2G172101_P01 (+2)

GRMZM2G700683_P01

GRMZM2G025977_PO1 (+2)

GRMZM2G000823_P01

GRMZM5G874500_PO2 (+1)

GRMZM2G018197_P01

GRMZM2G120271_P0O1

GRMZM2G164020_PO1 (+1)

GRMZM2G471269_P04

132 kDa

43 kDa

22 kDa

52 kDa

52 kDa

127 kDa

40 kDa

52 kDa

65 kDa

44 kDa

28 kDa

38 kDa

56 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

11

0.5

-1.2

0.2

No Values

0.6

0.5

0.1

0.5

0.1

-1.2

0.6

No Values

0.5

0.2

0.6

-1.4

11

0.4

0.4

No Values

0.4

0.1

-1.4

11

0.6

-1.1

0.5

No Values

0.5

0.5

15

0.8

1.9

-1.3

1.9

0.8

1.8

0.7

0.8

2.1

15

0.4

3.1

0.4

2.2

-1.1

1.2

-1.6

-1.2

0.2

33

-1.2

-1.5

2.8



689

690

691

692

693

695

696

697

698

699

701

seq=translation;
coord=2:176000645..176001838:1;
parent_transcript=GRMZM2G046961_T01;
parent_gene=GRMZM2G046961
seq=translation;
coord=3:135219277..135223126:-1;
parent_transcript=GRMZM2G150521_T01;
parent_gene=GRMZM2G150521
seq=translation;
coord=8:78643850..78648764:1;
parent_transcript=GRMZM5G892645_T01;
parent_gene=GRMZM5G892645
seq=translation;
coord=2:108630218..108681539:-1;
parent_transcript=GRMZM2G158043_T02;
parent_gene=GRMZM2G158043
seq=translation;
coord=10:124299211..124301978:1;
parent_transcript=GRMZM2G173878_T01;
parent_gene=GRMZM2G173878
seq=translation;
coord=3:150265213..150269134:1;
parent_transcript=GRMZM2G068665_T01;
parent_gene=GRMZM2G068665
seq=translation;
coord=5:203926164..203934465:-1;
parent_transcript=GRMZM2G150172_T01;
parent_gene=GRMZM2G150172
seq=translation;
coord=5:112928080..112930204:-1;
parent_transcript=GRMZM2G144081_T01;
parent_gene=GRMZM2G144081
seq=translation; coord=3:8884623..8885815:-
1
parent_transcript=GRMZM2G083810_T01;
parent_gene=GRMZM2G083810
seq=translation;
coord=10:102318701..102320375:-1;
parent_transcript=AC204711.3_FGT003;
parent_gene=AC204711.3_FG003
seq=translation;
coord=6:31707585..31709218:-1;
parent_transcript=GRMZM2G050412_T01;
parent_gene=GRMZM2G050412
seq=translation;
coord=9:128714706..128721565:1;
parent_transcript=GRMZM2G095124_T01;
parent_gene=GRMZM2G095124
seq=translation;
coord=2:214832665..214852459:1;
parent_transcript=GRMZM2G035985_T01;
parent_gene=GRMZM2G035985

GRMZM2G046961_P01

GRMZM2G150521_P01

GRMZM5G892645_P01 (+3)

GRMZM2G158043_P02

GRMZM2G173878_PO01 (+1)

GRMZM2G068665_P01

GRMZM2G150172_P01

GRMZM2G144081_PO1 (+1)

GRMZM2G083810_P01

AC204711.3_FGP003

GRMZM2G050412_P01

GRMZM2G095124_P01

GRMZM2G035985_PO1 (+1)

18 kDa

25 kDa

49 kDa

106 kDa

23 kDa

30 kDa

18 kDa

47 kDa

18 kDa

16 kDa

34 kDa

99 kDa

122 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.3

-1.8

0.5

No Values

13

No Values

No Values

No Values

24

-1.2

-1.3

0.4

No Values

1.8

No Values

No Values

No Values

-1.4

-1.2

No Values

1.6

No Values

No Values

No Values

0.6

-1.3

-1.9

0.6

No Values

14

No Values

No Values

No Values

0.7

-1.4

-1.2

0.4

Value Missing

4.8

0.6

No Values

Reference Missing

0.6

No Values

1.8

-1.8

3.9

0.8

No Values

29

0.2

0.5

No Values

0.7

-1.6

3.8

0.7

No Values

0.8

0.7

Reference Missing

No Values

0.3

4.1

No Values

2.6

0.7

No Values



702

704

707

710

711

712

713

714

seq=translation;
coord=4:234901650..234908817:1;
parent_transcript=GRMZM2G143462_T01;
parent_gene=GRMZM2G143462
seq=translation;
coord=2:212405484..212408361:-1;
parent_transcript=GRMZM5G879278_T02;
parent_gene=GRMZM5G879278
seq=translation;
coord=6:157814627..157816731:-1;
parent_transcript=GRMZM2G097040_T01;
parent_gene=GRMZM2G097040
seq=translation;
coord=5:120784559..120792367:1;
parent_transcript=GRMZM2G093359_T01;
parent_gene=GRMZM2G093359
seq=translation;
coord=3:185834707..185839417:-1;
parent_transcript=GRMZM2G003385_T01;
parent_gene=GRMZM2G003385
seq=translation;
coord=5:188243871..188290615:-1;
parent_transcript=GRMZM5G824831_T01;
parent_gene=GRMZM5G824831
seq=translation;
coord=2:32257322..32262715:1;
parent_transcript=GRMZM2G157061_T01;
parent_gene=GRMZM2G157061
seq=translation;
coord=6:112268596..112280791:-1;
parent_transcript=GRMZM2G553687_T01;
parent_gene=GRMZM2G553687
seq=translation;
coord=3:34547144..34558771:1;
parent_transcript=EF517601.1_FGT012;
parent_gene=EF517601.1_FG012
seq=translation;
coord=3:162825591..162831818:-1;
parent_transcript=GRMZM2G133173_T01;
parent_gene=GRMZM2G133173
seq=translation;
coord=1:143622295..143626633:1;
parent_transcript=GRMZM2G152526_T01;
parent_gene=GRMZM2G152526
seq=translation;
coord=10:90200523..90201913:-1;
parent_transcript=GRMZM2G132093_T01;
parent_gene=GRMZM2G132093
seq=translation;
coord=5:12565068..12568390:1;
parent_transcript=GRMZM2G111566_T01;
parent_gene=GRMZM2G111566

GRMZM2G143462_PO1 (+5)

GRMZM5G879278_P02 (+2)

GRMZM2G097040_P01

GRMZM2G093359_PO1 (+1)

GRMZM2G003385_PO1 (+1)

GRMZM5G824831_PO1 (+7)

GRMZM2G157061_P01

GRMZM2G553687_P01

EF517601.1_FGP012

GRMZM2G133173_P01

GRMZM2G152526_P01

GRMZM2G132093_P01

GRMZM2G111566_P01

40 kDa

35kDa

18 kDa

49 kDa

60 kDa

26 kDa

86 kDa

204 kDa

87 kDa

77 kDa

37 kDa

25 kDa

23 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Reference Missing

0.7

No Values

0.1

2.7

0.2

0.6

0.8

-1.2

Reference Missing

0.8

No Values

23

0.9

0.4

0.3

-1.5

Reference Missing

0.8

No Values

2.6

0.5

0.3

13

Reference Missing

0.2

No Values

0.2

1.8

0.1

0.4

13

-1.7

Reference Missing

0.6

Reference Missing

2.3

-1.8

2.3

3.3

0.3

-1.8

Reference Missing

Reference Missing

2.7

-1.9

23

-1.5

-1.4

2.1

0.5

Reference Missing

0.4

Reference Missing

2.2

-1.5

1.9

-1.9

-1.4

2.2

0.6

-1.6

0.2

0.4

Reference Missing

15

-1.4

-1.4

11

-1.8

24



715

716

717

718

719

720

721

722

723

724

725

726

727

seq=translation;
coord=9:22655251..22657461:1;

parent_transcript=GRMZM2G092296_T01;

parent_gene=GRMZM2G092296

seq=translation; coord=9:6307326..6312829:-

1

parent_transcript=GRMZM2G082198_T01;

parent_gene=GRMZM2G082198
seq=translation;
coord=7:120200894..120203011:1;

parent_transcript=GRMZM2G138727_T01;

parent_gene=GRMZM2G138727
seq=translation;
coord=2:34985296..34990180:-1;

parent_transcript=GRMZM2G021219_T01;

parent_gene=GRMZM2G021219
seq=translation;
coord=2:17796828..17799226:-1;

parent_transcript=GRMZM2G101408_T01;

parent_gene=GRMZM2G101408
seq=translation;
coord=6:86343600..86346720:-1;

parent_transcript=GRMZM2G082823_T01;

parent_gene=GRMZM2G082823
seq=translation;
coord=8:160297692..160299701:-1;

parent_transcript=GRMZM2G105005_T01;

parent_gene=GRMZM2G105005
seq=translation;
coord=5:14072358..14073760:-1;

parent_transcript=GRMZM2G165901_T01;

parent_gene=GRMZM2G165901
seq=translation;
coord=4:136936001..136939330:1;

parent_transcript=GRMZM2G044684_T01;

parent_gene=GRMZM2G044684
seq=translation;
coord=9:64028902..64031969:1;

parent_transcript=GRMZM2G469898_T01;

parent_gene=GRMZM2G469898
seq=translation;
coord=3:202766518..202768685:-1;

parent_transcript=GRMZM2G181135_T01;

parent_gene=GRMZM2G181135
seq=translation;
coord=2:189488589..189490512:-1;

parent_transcript=GRMZM2G081017_T01;

parent_gene=GRMZM2G081017
seq=translation;
coord=8:118165588..118167724:1;

parent_transcript=AC197705.4_FGT001;

parent_gene=AC197705.4_FG001

GRMZM2G092296_P01

GRMZM2G082198_P01

GRMZM2G138727_P01

GRMZM2G021219_P01

GRMZM2G101408_PO1 (+2)

GRMZM2G082823_P01

GRMZM2G105005_PO1 (+2)

GRMZM2G165901_P01

GRMZM2G044684_P01

GRMZM2G469898_PO1 (+1)

GRMZM2G181135_P01

GRMZM2G081017_PO1 (+3)

AC197705.4_FGP001

14 kDa

23 kDa

24 kDa

41 kDa

16 kDa

80 kDa

37 kDa

16 kDa

36 kDa

43 kDa

54 kDa

33 kDa

65 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.2

No Values

11

2.7

0.9

0.7

0.5

No Values

1.2

0.1

No Values

0.2

No Values

2.2

1.7

Value Missing

0.9

No Values

0.3

0.5

0.6

No Values

No Values

0.3

2.3

1.2

0.2

No Values

15

0.4

No Values

No Values

0.6

0.5

11

0.5

No Values

23

0.7

No Values

6.9

1.2

1.6

2.1

No Values

No Values

No Values

2.1

0.6

Reference Missing

Value Missing

15

2.1

0.4

-1.8

No Values

No Values

No Values

1.2

0.8

-1.1

Value Missing

Value Missing

1.4

0.6

No Values

No Values

No Values

1.6

0.4

Value Missing

7.3

0.4

1.1

1.8

0.1

No Values

No Values

No Values

13



728

729

731

732

734

737

740

seq=translation;
coord=8:87034106..87038095:-1;

parent_transcript=GRMZM2G007404_T01;

parent_gene=GRMZM2G007404
seq=translation;
coord=1:262889860..262892469:1;

parent_transcript=GRMZM2G024131_T01;

parent_gene=GRMZM2G024131
seq=translation;
coord=3:204689100..204690354:1;

parent_transcript=GRMZM2G425629_T02;

parent_gene=GRMZM2G425629
seq=translation;
coord=2:223290295..223311152:1;

parent_transcript=GRMZM2G172369_T03;

parent_gene=GRMZM2G172369
seq=translation;
coord=9:151682948..151683563:1;

parent_transcript=GRMZM2G428040_T01;

parent_gene=GRMZM2G428040
seq=translation;
coord=10:87090618..87092722:1;

parent_transcript=GRMZM2G123029_T01;

parent_gene=GRMZM2G123029
seq=translation;
coord=4:233120026..233126298:-1;

parent_transcript=GRMZM2G049839_T01;

parent_gene=GRMZM2G049839
seq=translation;
coord=6:141280696..141285603:-1;

parent_transcript=GRMZM2G084767_T01;

parent_gene=GRMZM2G084767
seq=translation;
coord=3:217464401..217471380:-1;

parent_transcript=GRMZM2G105019_T01;

parent_gene=GRMZM2G105019
seq=translation;
coord=3:111553578..111570930:1;

parent_transcript=GRMZM2G411536_T01;

parent_gene=GRMZM2G411536
seq=translation;
coord=5:167061160..167068865:-1;

parent_transcript=GRMZM2G136296_T01;

parent_gene=GRMZM2G136296
seq=translation;
coord=8:115478841..115482432:1;

parent_transcript=GRMZM2G111411_T01;

parent_gene=GRMZM2G111411

seq=translation; coord=3:1479593..1481033:-

1

parent_transcript=GRMZM5G825437_T04;

parent_gene=GRMZM5G825437

GRMZM2G007404_PO1 (+1)

GRMZM2G024131_PO1 (+1)

GRMZM2G425629_P02

GRMZM2G172369_P03

GRMZM2G428040_P01

GRMZM2G123029_PO01 (+4)

GRMZM2G049839_PO1 (+1)

GRMZM2G084767_P01

GRMZM2G105019_P01

GRMZM2G411536_PO1 (+1)

GRMZM2G136296_PO1 (+1)

GRMZM2G111411_PO1

GRMZM5G825437_P04

48 kDa

50 kDa

24 kDa

114 kDa

13 kDa

32 kDa

45 kDa

96 kDa

40 kDa

401 kDa

99 kDa

24 kDa

15 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.1

No Values

No Values

0.3

No Values

0.3

0.1

0.4

0.3

No Values

No Values

0.1

No Values

0.6

0.6

0.5

0.3

No Values

No Values

No Values

13

0.4

0.3

No Values

No Values

0.7

No Values

0.3

-1.2

0.4

Value Missing

No Values

2.3

Reference Missing

No Values

0.4

No Values

1.8

-1.2

0.7

-1.2

-1.4

No Values

3.2

Reference Missing

No Values

No Values

1.7

0.3

No Values

Reference Missing

No Values

13

No Values

-1.7

0.4

-1.5

No Values

2.1

3.5

No Values

Reference Missing

No Values

23

-1.8



741

742

743

744

745

746

747

748

749

751

752

seq=translation;
coord=8:16994084..16999444:-1;
parent_transcript=GRMZM2G025215_T01;
parent_gene=GRMZM2G025215
seq=translation;
coord=4:127851768..127857102:1;
parent_transcript=GRMZM2G018416_T01;
parent_gene=GRMZM2G018416
seq=translation;
coord=9:18896527..18899443:1;
parent_transcript=GRMZM2G102596_T01;
parent_gene=GRMZM2G102596
seq=translation;
coord=1:5952987..5954672:1;
parent_transcript=GRMZM2G065718_T01;
parent_gene=GRMZM2G065718
seq=translation;
coord=3:133888888..133893638:1;
parent_transcript=GRMZM2G116204_T01;
parent_gene=GRMZM2G116204
seq=translation; coord=3:9805845..9808735:-
1
parent_transcript=GRMZM2G083418_T01;
parent_gene=GRMZM2G083418
seq=translation;
coord=10:148849233..148855901:1;
parent_transcript=GRMZM2G406074_T01;
parent_gene=GRMZM2G406074
seq=translation;
coord=2:146194741..146200435:-1;
parent_transcript=GRMZM2G537291_T01;
parent_gene=GRMZM2G537291
seq=translation;
coord=9:93447494..93469121:-1;
parent_transcript=GRMZM2G348666_T01;
parent_gene=GRMZM2G348666
seq=translation; coord=2:8906086..8909067:-
1
parent_transcript=GRMZM5G876898_T01;
parent_gene=GRMZM5G876898
seq=translation;
coord=1:67644786..67647420:1;
parent_transcript=GRMZM2G051879_T01;
parent_gene=GRMZM2G051879
seq=translation;
coord=1:68543805..68546269:-1;
parent_transcript=GRMZM2G077991_T01;
parent_gene=GRMZM2G077991
seq=translation;
coord=10:8848146..8849526:-1;
parent_transcript=GRMZM2G136910_T01;
parent_gene=GRMZM2G136910

GRMZM2G025215_P01

GRMZM2G018416_P01

GRMZM2G102596_PO1 (+2)

GRMZM2G065718_P01

GRMZM2G116204_P01

GRMZM2G083418_P01

GRMZM2G406074_P01

GRMZM2G537291_P01

GRMZM2G348666_PO1 (+1)

GRMZM5G876898_PO1 (+1)

GRMZM2G051879_PO01 (+13)

GRMZM2G077991_PO1 (+3)

GRMZM2G136910_P01

59 kDa

82 kDa

30 kDa

41 kDa

22 kDa

35kDa

25 kDa

68 kDa

133 kDa

44 kDa

15 kDa

16 kDa

16 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

15

Value Missing

0.8

2.7

0.2

1.7

0.6

0.9

0.6

0.6

0.4

23

0.1

1.7

0.3

1.4

0.4

-1.3

1.8

0.1

-1.2

11

0.1

0.7

-1.3

1.9

-1.2

0.2

0.3

-1.6

3.4

13

Reference Missing

1.8

1.6

11

3.2

0.8

0.7

33

2.6

Reference Missing

Value Missing

0.1

2.5

0.7

1.6

Reference Missing

0.6

3.2

-1.7

1.2

Reference Missing

24

-1.5

-3.8

Value Missing



754

757

761

762

764

seq=translation;
coord=9:28003772..28008138:1;
parent_transcript=GRMZM2G049693_T01;
parent_gene=GRMZM2G049693
seq=translation;
coord=6:132760746..132763409:1;
parent_transcript=GRMZM2G160925_T01;
parent_gene=GRMZM2G160925
seq=translation;
coord=1:279565504..279568174:1;
parent_transcript=GRMZM2G047456_T02;
parent_gene=GRMZM2G047456
seq=translation;
coord=8:143279539..143283510:-1;
parent_transcript=GRMZM2G050270_T01;
parent_gene=GRMZM2G050270
seq=translation;
coord=5:193157657..193165368:1;
parent_transcript=AC211737.3_FGT012;
parent_gene=AC211737.3_FG012
seq=translation;
coord=4:237521017..237524915:-1;
parent_transcript=GRMZM2G165917_T01;
parent_gene=GRMZM2G165917
seq=translation;
coord=5:69096740..69101545:-1;
parent_transcript=GRMZM2G020146_T01;
parent_gene=GRMZM2G020146
seq=translation;
coord=10:96835856..96839456:-1;
parent_transcript=GRMZM2G021170_T01;
parent_gene=GRMZM2G021170
seq=translation;
coord=6:164377053..164379535:-1;
parent_transcript=GRMZM2G039886_T01;
parent_gene=GRMZM2G039886
seq=translation;
coord=6:153256043..153259238:1;
parent_transcript=GRMZM2G169943_T01;
parent_gene=GRMZM2G169943
seq=translation;
coord=6:156534704..156535855:-1;
parent_transcript=GRMZM2G410134_T01;
parent_gene=GRMZM2G410134
seq=translation;
coord=6:157582700..157589894:1;
parent_transcript=GRMZM2G006377_T01;
parent_gene=GRMZM2G006377
seq=translation;
coord=6:63919594..63950390:1;
parent_transcript=GRMZM2G052812_T02;
parent_gene=GRMZM2G052812

GRMZM2G049693_PO1 (+1)

GRMZM2G160925_P01

GRMZM2G047456_P02 (+2)

GRMZM2G050270_P01

AC211737.3_FGP012

GRMZM2G165917_PO1 (+3)

GRMZM2G020146_P01

GRMZM2G021170_P01

GRMZM2G039886_P01

GRMZM2G169943_P01

GRMZM2G410134_P01

GRMZM2G006377_P01

GRMZM2G052812_P02 (+1)

66 kDa

41 kDa

34 kDa

46 kDa

75 kDa

49 kDa

57 kDa

29 kDa

39 kDa

36 kDa

22 kDa

49 kDa

37 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Reference Missing

-1.1

0.6

-1.4

No Values

No Values

No Values

0.3

Reference Missing

0.6

-1.7

-1.9

No Values

No Values

No Values

0.6

0.2

0.2

-1.4

-1.5

No Values

No Values

No Values

13

0.2

13

0.1

Value Missing

No Values

No Values

No Values

1.7

0.5

6.4

3.9

No Values

No Values

-1.2

6.5

1.9

1.1

0.8

1.2

0.3

No Values

No Values

7.6

1.9

3.1

0.9

1.8

Reference Missing

No Values

No Values

-1.3

Value Missing

2.6

2.8

1.2

3.2

No Values

No Values



767

770

771

772

773

774

775

776

777

778

779

seq=translation;
coord=1:41468889..41473581:1;

parent_transcript=GRMZM2G044027_T01;

parent_gene=GRMZM2G044027
seq=translation;
coord=8:17872894..17877539:1;

parent_transcript=GRMZM2G080722_T01;

parent_gene=GRMZM2G080722
seq=translation;
coord=1:290521787..290523917:1;

parent_transcript=GRMZM2G012224_T01;

parent_gene=GRMZM2G012224
seq=translation;
coord=6:148590842..148593721:1;

parent_transcript=GRMZM2G033641_T01;

parent_gene=GRMZM2G033641
seq=translation;
coord=6:168917945..168919116:1;

parent_transcript=GRMZM5G833747_T01;

parent_gene=GRMZM5G833747
seq=translation;
coord=1:41535916..41540223:-1;

parent_transcript=GRMZM2G157329_T01;

parent_gene=GRMZM2G157329
seq=translation;
coord=5:19123690..19126862:1;

parent_transcript=GRMZM2G074898_T01;

parent_gene=GRMZM2G074898
seq=translation;
coord=2:38192410..38194128:1;

parent_transcript=GRMZM2G121700_T01;

parent_gene=GRMZM2G121700
seq=translation;
coord=2:17348097..17355999:-1;

parent_transcript=GRMZM2G145968_T01;

parent_gene=GRMZM2G145968
seq=translation;
coord=5:180669231..180673418:1;

parent_transcript=GRMZM2G139614_T01;

parent_gene=GRMZM2G139614
seq=translation;
coord=7:10575103..10576227:-1;

parent_transcript=GRMZM2G328171_T01;

parent_gene=GRMZM2G328171
seq=translation;
coord=4:199076122..199077395:-1;

parent_transcript=GRMZM2G177720_T01;

parent_gene=GRMZM2G177720
seq=translation;
coord=2:24608141..24615659:1;

parent_transcript=GRMZM2G061928_T01;

parent_gene=GRMZM2G061928

GRMZM2G044027_PO1 (+1)

GRMZM2G080722_P01

GRMZM2G012224_P01

GRMZM2G033641_P01

GRMZM5G833747_PO1 (+2)

GRMZM2G157329_PO1 (+1)

GRMZM2G074898_PO1 (+8)

GRMZM2G121700_P01

GRMZM2G145968_P01

GRMZM2G139614_P01

GRMZM2G328171_P01

GRMZM2G177720_P01

GRMZM2G061928_PO01 (+2)

39 kDa

20 kDa

41 kDa

68 kDa

17 kDa

27 kDa

18 kDa

32 kDa

14 kDa

56 kDa

33 kDa

17 kDa

24 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.6

0.8

0.9

-1.5

0.8

11

-1.1

2.2

33

No Values

13

0.8

-1.8

0.2

0.4

2.8

No Values

0.7

13

-1.8

0.3

-1.2

1.8

2.6

No Values

-0.2 No Values
-0.3 -1.4
-0.6 -2

1.4 2.7

-2 1.9
0.3 3.6

0 1.7
-1.6 -1.8
1.3 2.7
22 Reference Missing

0 3.7
-0.3 0.2

No Values 0.3

No Values

-1.6

13

2.6

4.2

0.7

-1.9

Reference Missing

4.6

0.3

No Values

1.2

3.2

3.8

0.4

-1.9

2.5

Reference Missing

5.5

No Values

3.6

23

-1.8

23

Reference Missing

6.4

Reference Missing

0.1



781

782

784

787

791

792

seq=translation;
coord=4:195054129..195060931:1;
parent_transcript=GRMZM2G084406_T02;
parent_gene=GRMZM2G084406
seq=translation;
coord=6:98313412..98316578:1;
parent_transcript=GRMZM2G110402_T01;
parent_gene=GRMZM2G110402
seq=translation;
coord=3:151293748..151299116:1;
parent_transcript=GRMZM2G030902_T01;
parent_gene=GRMZM2G030902
seq=translation;
coord=1:293644603..293647117:-1;
parent_transcript=GRMZM2G068244_T01;
parent_gene=GRMZM2G068244
seq=translation;
coord=10:103630422..103635991:-1;
parent_transcript=GRMZM2G359298_T01;
parent_gene=GRMZM2G359298
seq=translation;
coord=8:171328319..171331663:-1;
parent_transcript=GRMZM2G172932_T01;
parent_gene=GRMZM2G172932
seq=translation;
coord=1:16603599..16606666:-1;
parent_transcript=GRMZM2G016511_T01;
parent_gene=GRMZM2G016511
seq=translation;
coord=5:212248891..212249987:1;
parent_transcript=GRMZM2G098167_T01;
parent_gene=GRMZM2G098167
seq=translation; coord=7:7118087..7119389:-
1
parent_transcript=GRMZM2G320298_T01;
parent_gene=GRMZM2G320298
seq=translation;
coord=6:147724800..147731064:1;
parent_transcript=GRMZM2G070199_T01;
parent_gene=GRMZM2G070199
seq=translation; coord=4:7172367..7173014:-
1
parent_transcript=GRMZM2G132162_T01;
parent_gene=GRMZM2G132162
seq=translation;
coord=7:152391333..152401606:1;
parent_transcript=GRMZM2G325008_T01;
parent_gene=GRMZM2G325008
seq=translation;
coord=5:31178435..31182856:-1;
parent_transcript=GRMZM2G102639_T01;
parent_gene=GRMZM2G102639

GRMZM2G084406_P02

GRMZM2G110402_PO1 (+2)

GRMZM2G030902_PO1 (+7)

GRMZM2G068244_P01

GRMZM2G359298_P01

GRMZM2G172932_P01 (+2)

GRMZM2G016511_P01

GRMZM2G098167_P01

GRMZM2G320298_P01

GRMZM2G070199_P01

GRMZM2G132162_P01

GRMZM2G325008_P01 (+4)

GRMZM2G102639_PO1 (+1)

66 kDa

24 kDa

40 kDa

28 kDa

83 kDa

50 kDa

27 kDa

18 kDa

35kDa

12 kDa

10 kDa

70 kDa

39 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

11

-1.4

0.8

0.7

No Values

0.9

-1.5

1.9

1.7

0.4

0.4

-1.5

-1.1

1.8

No Values

14

23

1.6

0.6

0.5

0.5

1.9

No Values

13

-1.2

2.2

43

0.4

-1.2

0.6

-1.1

No Values

0.4

0.2

0.9

0.2

5.2

0.5

0.4

2.3

2.2

0.2

0.2

-1.7

1.6

Value Missing

1.7

1.2

Reference Missing

1.6

-1.8

5.4

1.7

1.4

15

-2.8

0.7

0.8

0.6

1.6



794

797

800

801

802

803

804

805

seq=translation;
coord=3:221273481..221276486:-1;

parent_transcript=GRMZM2G051764_T01;

parent_gene=GRMZM2G051764
seq=translation;
coord=1:14103040..14104304:1;

parent_transcript=GRMZM5G850455_T01;

parent_gene=GRMZM5G850455
seq=translation;
coord=7:10513154..10517482:1;

parent_transcript=GRMZM2G066290_T01;

parent_gene=GRMZM2G066290
seq=translation;
coord=2:36456199..36464613:-1;

parent_transcript=GRMZM2G130230_T01;

parent_gene=GRMZM2G130230
seq=translation;
coord=9:149239142..149244150:1;

parent_transcript=GRMZM2G004528_T03;

parent_gene=GRMZM2G004528
seq=translation;
coord=4:237868446..237932504:1;

parent_transcript=GRMZM2G092627_T01;

parent_gene=GRMZM2G092627
seq=translation;
coord=5:128105440..128107392:-1;

parent_transcript=GRMZM2G071089_T01;

parent_gene=GRMZM2G071089
seq=translation;
coord=3:52892215..52895069:-1;

parent_transcript=GRMZM2G033226_T01;

parent_gene=GRMZM2G033226
seq=translation;
coord=2:224904656..224907978:1;

parent_transcript=GRMZM2G408768_T01;

parent_gene=GRMZM2G408768
seq=translation;
coord=1:298431972..298436349:1;

parent_transcript=GRMZM2G021742_T01;

parent_gene=GRMZM2G021742
seq=translation;
coord=4:100154058..100157650:1;

parent_transcript=GRMZM2G091995_T01;

parent_gene=GRMZM2G091995
seq=translation;
coord=9:86866692..86874101:-1;

parent_transcript=GRMZM2G022275_T01;

parent_gene=GRMZM2G022275
seq=translation;
coord=8:155644343..155646847:-1;

parent_transcript=GRMZM2G151252_T01;

parent_gene=GRMZM2G151252

GRMZM2G051764_PO1 (+2)

GRMZM5G850455_PO1 (+2)

GRMZM2G066290_PO1 (+1)

GRMZM2G130230_P01 (+2)

GRMZM2G004528_P03 (+1)

GRMZM2G092627_P01

GRMZM2G071089_P01

GRMZM2G033226_P01

GRMZM2G408768_P01

GRMZM2G021742_P01

GRMZM2G091995_PO1 (+1)

GRMZM2G022275_PO01 (+1)

GRMZM2G151252_PO01 (+2)

37 kDa

21 kDa

63 kDa

58 kDa

56 kDa

155 kDa

25 kDa

20 kDa

29 kDa

32 kDa

44 kDa

53 kDa

16 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.2

1.2

No Values

No Values

No Values

3.6

1.4

0.1

0.9

0.5

0.1

No Values

-1.3

No Values

No Values

2.6

0.9

0.2

0.9

0.5

No Values

No Values

No Values

1.8

11

0.1

0.1

0.7

No Values

No Values

No Values

0.5

0.9

0.2

-1.2

0.2

0.5

No Values

1.2

No Values

No Values

No Values

No Values

Value Missing

No Values

0.4

15

No Values

No Values

No Values

-1.9

-1.3

No Values

-1.5

No Values

0.2

0.6

No Values

No Values

No Values

-1.8

No Values

-1.4

No Values

0.2

No Values

No Values

No Values

No Values

-1.6



806

807

808

809

810

811

812

813

814

815

816

817

818

seq=translation;
coord=7:108281609..108388418:-1;

parent_transcript=GRMZM2G700188_T04;

parent_gene=GRMZM2G700188

seq=translation; coord=4:2112375..2118463:-

1

parent_transcript=GRMZM2G057450_T01;

parent_gene=GRMZM2G057450
seq=translation;
coord=7:166387724..166390583:1;

parent_transcript=GRMZM2G054136_T01;

parent_gene=GRMZM2G054136
seq=translation;
coord=6:167112832..167116884:-1;

parent_transcript=GRMZM2G144372_T01;

parent_gene=GRMZM2G144372
seq=translation;
coord=3:230441023..230443000:1;

parent_transcript=GRMZM2G353103_T01;

parent_gene=GRMZM2G353103
seq=translation;
coord=8:5159968..5162055:1;

parent_transcript=GRMZM2G044128_T01;

parent_gene=GRMZM2G044128
seq=translation;
coord=2:235441754..235443878:-1;

parent_transcript=GRMZM2G082974_T01;

parent_gene=GRMZM2G082974
seq=translation;
coord=1:275223498..275227310:-1;

parent_transcript=GRMZM2G169671_T01;

parent_gene=GRMZM2G169671
seq=translation;
coord=5:115978543..115983314:-1;

parent_transcript=GRMZM2G452633_T01;

parent_gene=GRMZM2G452633
seq=translation;
coord=7:16096163..16099019:1;

parent_transcript=GRMZM2G170044_T01;

parent_gene=GRMZM2G170044
seq=translation;
coord=3:188328660..188331609:-1;

parent_transcript=GRMZM2G047274_T01;

parent_gene=GRMZM2G047274
seq=translation;
coord=10:38522742..38534648:1;

parent_transcript=GRMZM2G010406_T01;

parent_gene=GRMZM2G010406
seq=translation;
coord=10:3062645..3066771:-1;

parent_transcript=GRMZM2G068465_T01;

parent_gene=GRMZM2G068465

GRMZM2G700188_P04 (+1)

GRMZM2G057450_PO1 (+6)

GRMZM2G054136_PO1 (+6)

GRMZM2G144372_P01

GRMZM2G353103_PO1 (+1)

GRMZM2G044128_P01

GRMZM2G082974_P01

GRMZM2G169671_P01

GRMZM2G452633_P01 (+2)

GRMZM2G170044_P01

GRMZM2G047274_P01

GRMZM2G010406_PO1 (+2)

GRMZM2G068465_PO1 (+3)

43 kDa

60 kDa

29 kDa

43 kDa

17 kDa

64 kDa

17 kDa

27 kDa

40 kDa

21 kDa

46 kDa

53 kDa

56 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.8

0.5

0.9

No Values

0.1

2.6

0.7

0.1

1.6

0.3

0.8

0.4

No Values

-1.7

0.4

0.9

0.1

0.8

0.2 0.5
0.4 0.3
0.3 0.4
-0.7 -0.8
0.3 0.5
No Values No Values

-2.6 -3

-0.5 -0.4
11 0.7
0.6 0.3
0.9 0.9
-0.4 -0.3
1.2 0.6

0.9 Reference Missing
-2.5 -3

1.7 0.5

-2.9 -2.7

1.6 1.7

Reference Missing Value Missing

0 -0.5
-0.6 -1
2.4 -0.8
-1.6 -3
4.1 23
-1.2 -1.5

Reference Missing  Reference Missing

1.7

0.1

0.8

Value Missing

-1.1

1.7

-1.4

Reference Missing

13

15

Value Missing

-1.3

0.9

-1.5

Reference Missing



819

820

821

822

823

824

825

826

827

828

829

830

seq=translation;
coord=2:21258086..21262803:1;
parent_transcript=GRMZM2G019919_T01;
parent_gene=GRMZM2G019919
seq=translation;
coord=6:150509782..150519705:1;
parent_transcript=GRMZM2G118037_T01;
parent_gene=GRMZM2G118037
seq=translation;
coord=8:134463276..134464095:1;
parent_transcript=GRMZM2G028393_T01;
parent_gene=GRMZM2G028393
seq=translation;
coord=1:292879723..292882219:-1;
parent_transcript=AC225147.4_FGT002;
parent_gene=AC225147.4_FG002
seq=translation;
coord=8:15778520..15799328:1;
parent_transcript=GRMZM2G097775_T01;
parent_gene=GRMZM2G097775
seq=translation;
coord=8:113008265..113010860:-1;
parent_transcript=GRMZM2G044947_T01;
parent_gene=GRMZM2G044947
seq=translation;
coord=6:129086004..129087221:1;
parent_transcript=GRMZM2G447795_T01;
parent_gene=GRMZM2G447795
seq=translation;
coord=1:84413344..84417967:1;
parent_transcript=GRMZM2G083173_T01;
parent_gene=GRMZM2G083173
seq=translation;
coord=4:14570220..14574637:-1;
parent_transcript=GRMZM5G840928_T01;
parent_gene=GRMZM5G840928
seq=translation;
coord=6:88903392..88908316:-1;
parent_transcript=GRMZM2G150256_T01;
parent_gene=GRMZM2G150256
seq=translation;
coord=2:13403335..13406342:-1;
parent_transcript=GRMZM2G354053_T01;
parent_gene=GRMZM2G354053
seq=translation;
coord=8:171412337..171415029:-1;
parent_transcript=GRMZM2G012160_T01;
parent_gene=GRMZM2G012160
seq=translation;
coord=3:213775068..213778961:1;
parent_transcript=GRMZM2G047298_T01;
parent_gene=GRMZM2G047298

GRMZM2G019919_PO1 (+2)

GRMZM2G118037_P01

GRMZM2G028393_PO1 (+1)

AC225147.4_FGP0O02 (+5)

GRMZM2G097775_PO01 (+1)

GRMZM2G044947_PO1 (+2)

GRMZM2G447795_P01

GRMZM2G083173_PO01 (+1)

GRMZM5G840928_PO01 (+2)

GRMZM2G150256_P01

GRMZM2G354053_P01

GRMZM2G012160_P01

GRMZM2G047298_P01

89 kDa

14 kDa

8 kDa

16 kDa

47 kDa

40 kDa

35kDa

80 kDa

44 kDa

52 kDa

84 kDa

15 kDa

42 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.6

0.5

0.6

0.3

0.4

1.7

0.1

0.8

0.1

1.4

1.1

0.2

0.1

0.7

0.2

14

0.1

0.5

15

1.7

-1.1

0.2

0.3

0.4

0.4

3.5

-1.8

0.3

13

0.1

0.5

1.2

1.8

0.6

0.1

-1.6

2.7

-1.5

0.5

-1.9

-1.7

2.3

4.4

-1.1

No Values

No Values

No Values

No Values

-1.1

-1.4

Value Missing

25

2.1

No Values

No Values

No Values

No Values

3.7

2.3

-1.1

No Values

No Values

No Values

No Values

-1.1

0.2

0.1

4.4

13

No Values

No Values

No Values

No Values



832

833

834

835

836

838

839

840

841

842

843

844

seq=translation;
coord=2:33498879..33500909:-1;

parent_transcript=GRMZM2G051898_T01;

parent_gene=GRMZM2G051898
seq=translation;
coord=4:182566741..182604691:1;

parent_transcript=GRMZM2G439339_T04;

parent_gene=GRMZM2G439339
seq=translation;
coord=7:173600066..173601522:1;

parent_transcript=GRMZM2G348125_T01;

parent_gene=GRMZM2G348125
seq=translation;
coord=1:240863375..240866448:1;

parent_transcript=GRMZM2G124434_T01;

parent_gene=GRMZM2G124434
seq=translation;
coord=3:38743793..38746868:-1;

parent_transcript=GRMZM2G033626_T01;

parent_gene=GRMZM2G033626
seq=translation;
coord=3:71260323..71320829:1;

parent_transcript=GRMZM2G314652_T02;

parent_gene=GRMZM2G314652
seq=translation;
coord=1:226551729..226556786:-1;

parent_transcript=GRMZM2G131769_T01;

parent_gene=GRMZM2G131769
seq=translation;
coord=2:224332394..224344331:1;

parent_transcript=GRMZM2G169095_T01;

parent_gene=GRMZM2G169095
seq=translation;
coord=6:134096678..134101001:-1;

parent_transcript=GRMZM2G339091_T01;

parent_gene=GRMZM2G339091
seq=translation;
coord=1:22629310..22633408:1;

parent_transcript=GRMZM2G055025_T01;

parent_gene=GRMZM2G055025
seq=translation;
coord=1:5345118..5348832:1;

parent_transcript=GRMZM2G119494_T01;

parent_gene=GRMZM2G119494
seq=translation;
coord=5:175584484..175585836:1;

parent_transcript=GRMZM2G049675_T01;

parent_gene=GRMZM2G049675
seq=translation;
coord=1:250092343..250095992:-1;

parent_transcript=GRMZM2G364069_T01;

parent_gene=GRMZM2G364069

GRMZM2G051898_P01

GRMZM2G439339_P04 (+1)

GRMZM2G348125_PO01 (+1)

GRMZM2G124434_P01

GRMZM2G033626_PO1 (+2)

GRMZM2G314652_P02

GRMZM2G131769_P01

GRMZM2G169095_P01

GRMZM2G339091_P0O1

GRMZM2G055025_P01

GRMZM2G119494_P01

GRMZM2G049675_PO01 (+1)

GRMZM2G364069_P01

40 kDa

226 kDa

23 kDa

43 kDa

34 kDa

55 kDa

54 kDa

71kDa

55 kDa

29 kDa

50 kDa

35kDa

47 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.8

No Values

0.3

-1.3

0.8

0.6

0.8

No Values

0.3

0.4

-1.4

0.8

0.4

0.5

Reference Missing

No Values

0.3

-1.1

2.7

0.4

No Values

0.3

0.8

-1.6

5.5

0.9

0.8

0.7

No Values

0.7

No Values

0.8

1.8

2.6

1.7

-1.9

No Values

0.6

No Values

0.8

1.7

13

0.3

0.7

2.7

No Values

0.1

No Values

0.4

1.9

1.2

15

11

13

No Values

No Values

-1.2

0.3

15

15

0.4

14



845

846

847

848

849

850

851

852

853

854

855

856

seq=translation;
coord=1:65994545..65996015:-1;

parent_transcript=GRMZM2G004298_T01;

parent_gene=GRMZM2G004298
seq=translation;
coord=1:274494460..274510748:-1;

parent_transcript=GRMZM2G396451_T02;

parent_gene=GRMZM2G396451
seq=translation;
coord=7:159001810..159027357:-1;

parent_transcript=GRMZM2G081155_T01;

parent_gene=GRMZM2G081155
seq=translation;
coord=2:62991591..62998602:-1;

parent_transcript=GRMZM2G171688_T01;

parent_gene=GRMZM2G171688
seq=translation;
coord=5:13253262..13257697:-1;

parent_transcript=GRMZM2G076524_T01;

parent_gene=GRMZM2G076524
seq=translation;
coord=8:2052922..2061036:1;

parent_transcript=GRMZM2G052875_T01;

parent_gene=GRMZM2G052875
seq=translation;
coord=1:194657095..194659202:-1;

parent_transcript=GRMZM2G083725_T01;

parent_gene=GRMZM2G083725
seq=translation;
coord=3:154973863..154975444:-1;

parent_transcript=GRMZM2G146246_T02;

parent_gene=GRMZM2G146246
seq=translation;
coord=1:174313373..174317518:1;

parent_transcript=GRMZM2G088565_T01;

parent_gene=GRMZM2G088565
seq=translation;
coord=7:137275571..137279379:1;

parent_transcript=GRMZM2G458164_T01;

parent_gene=GRMZM2G458164
seq=translation;
coord=1:296874949..296877709:-1;

parent_transcript=GRMZM2G035017_T01;

parent_gene=GRMZM2G035017
seq=translation;
coord=2:160538409..160543692:1;

parent_transcript=GRMZM2G151549_T01;

parent_gene=GRMZM2G151549
seq=translation;
coord=3:205620317..205627720:1;

parent_transcript=GRMZM2G157317_T01;

parent_gene=GRMZM2G157317

GRMZM2G004298_PO1 (+5)

GRMZM2G396451_P02 (+1)

GRMZM2G081155_PO1 (+2)

GRMZM2G171688_P01

GRMZM2G076524_PO1 (+1)

GRMZM2G052875_PO01 (+1)

GRMZM2G083725_PO01 (+1)

GRMZM2G146246_P02

GRMZM2G088565_P01

GRMZM2G458164_P01

GRMZM2G035017_P01

GRMZM2G151549_PO1 (+1)

GRMZM2G157317_PO1 (+1)

23 kDa

161 kDa

70 kDa

76 kDa

34 kDa

69 kDa

19 kDa

24 kDa

42 kDa

52 kDa

30 kDa

51 kDa

47 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.6 -0.3
0.1 -0.4
-0.2 -0.1
-0.4 -1.3
0.3 0.5
0.2 0
Reference Missing 0.4
-1.1 -0.8
0.9 0.5
0.6 0
14 1.9
0.3 -0.2
0.1 -0.5

0.6

0.7

0.4

0.1

0.2

0.1

1.4

0.4

14

0.4

-1.5

0.5

0.5

1.6

0.3

-1.6

-1.5

1.6

-1.7

4.5

-1.9

-1.8

11

34

1.8

0.2

0.2

1.2

-1.3

-1.3

4.1

0.1

0.6

0.4

-1.7

53



858

859

860

861

862

863

864

865

866

867

868

869

870

seq=translation;
coord=10:121538895..121542946:-1;
parent_transcript=GRMZM2G381267_T01;
parent_gene=GRMZM2G381267
seq=translation;
coord=7:155559747..155562921:1;
parent_transcript=GRMZM2G108285_T01;
parent_gene=GRMZM2G108285
seq=translation;
coord=8:13369483..13372340:-1;
parent_transcript=GRMZM2G119361_T01;
parent_gene=GRMZM2G119361
seq=translation;
coord=1:296017136..296022027:1;
parent_transcript=GRMZM2G053458_T01;
parent_gene=GRMZM2G053458
seq=translation; coord=4:1508758..1509325:-
1
parent_transcript=GRMZM2G107302_T01;
parent_gene=GRMZM2G107302
seq=translation;
coord=10:4071331..4073937:-1;
parent_transcript=GRMZM2G129804_T01;
parent_gene=GRMZM2G129804
seq=translation;
coord=1:216692560..216696036:1;
parent_transcript=GRMZM2G167669_T01;
parent_gene=GRMZM2G167669
seq=translation;
coord=1:262391932..262394279:1;
parent_transcript=GRMZM2G063503_T02;
parent_gene=GRMZM2G063503
seq=translation;
coord=5:62197397..62202236:1;
parent_transcript=GRMZM2G152111_T01;
parent_gene=GRMZM2G152111
seq=translation;
coord=8:39126474..39127702:1;
parent_transcript=GRMZM2G047732_T01;
parent_gene=GRMZM2G047732
seq=translation;
coord=5:1122734..1125202:1;
parent_transcript=GRMZM2G034326_T01;
parent_gene=GRMZM2G034326
seq=translation;
coord=5:202050924..202059781:1;
parent_transcript=GRMZM2G020040_T01;
parent_gene=GRMZM2G020040
seq=translation;
coord=1:221648603..221653196:1;
parent_transcript=GRMZM2G163437_T01;
parent_gene=GRMZM2G163437

GRMZM2G381267_PO1 (+1)

GRMZM2G108285_P01

GRMZM2G119361_PO1 (+1)

GRMZM2G053458_PO1 (+1)

GRMZM2G107302_P01

GRMZM2G129804_P01

GRMZM2G167669_P01

GRMZM2G063503_P02

GRMZM2G152111_PO1 (+4)

GRMZM2G047732_PO1 (+1)

GRMZM2G034326_PO01 (+3)

GRMZM2G020040_PO1 (+1)

GRMZM2G163437_PO1 (+1)

33 kDa

25 kDa

70 kDa

16 kDa

10 kDa

26 kDa

55 kDa

10 kDa

25 kDa

18 kDa

17 kDa

104 kDa

56 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

3.1

1.2

-1.4

0.6

-1.4

0.5

No Values

No Values

2.2

-1.6

0.5

0.2

No Values

No Values

1.6

0.3

0.7

-1.3

No Values

No Values

0.8

0.7

0.2

-1.5

-1.1

-1.7

No Values

No Values

0.5

Reference Missing

-1.2

Value Missing

0.4

11

No Values

-1.2

-1.1

Value Missing

7.4

0.8

0.5

No Values

25

-1.8

-1.9

-1.5

7.8

0.4

No Values

2.9

0.3

Value Missing

Value Missing

23

-1.2

No Values

29



871

872

873

874

875

876

877

878

879

880

881

882

883

seq=translation;
coord=10:125428223..125432495:1;
parent_transcript=GRMZM2G066815_T01;
parent_gene=GRMZM2G066815
seq=translation;
coord=5:23763272..23765390:-1;
parent_transcript=GRMZM2G376743_T01;
parent_gene=GRMZM2G376743
seq=translation;
coord=9:77151999..77153846:1;
parent_transcript=GRMZM2G080839_T01;
parent_gene=GRMZM2G080839
seq=translation; coord=4:9657544..9658965:-
1
parent_transcript=GRMZM2G117989_T01;
parent_gene=GRMZM2G117989
seq=translation;
coord=5:6444041..6445037:1;
parent_transcript=GRMZM2G077034_T01;
parent_gene=GRMZM2G077034
seq=translation;
coord=5:193174093..193205154:1;
parent_transcript=GRMZM5G883741_T02;
parent_gene=GRMZM5G883741
seq=translation;
coord=1:27178033..27184068:-1;
parent_transcript=GRMZM5G891739_T01;
parent_gene=GRMZM5G891739
seq=translation;
coord=9:11741082..11743899:1;
parent_transcript=GRMZM2G177098_T03;
parent_gene=GRMZM2G177098
seq=translation;
coord=8:126595171..126599674:1;
parent_transcript=GRMZM2G389118_T01;
parent_gene=GRMZM2G389118
seq=translation;
coord=2:164667085..164668830:-1;
parent_transcript=AC210204.3_FGT002;
parent_gene=AC210204.3_FG002
seq=translation;
coord=5:171688070..171693270:-1;
parent_transcript=GRMZM2G000278_T01;
parent_gene=GRMZM2G000278
seq=translation;
coord=10:5718777..5728532:-1;
parent_transcript=GRMZM2G020446_T01;
parent_gene=GRMZM2G020446
seq=translation;
coord=1:67436204..67440532:-1;
parent_transcript=GRMZM2G107473_T01;
parent_gene=GRMZM2G107473

AC210204.3_FGP002

GRMZM2G066815_P01

GRMZM2G376743_P01

GRMZM2G080839_P01

GRMZM2G117989_PO1 (+5)

GRMZM2G077034_P01

GRMZM5G883741_P02

GRMZM5G891739_P01

GRMZM2G177098_P03

GRMZM2G389118_P01

GRMZM2G000278_PO01 (+4)

GRMZM2G020446_P01

GRMZM2G107473_P01

57 kDa

59 kDa

58 kDa

18 kDa

10 kDa

66 kDa

17 kDa

13 kDa

143 kDa

34 kDa

42 kDa

53 kDa

30 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

No Values

No Values

0.6

0.1

0.4

0.5

0.1

0.5

0.7

11

No Values

No Values

0.6

0.7

0.1

0.2

0.5

1.6

No Values

No Values

1.7

4.1

0.8

0.2

1.4

0.9

No Values

No Values

33

4.2

0.9

0.2

Reference Missing

0.5

No Values

No Values

No Values

No Values

13

24

1.4

0.5

0.7

No Values

No Values

No Values

No Values

-1.4

1.6

1.7

0.3

0.5

0.3

No Values

No Values

No Values

No Values

1.2

2.3

1.6

1.6

0.5

0.9

No Values

No Values

No Values

No Values

0.8

2.1

15



884

885

886

887

888

889

890

891

892

893

894

895

896

seq=translation;
coord=7:157907062..157937456:-1;

parent_transcript=GRMZM2G335287_T01;

parent_gene=GRMZM2G335287
seq=translation;
coord=1:300990204..300994789:1;

GRMZM2G335287_P01

GRMZM2G122267_P01 (+1)

parent_transcript=GRMZM2G122267_T01;

parent_gene=GRMZM2G122267
seq=translation;
coord=4:162075480..162081835:-1;

GRMZM2G042502_P01 (+2)

parent_transcript=GRMZM2G042502_T01;

parent_gene=GRMZM2G042502
seq=translation;
coord=3:158520150..158525636:-1;

GRMZM2G081102_PO1 (+6)

parent_transcript=GRMZM2G081102_T01;

parent_gene=GRMZM2G081102
seq=translation;
coord=5:4422815..4424855:1;

parent_transcript=GRMZM2G130544_T02;

parent_gene=GRMZM2G130544
seq=translation;
coord=10:17606896..17610628:1;

parent_transcript=GRMZM2G009448_T01;

parent_gene=GRMZM2G009448
seq=translation;
coord=1:213095235..213096735:1;

parent_transcript=GRMZM2G161274_T02;

parent_gene=GRMZM2G161274
seq=translation;
coord=10:128106169..128112118:-1;

parent_transcript=GRMZM2G098577_T01;

parent_gene=GRMZM2G098577
seq=translation;
coord=1:289108489..289111192:-1;

GRMZM2G130544_P02

GRMZM2G009448_P01

GRMZM2G161274_P02

GRMZM2G098577_P01

GRMZM2G053023_PO1 (+1)

parent_transcript=GRMZM2G053023_T01;

parent_gene=GRMZM2G053023

seq=translation; coord=9:1634017..1638812:-

1

parent_transcript=GRMZM2G143862_T01;

parent_gene=GRMZM2G143862
seq=translation;
coord=9:126016122..126022567:1;

GRMZM2G143862_P01

GRMZM2G170843_PO01 (+1)

parent_transcript=GRMZM2G170843_T01;

parent_gene=GRMZM2G170843
seq=translation;
coord=5:70685080..70691262:-1;

GRMZM2G120578_PO1 (+1)

parent_transcript=GRMZM2G120578_T01;

parent_gene=GRMZM2G120578
seq=translation;
coord=1:190997916..191004927:1;

parent_transcript=GRMZM2G084149_T01;

parent_gene=GRMZM2G084149

GRMZM2G084149_P01

191 kDa

63 kDa

67 kDa

24 kDa

18 kDa

26 kDa

25 kDa

87 kDa

15 kDa

32 kDa

51 kDa

42 kDa

51 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.5

0.6

11

0.4

11

1.4

-1.6

15

0.4

1.2

0.6

-1.3

1.2

14

-1.8

1.6

0.1

0.4

-1.5

2.6

13

-1.4

1.9

0.2

0.2

-1.8

4.5

0.7

-1.6

0.2

13

2.2

-1.6

4.1

0.4

No Values

5.8

0.3

-1.8

-1.8

1.4

6.3

-1.8

3.4

No Values

3.6

-1.8

-1.2

5.5

-1.6

3.4

No Values

4.2

-1.9

0.5

5.7

-1.3

3.7

-1.4

No Values

33

3.1

53



897

898

899

900

901

903

904

905

906

907

908

909

seq=translation;
coord=5:83557023..83560095:1;

parent_transcript=AC234515.1_FGT003;

parent_gene=AC234515.1_FG003
seq=translation;
coord=8:79074521..79075661:-1;

parent_transcript=GRMZM2G125893_T01;

parent_gene=GRMZM2G125893
seq=translation;
coord=2:19443026..19444255:1;

parent_transcript=GRMZM2G132777_T01;

parent_gene=GRMZM2G132777
seq=translation;
coord=3:224922109..224926422:1;

parent_transcript=GRMZM2G064753_T01;

parent_gene=GRMZM2G064753
seq=translation;
coord=2:184451593..184456789:1;

parent_transcript=GRMZM5G820822_T01;

parent_gene=GRMZM5G820822
seq=translation;
coord=7:104173693..104176328:-1;

parent_transcript=GRMZM2G032160_T01;

parent_gene=GRMZM2G032160
seq=translation;
coord=2:6820716..6853179:1;

parent_transcript=GRMZM2G138782_T01;

parent_gene=GRMZM2G138782
seq=translation;
coord=2:24834408..24836108:-1;

parent_transcript=GRMZM2G108153_T01;

parent_gene=GRMZM2G108153
seq=translation;
coord=8:125902255..125906710:1;

parent_transcript=GRMZM2G059693_T01;

parent_gene=GRMZM2G059693
seq=translation;
coord=7:151190045..151192101:1;

parent_transcript=GRMZM2G155911_T01;

parent_gene=GRMZM2G155911
seq=translation;
coord=7:129358205..129362749:-1;

parent_transcript=GRMZM5G843748_T02;

parent_gene=GRMZM5G843748
seq=translation;
coord=5:77916981..77922073:1;

parent_transcript=GRMZM2G097207_T01;

parent_gene=GRMZM2G097207
seq=translation;
coord=10:86984445..86986672:1;

parent_transcript=GRMZM2G028104_T01;

parent_gene=GRMZM2G028104

AC234515.1_FGP003

GRMZM2G125893_P01

GRMZM2G132777_P01

GRMZM2G064753_P01

GRMZM5G820822_P01

GRMZM2G032160_P01

GRMZM2G138782_P01

GRMZM2G108153_P01

GRMZM2G059693_PO1 (+2)

GRMZM2G155911_P01

GRMZM5G843748_P02

GRMZM2G097207_P01

GRMZM2G028104_P01

50 kDa

15 kDa

35kDa

18 kDa

27 kDa

82 kDa

67 kDa

35kDa

58 kDa

52 kDa

38 kDa

53 kDa

47 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.1

1.2

No Values

0.1

1.6

1.6

1.6

No Values

0.5

0.2

-1.7

0.4

No Values

13

0.7

1.1

No Values

15

-1.6

0.1

-1.3

0.5

No Values

0.6

1.2

Reference Missing

0.1

0.4

No Values

1.4

-1.6

-1.6

0.1

No Values

13

13

24

0.3

0.8

No Values

2.7

0.6

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.4

No Values

Value Missing

11

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

Value Missing

15

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.3

No Values

Value Missing

1.8

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.7

No Values



910

911

912

913

914

915

916

917

918

919

920

921

922

seq=translation;
coord=7:137518004..137519265:-1;
parent_transcript=GRMZM2G066202_T01;
parent_gene=GRMZM2G066202
seq=translation;
coord=9:41048627..41058528:-1;
parent_transcript=GRMZM2G538535_T01;
parent_gene=GRMZM2G538535
seq=translation;
coord=1:232041908..232053896:-1;
parent_transcript=GRMZM2G148323_T01;
parent_gene=GRMZM2G148323
seq=translation; coord=2:2338643..2346346:-
1
parent_transcript=GRMZM2G077744_T01;
parent_gene=GRMZM2G077744
seq=translation;
coord=2:196218998..196222283:1;
parent_transcript=GRMZM2G042604_T01;
parent_gene=GRMZM2G042604
seq=translation;
coord=8:18214060..18227316:1;
parent_transcript=GRMZM2G107696_T01;
parent_gene=GRMZM2G107696
seq=translation;
coord=9:115668526..115674221:1;
parent_transcript=GRMZM5G818887_T01;
parent_gene=GRMZM5G818887
seq=translation;
coord=1:248590498..248595499:-1;
parent_transcript=GRMZM5G830403_T02;
parent_gene=GRMZM5G830403
seq=translation;
coord=7:155961862..155967544:-1;
parent_transcript=GRMZM2G173910_T01;
parent_gene=GRMZM2G173910
seq=translation;
coord=5:15703665..15718967:1;
parent_transcript=AC197122.3_FGT003;
parent_gene=AC197122.3_FG003
seq=translation;
coord=6:117850410..117855773:-1;
parent_transcript=GRMZM2G074454_T01;
parent_gene=GRMZM2G074454
seq=translation;
coord=8:83396432..83400437:1;
parent_transcript=GRMZM2G131249_T02;
parent_gene=GRMZM2G131249
seq=translation;
coord=6:167006647..167019258:1;
parent_transcript=AC233870.1_FGT006;
parent_gene=AC233870.1_FG006

AC197122.3_FGP003

AC233870.1_FGP006

GRMZM2G066202_P01

GRMZM2G538535_P01

GRMZM2G148323_P01

GRMZM2G077744_PO1 (+3)

GRMZM2G042604_PO1 (+3)

GRMZM2G107696_PO1 (+1)

GRMZM5G818887_P01

GRMZM5G830403_P02 (+2)

GRMZM2G173910_P01

GRMZM2G074454_P01

GRMZM2G131249_P02

27 kDa

49 kDa

62 kDa

16 kDa

27 kDa

93 kDa

35kDa

36 kDa

32 kDa

65 kDa

57 kDa

29 kDa

23 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

13

0.5

No Values

11

0.1

0.1

0.5

0.1

0.6

0.2

No Values

14

0.1

0.2

11

1.2

No Values

1.4

0.4

-1.2

0.2

0.2

1.8

No Values

0.8

0.3

-1.3

No Values

No Values

0.7

-1.3

-1.7

-1.4

0.9

0.5

2.2

No Values

No Values

0.4

-1.7

0.7

-1.1

1.2

1.1

No Values

No Values

0.1

-1.3

0.7

Value Missing

-1.1

11

13

No Values

No Values

-1.3

0.1

-1.4

0.4

Value Missing

-1.3

0.3

0.1

0.9



923

924

925

926

927

928

929

930

931

932

933

934

935

seq=translation;
coord=8:3347680..3350552:1;

parent_transcript=GRMZM2G013461_T01;

parent_gene=GRMZM2G013461
seq=translation;
coord=9:134504096..134514418:-1;

parent_transcript=GRMZM2G051613_T01;

parent_gene=GRMZM2G051613
seq=translation;
coord=2:232093952..232099171:1;

parent_transcript=GRMZM2G035807_T01;

parent_gene=GRMZM2G035807
seq=translation;
coord=1:66948065..66952666:-1;

parent_transcript=GRMZM2G152925_T01;

parent_gene=GRMZM2G152925
seq=translation;
coord=8:143277512..143279395:-1;

parent_transcript=GRMZM2G050072_T01;

parent_gene=GRMZM2G050072
seq=translation;
coord=10:25975417..25980229:-1;

parent_transcript=GRMZM2G014376_T01;

parent_gene=GRMZM2G014376
seq=translation;
coord=1:264743594..264751569:1;

parent_transcript=GRMZM2G002687_T01;

parent_gene=GRMZM2G002687
seq=translation;
coord=4:170517685..170521446:-1;

parent_transcript=GRMZM2G150648_T03;

parent_gene=GRMZM2G150648
seq=translation;
coord=4:174901704..174907176:-1;

parent_transcript=GRMZM2G039263_T01;

parent_gene=GRMZM2G039263
seq=translation;
coord=1:226171571..226174821:1;

parent_transcript=GRMZM5G882228_T02;

parent_gene=GRMZM5G882228
seq=translation;
coord=3:19453334..19462209:1;

parent_transcript=GRMZM2G088834_T03;

parent_gene=GRMZM2G088834
seq=translation;
coord=2:170263508..170267458:-1;

parent_transcript=GRMZM2G074687_T01;

parent_gene=GRMZM2G074687
seq=translation;
coord=1:94486908..94489534:1;

parent_transcript=GRMZM2G052666_T01;

parent_gene=GRMZM2G052666

GRMZM2G013461_PO1 (+1)

GRMZM2G051613_PO01 (+1)

GRMZM2G035807_PO1 (+3)

GRMZM2G152925_P01

GRMZM2G050072_P01

GRMZM2G014376_PO01 (+2)

GRMZM2G002687_P01

GRMZM2G150648_P03 (+2)

GRMZM2G039263_PO1 (+2)

GRMZM5G882228_P02

GRMZM2G088834_P03 (+1)

GRMZM2G074687_P01

GRMZM2G052666_P01

27 kDa

19 kDa

68 kDa

19 kDa

45 kDa

58 kDa

46 kDa

32 kDa

59 kDa

23 kDa

48 kDa

48 kDa

28 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.6

11

2.5

-1.5

1.2

-1.1

0.2

1.6

1.2

0.1

0.2

0.7

22

0.2

-1.7

0.3

Value Missing

0.2

1.9

1.2

0.9

0.3

2.6

-1.3

0.1

Value Missing

0.5

1.7

0.9

0.7

0.1

-1.7

0.4

Value Missing

0.4

15

0.5

0.1

-1.1

24

No Values

0.8

3.9

Reference Missing

13

0.4

0.6

No Values

0.9

4.8

0.2

13

1.8

3.7 3.4
-2.5 -2.4
0.4 -0.2
No Values No Values
1 1.2
5 4.3
0.3 0.4
-0.1 Value Missing
Value Missing -6.2
-5.7 -5.8
11 0.4
-0.6 -0.8
2.2 2.1



936

937

938

939

940

941

942

943

944

945

946

947

948

seq=translation;
coord=3:47497754..47499644:-1;
parent_transcript=GRMZM2G123407_T01;
parent_gene=GRMZM2G123407
seq=translation;
coord=1:277739114..277741150:1;
parent_transcript=GRMZM2G090422_T01;
parent_gene=GRMZM2G090422
seq=translation;
coord=4:229500502..229510053:1;
parent_transcript=GRMZM2G069631_T01;
parent_gene=GRMZM2G069631
seq=translation;
coord=2:30905783..30911404:-1;
parent_transcript=GRMZM2G352129_T01;
parent_gene=GRMZM2G352129
seq=translation;
coord=1:84814341..84815071:1;
parent_transcript=GRMZM2G402564_T01;
parent_gene=GRMZM2G402564
seq=translation;
coord=2:53844493..53846005:1;
parent_transcript=GRMZM2G044132_T01;
parent_gene=GRMZM2G044132
seq=translation;
coord=5:183144788..183149469:1;
parent_transcript=GRMZM2G007647_T01;
parent_gene=GRMZM2G007647
seq=translation; coord=5:6445850..6453287:-
1
parent_transcript=GRMZM2G076885_T01;
parent_gene=GRMZM2G076885
seq=translation;
coord=8:144270470..144273473:-1;
parent_transcript=GRMZM2G024315_T01;
parent_gene=GRMZM2G024315
seq=translation;
coord=3:30996380..30997528:1;
parent_transcript=AC226235.2_FGT001;
parent_gene=AC226235.2_FG001
seq=translation;
coord=5:65417067..65419686:1;
parent_transcript=GRMZM2G112805_T01;
parent_gene=GRMZM2G112805
seq=translation;
coord=2:34740703..34741540:1;
parent_transcript=AC155352.2_FGT010;
parent_gene=AC155352.2_FG010
seq=translation;
coord=10:4776409..4777145:-1;
parent_transcript=GRMZM2G031033_T01;
parent_gene=GRMZM2G031033

AC226235.2_FGP001

GRMZM2G123407_P01

GRMZM2G090422_P01

GRMZM2G069631_PO1 (+5)

GRMZM2G352129_P01

GRMZM2G402564_P01

GRMZM2G044132_P01

GRMZM2G007647_P01

GRMZM2G076885_P01

GRMZM2G024315_P01

GRMZM2G112805_P01

AC155352.2_FGPO010 (+2)

GRMZM2G031033_P01

24 kDa

24 kDa

58 kDa

72 kDa

8 kDa

28 kDa

52 kDa

41 kDa

38 kDa

33 kDa

30 kDa

14 kDa

16 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

-1.2

0.6

0.1

No Values

No Values

0.9

No Values

No Values

0.1

-1.8

Reference Missing

11

No Values

-1.2

0.2

No Values

No Values

1.8

No Values

No Values

0.1

-1.9

13

No Values

-1.6

0.1

No Values

No Values

2.7

No Values

No Values

0.9

-1.1

Reference Missing

No Values

0.1

No Values

No Values

3.7

No Values

No Values

1.2

-1.9

Reference Missing

0.5

No Values

-1.4

0.6

No Values

No Values

1.9

0.6

No Values

No Values

No Values

No Values

0.3

-1.2

21

0.5

Reference Missing

No Values

15

0.5

No Values

No Values

No Values

No Values

0.2

2.3

0.7

Reference Missing

No Values

0.7

0.1

No Values

No Values

No Values

No Values

0.6

-1.7

1.7

0.4

Reference Missing

No Values

0.3

No Values

No Values

No Values

No Values



949

950

951

952

953

955

956

957

958

959

960

seq=translation;
coord=6:14560251..14563314:-1;
parent_transcript=GRMZM2G076943_T01;
parent_gene=GRMZM2G076943
seq=translation; coord=4:1482217..1485577:-
1
parent_transcript=GRMZM2G107082_T01;
parent_gene=GRMZM2G107082
seq=translation;
coord=5:181383017..181386545:1;
parent_transcript=GRMZM2G029583_T02;
parent_gene=GRMZM2G029583
seq=translation;
coord=1:297509820..297513009:-1;
parent_transcript=GRMZM5G898915_T01;
parent_gene=GRMZM5G898915
seq=translation;
coord=4:26128851..26131595:1;
parent_transcript=GRMZM2G024482_T02;
parent_gene=GRMZM2G024482
seq=translation;
coord=2:82246568..82258715:1;
parent_transcript=GRMZM2G125310_T01;
parent_gene=GRMZM2G125310
seq=translation;
coord=10:70222469..70228198:-1;
parent_transcript=GRMZM2G103287_T01;
parent_gene=GRMZM2G103287
seq=translation; coord=7:8520216..8522520:-
1
parent_transcript=GRMZM2G024354_T01;
parent_gene=GRMZM2G024354
seq=translation;
coord=1:225492875..225495179:1;
parent_transcript=GRMZM2G056431_T01;
parent_gene=GRMZM2G056431
seq=translation;
coord=10:69423694..69433754:-1;
parent_transcript=GRMZM2G145870_T01;
parent_gene=GRMZM2G145870
seq=translation;
coord=4:5375612..5380694:1;
parent_transcript=GRMZM2G154169_T01;
parent_gene=GRMZM2G154169
seq=translation;
coord=9:110247484..110252966:-1;
parent_transcript=GRMZM2G174444_T01;
parent_gene=GRMZM2G174444
seq=translation;
coord=5:29321627..29325204:1;
parent_transcript=GRMZM2G158277_T01;
parent_gene=GRMZM2G158277

GRMZM2G076943_P01

GRMZM2G107082_P01

GRMZM2G029583_P02 (+1)

GRMZM5G898915_P01

GRMZM2G024482_P02

GRMZM2G125310_PO1 (+1)

GRMZM2G103287_PO1 (+1)

GRMZM2G024354_P01

GRMZM2G056431_PO1 (+1)

GRMZM2G145870_PO1 (+1)

GRMZM2G154169_P01

GRMZM2G174444_P01 (+1)

GRMZM2G158277_PO1 (+2)

76 kDa

47 kDa

44 kDa

37 kDa

24 kDa

25 kDa

37 kDa

24 kDa

13 kDa

42 kDa

23 kDa

12 kDa

30 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

1.4

0.1

0.8

0.1

1.8

0.9

0.6

2.2

0.1

0.1

0.1

1.7

0.9

0.4

0.2

-1.7

1.9

0.1

0.7

1.4

0.1

0.7

-1.2

1.4

0.8

No Values

No Values

0.3

0.7

2.1

-1.7

4.2

-1.6

0.7

0.7

0.7

No Values

No Values

0.8

23

-1.1

-1.2

4.3

-1.7

Reference Missing

No Values

No Values

0.7

2.6

4.6

-1.6

0.2

0.5

No Values

No Values

-1.3

0.8

2.8

4.7

-1.1

0.2



seq=translation;
coord=8:21874081..21876830:1;
parent_transcript=GRMZM2G033283_T01;
parent_gene=GRMZM2G033283
seq=translation;
coord=6:158946942..158950117:1;
parent_transcript=GRMZM2G044368_T01;
parent_gene=GRMZM2G044368
seq=translation;
coord=2:46344346..46345626:-1;
parent_transcript=AC206968.3_FGT003;
parent_gene=AC206968.3_FG003
seq=translation;
coord=6:130963745..130976059:-1;
parent_transcript=GRMZM2G361605_T01;
parent_gene=GRMZM2G361605
seq=translation;
coord=5:160443383..160458679:1;
parent_transcript=GRMZM2G052435_T03;
parent_gene=GRMZM2G052435
seq=translation;
coord=7:170026036..170029198:1;
parent_transcript=GRMZM2G055527_T01;
parent_gene=GRMZM2G055527
seq=translation;
coord=4:45262758..45263990:-1;
parent_transcript=GRMZM2G071575_T01;
parent_gene=GRMZM2G071575
seq=translation;
coord=3:57145425..57150481:1;
parent_transcript=GRMZM2G033644_T01;
parent_gene=GRMZM2G033644
seq=translation;
coord=10:79271116..79273839:-1;
parent_transcript=GRMZM2G032564_T01;
parent_gene=GRMZM2G032564
seq=translation;
coord=2:217631963..217637147:1;
parent_transcript=GRMZM2G109425_T01;
parent_gene=GRMZM2G109425
seq=translation;
coord=8:122751582..122753805:1;
parent_transcript=GRMZM2G154936_T01;
parent_gene=GRMZM2G154936
seq=translation;
coord=10:35583589..35590383:1;
parent_transcript=GRMZM2G009443_T01;
parent_gene=GRMZM2G009443
seq=translation; coord=8:1370962..1373972:-
1
parent_transcript=GRMZM2G042636_T01;
parent_gene=GRMZM2G042636

GRMZM2G033283_P01 21kDa Ref 0 -0.1 -0.4 -0.1 -1.1 -1.2 -1.2 -0.7

GRMZM2G044368_P01 (+3) 23 kDa Ref -0.3 -0.4 -0.2 -0.2 0.7 0 -0.2 -0.4

AC206968.3_FGP003 48 kDa Ref -1.1 -1 -0.8 -0.9 -2.8 -3.4 -3.4 -3.2

GRMZM2G361605_P01 (+1) 94 kDa Ref -0.4 -0.6 -0.8 -0.8 No Values No Values No Values No Values

GRMZM2G052435_P03 119 kDa Ref No Values No Values No Values No Values 0.8 -0.3 -0.5 -0.1

GRMZM2G055527_P01 11kDa Ref -0.6 -1 -0.9 -2.1 2.6 3.1 3 3

GRMZM2G071575_P01 19 kDa Ref 1.2 0.9 0.6 0.4 -0.6 -0.9 -0.8 -1.4

GRMZM2G033644_P01 57 kDa Ref -1.2 -0.8 -0.9 -0.5 Value Missing 0.7 1 -0.1

GRMZM2G032564_P01 (+5) 14kDa Ref 0.8 0.1 -0.9 -0.5 0 -1.2 -1.6 -2.5

GRMZM2G109425_P01 (+1) 59 kDa Ref -1 -0.6 -0.6 0.3 -3.2 -3.2 -3.4 -3.8

GRMZM2G154936_P01 (+2) 18 kDa Ref 2.1 1.6 13 11 1 -3.8 -3.4 -3.8

GRMZM2G009443_P01 (+1) 102 kDa Ref 0.8 Value Missing 0.2 0.6 Reference Missing  Reference Missing  Reference Missing  Reference Missing

GRMZM2G042636_P01 (+6) 50 kDa Ref 1.4 0.2 -1.1 -1.4 1.6 -0.7 -0.9 -1.9



975

976

977

978

979

980

981

982

983

984

985

986

seq=translation;
coord=4:93237748..93253880:1;
parent_transcript=GRMZM2G451443_T01;
parent_gene=GRMZM2G451443
seq=translation;
coord=5:24616889..24618887:-1;
parent_transcript=GRMZM2G032910_T01;
parent_gene=GRMZM2G032910
seq=translation;
coord=1:12987102..12993471:1;
parent_transcript=GRMZM2G172322_T01;
parent_gene=GRMZM2G172322
seq=translation;
coord=4:54600217..54609072:-1;
parent_transcript=GRMZM2G098496_T01;
parent_gene=GRMZM2G098496
seq=translation;
coord=3:148834092..148846161:-1;
parent_transcript=GRMZM2G047310_T02;
parent_gene=GRMZM2G047310
seq=translation;
coord=5:155530969..155538363:-1;
parent_transcript=GRMZM2G015132_T01;
parent_gene=GRMZM2G015132
seq=translation;
coord=8:98594898..98599276:-1;
parent_transcript=GRMZM2G114954_T01;
parent_gene=GRMZM2G114954

GRMZM2G451443_P01

GRMZM2G032910_PO1 (+1)

GRMZM2G172322_P01 (+1)

GRMZM2G098496_PO1 (+1)

GRMZM2G047310_P02

GRMZM2G015132_P01

GRMZM2G114954_PO1 (+3)

seq=translation; coord=8:9919345..9920090:-
1; parent_transcript=AC204893.3_FGT001; = AC204893.3_FGP0O1 (+1)
parent_gene=AC204893.3_FG001

seq=translation;
coord=8:159703050..159707801:1;
parent_transcript=GRMZM2G122607_T01;
parent_gene=GRMZM2G122607
seq=translation;
coord=4:161027635..161031592:-1;
parent_transcript=GRMZM2G156068_T01;
parent_gene=GRMZM2G156068
seq=translation;
coord=3:88528132..88533870:-1;
parent_transcript=GRMZM2G476933_T01;
parent_gene=GRMZM2G476933
seq=translation;
coord=1:56223520..56226018:1;
parent_transcript=GRMZM2G062425_T01;
parent_gene=GRMZM2G062425
seq=translation;
coord=2:207265904..207268967:1;
parent_transcript=AC194970.5_FGT009;
parent_gene=AC194970.5_FG009

GRMZM2G122607_P01

GRMZM2G156068_PO1 (+1)

GRMZM2G476933_P01

GRMZM2G062425_PO01 (+1)

AC194970.5_FGP009

63 kDa

35kDa

59 kDa

32 kDa

108 kDa

58 kDa

12 kDa

13 kDa

48 kDa

26 kDa

29 kDa

28 kDa

52 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.3

0.8

-1.6

Reference Missing

0.5

No Values

1.7

0.1

0.8

-1.7

0.6

No Values

0.9

0.2

15

1.2

Reference Missing

0.1

No Values

1.4

0.8

0.3

0.4

0.3

0.2

0.4

No Values

0.1

Reference Missing

2.6

15

2.3

2.7

0.8

0.8

-1.3

-1.6

2.6

1.4

13

-1.8

1.9

-1.1

2.5

-1.2

2.9

1.2

-1.1

31

2.2

1.7

1.7

22

0.8

-1.2



988

989

990

991

992

993

994

995

996

997

998

999

1000

seq=translation;
coord=3:224163656..224168718:-1;
parent_transcript=GRMZM2G339540_T04;
parent_gene=GRMZM2G339540
seq=translation;
coord=7:154714410..154723867:1;
parent_transcript=GRMZM2G375593_T01;
parent_gene=GRMZM2G375593
seq=translation; coord=7:7507005..7510800:-
1
parent_transcript=GRMZM2G143330_T01;
parent_gene=GRMZM2G143330
seq=translation;
coord=7:124863398..124868735:1;
parent_transcript=GRMZM2G067265_T01;
parent_gene=GRMZM2G067265
seq=translation;
coord=1:289786005..289788499:1;
parent_transcript=GRMZM2G168833_T01;
parent_gene=GRMZM2G168833
seq=translation;
coord=5:159290030..159322686:-1;
parent_transcript=GRMZM2G386155_T01;
parent_gene=GRMZM2G386155
seq=translation;
coord=6:103857605..103858686:-1;
parent_transcript=GRMZM2G335618_T01;
parent_gene=GRMZM2G335618
seq=translation;
coord=2:42784980..42792494:1;
parent_transcript=GRMZM2G065073_T02;
parent_gene=GRMZM2G065073

GRMZM2G339540_P04 (+1)

GRMZM2G375593_P01

GRMZM2G143330_P01

GRMZM2G067265_PO1 (+1)

GRMZM2G168833_P01

GRMZM2G386155_PO1 (+1)

GRMZM2G335618_P01

GRMZM2G065073_P02

seq=translation; coord=8:607069..619737:1;
parent_transcript=GRMZM2G077233_T01; GRMZM2G077233_P01 (+4)
parent_gene=GRMZM2G077233

seq=translation;
coord=3:184434264..184435351:1;
parent_transcript=GRMZM2G126397_T01;
parent_gene=GRMZM2G126397
seq=translation;
coord=5:168890072..168891220:-1;
parent_transcript=GRMZM2G115491_T01;
parent_gene=GRMZM2G115491
seq=translation;
coord=8:5023676..5024789:1;
parent_transcript=GRMZM2G095164_T01;
parent_gene=GRMZM2G095164
seq=translation;
coord=4:35209593..35215535:1;
parent_transcript=GRMZM2G145972_T02;
parent_gene=GRMZM2G145972

GRMZM2G126397_P01

GRMZM2G115491_P01

GRMZM2G095164_PO1 (+1)

GRMZM2G145972_P02

70 kDa

104 kDa

36 kDa

54 kDa

21 kDa

54 kDa

26 kDa

61 kDa

55 kDa

13 kDa

25 kDa

13 kDa

65 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.3

No Values

No Values

No Values

No Values

0.4

0.5

3.1

0.2

0.9

0.8

No Values

No Values

No Values

0.7

No Values

0.7

0.4

0.8

4.1

0.8

0.4

No Values

No Values

No Values

13

No Values

0.9

0.9

0.3

0.7

4.5

1.4

0.9

No Values

No Values

No Values

25

No Values

0.7

13

0.1

11

3.4

25

No Values

0.9

No Values

1.6

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

11

Reference Missing

No Values

1.6

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.5

0.8

0.6

No Values

1.8

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.5

0.3

No Values

1.8

No Values

No Values

No Values

No Values

No Values

No Values

No Values



1001

1002

1003

1004

1005

1006

1007

1008

1009

1010

1011

1012

1013

seq=translation;
coord=9:143036859..143040005:-1;

parent_transcript=GRMZM2G149809_T01;

parent_gene=GRMZM2G149809
seq=translation;
coord=3:147969444..147972018:1;

parent_transcript=GRMZM2G701801_T02;

parent_gene=GRMZM2G701801
seq=translation;
coord=8:159254849..159263818:-1;

parent_transcript=GRMZM2G046558_T02;

parent_gene=GRMZM2G046558
seq=translation;
coord=9:64132094..64145762:1;

parent_transcript=GRMZM2G072909_T01;

parent_gene=GRMZM2G072909
seq=translation;
coord=4:194605171..194610906:-1;

parent_transcript=GRMZM2G097043_T01;

parent_gene=GRMZM2G097043
seq=translation;
coord=1:3830541..3834833:1;

parent_transcript=GRMZM2G085909_T01;

parent_gene=GRMZM2G085909
seq=translation;
coord=2:212802942..212807188:1;

parent_transcript=GRMZM2G141510_T01;

parent_gene=GRMZM2G141510
seq=translation;
coord=8:10870907..10877056:1;

parent_transcript=GRMZM2G030384_T01;

parent_gene=GRMZM2G030384
seq=translation;
coord=10:141573795..141580886:-1;

parent_transcript=GRMZM2G156145_T01;

parent_gene=GRMZM2G156145
seq=translation;
coord=6:161231386..161234113:-1;

parent_transcript=GRMZM2G159032_T01;

parent_gene=GRMZM2G159032
seq=translation;
coord=5:183882422..183889051:-1;

parent_transcript=GRMZM2G142088_T01;

parent_gene=GRMZM2G142088
seg=translation;
coord=5:204089494..204100246:-1;

parent_transcript=GRMZM2G029186_T01;

parent_gene=GRMZM2G029186
seg=translation;
coord=5:74450298..74452700:-1;

parent_transcript=GRMZM5G831200_T01;

parent_gene=GRMZM5G831200

GRMZM2G149809_PO1 (+1)

GRMZM2G701801_P02

GRMZM2G046558_P02

GRMZM2G072909_P01

GRMZM2G097043_P01

GRMZM2G085909_P01

GRMZM2G141510_P01

GRMZM2G030384_P01

GRMZM2G156145_P01

GRMZM2G159032_PO01 (+2)

GRMZM2G142088_PO1 (+1)

GRMZM2G029186_PO1 (+3)

GRMZM5G831200_P01

32 kDa

22 kDa

32 kDa

47 kDa

88 kDa

58 kDa

47 kDa

66 kDa

110 kDa

33 kDa

87 kDa

146 kDa

55 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.4

0.4

-1.1

11

-1.1

0.3

0.1

0.3

0.4

0.8

0.4

-1.2

0.4

-1.1

0.2

0.4

2.6

0.8

-1.4

0.8

0.3

-1.2

-1.2

33

1.1

-1.1

0.3

0.1

0.1

No Values

No Values

-1.4

15

No Values

No Values

0.6

1.2

-1.9

No Values

No Values

15

No Values

No Values

0.9

-1.3



1014

1015

1016

1017

1018

1019

1020

1021

1022

1023

1024

1025

1026

seq=translation;
coord=3:133205499..133209390:-1;

parent_transcript=GRMZM2G136262_T01;

parent_gene=GRMZM2G136262
seq=translation;
coord=6:131028969..131032495:1;

parent_transcript=GRMZM2G133631_T01;

parent_gene=GRMZM2G133631
seq=translation;
coord=6:140465764..140469654:1;

parent_transcript=AC213884.3_FGT001;

parent_gene=AC213884.3_FG001
seq=translation;
coord=10:23245983..23251624:-1;

parent_transcript=GRMZM2G013478_T01;

parent_gene=GRMZM2G013478
seq=translation;
coord=9:153591547..153607432:1;

parent_transcript=GRMZM2G051219_T01;

parent_gene=GRMZM2G051219
seq=translation;
coord=4:235606747..235623515:-1;

parent_transcript=GRMZM2G119482_T01;

parent_gene=GRMZM2G119482
seq=translation;
coord=6:102399027..102412128:1;

parent_transcript=GRMZM2G106427_T01;

parent_gene=GRMZM2G106427
seq=translation;
coord=1:46061768..46066293:1;

parent_transcript=GRMZM2G058138_T01;

parent_gene=GRMZM2G058138
seq=translation;
coord=4:102065832..102092090:1;

parent_transcript=GRMZM2G028766_T01;

parent_gene=GRMZM2G028766
seq=translation;
coord=5:176347442..176349538:1;

parent_transcript=GRMZM2G056629_T01;

parent_gene=GRMZM2G056629
seq=translation;
coord=6:160040980..160045154:-1;

parent_transcript=GRMZM2G005036_T01;

parent_gene=GRMZM2G005036
seq=translation;
coord=1:274275100..274280175:1;

parent_transcript=GRMZM2G135283_T03;

parent_gene=GRMZM2G135283
seg=translation;
coord=1:191893507..191894902:1;

parent_transcript=GRMZM2G427451_T01;

parent_gene=GRMZM2G427451

GRMZM2G136262_P01

GRMZM2G133631_PO1 (+5)

AC213884.3_FGP001

GRMZM2G013478_P01

GRMZM2G051219_PO1 (+1)

GRMZM2G119482_P01

GRMZM2G106427_PO1 (+3)

GRMZM2G058138_PO1 (+2)

GRMZM2G028766_PO1 (+1)

GRMZM2G056629_P01

GRMZM2G005036_P01

GRMZM2G135283_P03 (+1)

GRMZM2G427451_P01

15 kDa

22 kDa

24 kDa

24 kDa

41 kDa

56 kDa

35kDa

38 kDa

47 kDa

41 kDa

54 kDa

57 kDa

25 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.1

0.2

No Values

Reference Missing

0.2

2.3

0.7

0.1

0.2

0.2

No Values

-1.7

0.2

23

0.6

0.2

0.5

No Values

-1.3

Reference Missing

0.2

0.1

-1.4

1.8

0.2

No Values

0.8

0.1

14

0.2

-1.3

3.2

No Values

No Values

1.6

Reference Missing

Reference Missing

53

-1.1

33

No Values

No Values

14

Reference Missing

Reference Missing

3.6

5.5

3.4

No Values

0.3

No Values

1.4

Reference Missing

Reference Missing

3.6

5.4

No Values

0.9

No Values

11

Reference Missing

Reference Missing

3.1

4.6



1027

1028

1029

1030

1031

1032

1033

1034

1035

1036

1037

1038

1039

seq=translation;
coord=1:56746484..56752553:1;

parent_transcript=GRMZM2G010823_T01;

parent_gene=GRMZM2G010823
seq=translation;
coord=8:116304892..116311147:-1;

parent_transcript=GRMZM2G055489_T01;

parent_gene=GRMZM2G055489
seq=translation;
coord=5:56740173..56751799:1;

parent_transcript=GRMZM2G115939_T01;

parent_gene=GRMZM2G115939
seq=translation;
coord=4:163464001..163467089:-1;

parent_transcript=GRMZM2G072612_T01;

parent_gene=GRMZM2G072612
seq=translation;
coord=10:106434010..106436707:-1;

parent_transcript=GRMZM2G139512_T01;

parent_gene=GRMZM2G139512
seq=translation;
coord=7:164069905..164076083:1;

parent_transcript=GRMZM2G136918_T01;

parent_gene=GRMZM2G136918
seq=translation;
coord=10:148101348..148102945:1;

parent_transcript=GRMZM5G892522_T01;

parent_gene=GRMZM5G892522
seq=translation;
coord=4:154310162..154311883:-1;

parent_transcript=GRMZM2G373522_T01;

parent_gene=GRMZM2G373522
seq=translation;
coord=5:113730181..113780006:1;

parent_transcript=GRMZM2G056661_T01;

parent_gene=GRMZM2G056661
seq=translation;
coord=8:173103213..173107748:1;

parent_transcript=GRMZM2G124365_T01;

parent_gene=GRMZM2G124365
seq=translation;
coord=1:60216405..60219476:-1;

parent_transcript=GRMZM2G144995_T01;

parent_gene=GRMZM2G144995
seq=translation;
coord=5:64107900..64117086:1;

parent_transcript=GRMZM2G145088_T01;

parent_gene=GRMZM2G145088
seg=translation;
coord=4:238325251..238328383:-1;

parent_transcript=GRMZM2G060567_T01;

parent_gene=GRMZM2G060567

GRMZM2G010823_P01

GRMZM2G055489_PO1 (+2)

GRMZM2G115939_P01 (+2)

GRMZM2G072612_PO1 (+1)

GRMZM2G139512_PO01 (+3)

GRMZM2G136918_PO1 (+4)

GRMZM5G892522_P01

GRMZM2G373522_P01

GRMZM2G056661_PO1 (+1)

GRMZM2G124365_P01

GRMZM2G144995_PO1 (+1)

GRMZM2G145088_P01

GRMZM2G060567_P01

54 kDa

47 kDa

21 kDa

39 kDa

29 kDa

31 kDa

19 kDa

31 kDa

222 kDa

35kDa

61 kDa

131 kDa

26 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.4

0.1

0.1

0.2

-1.6

2.3

No Values

No Values

No Values

2.6

0.3

-1.4

-1.6

No Values

No Values

No Values

2.5

0.1

-1.2

2.2

No Values

No Values

No Values

2.5

0.5

0.9

0.8

-1.4

-1.6

25

No Values

No Values

No Values

14

1.6

1.2

-1.9

3.1

15

11

No Values

No Values

0.6

1.8

1.9

24

0.3

0.5

No Values

No Values

0.4

2.2

2.3

2.1

0.8

0.7

No Values

No Values

0.1

2.2

29

23

-1.9

1.7

-1.1

No Values

No Values



1040

1041

1042

1043

1044

1045

1046

1047

1048

1049

1050

1051

1052

seq=translation;
coord=7:106230652..106231840:1;

parent_transcript=GRMZM2G025646_T01;

parent_gene=GRMZM2G025646
seq=translation;
coord=3:22814532..22820273:-1;

parent_transcript=GRMZM2G009282_T01;

parent_gene=GRMZM2G009282
seq=translation;
coord=2:130291275..130295558:-1;

parent_transcript=GRMZM2G118800_T01;

parent_gene=GRMZM2G118800
seq=translation;
coord=4:172748163..172754261:1;

parent_transcript=GRMZM2G178398_T01;

parent_gene=GRMZM2G178398
seq=translation;
coord=5:182124005..182130631:-1;

parent_transcript=GRMZM2G137409_T01;

parent_gene=GRMZM2G137409
seq=translation;
coord=1:293041177..293042705:-1;

parent_transcript=GRMZM2G155329_T01;

parent_gene=GRMZM2G155329
seq=translation;
coord=7:156569238..156573041:1;

parent_transcript=GRMZM2G153162_T02;

parent_gene=GRMZM2G153162
seq=translation;
coord=3:123772202..123775285:1;

parent_transcript=GRMZM2G164868_T01;

parent_gene=GRMZM2G164868
seq=translation;
coord=4:163261154..163272206:1;

parent_transcript=GRMZM2G014994_T01;

parent_gene=GRMZM2G014994
seq=translation;
coord=10:12167272..12169103:-1;

parent_transcript=GRMZM2G094375_T01;

parent_gene=GRMZM2G094375
seq=translation;
coord=3:231890529..231892088:-1;

parent_transcript=GRMZM2G175076_T01;

parent_gene=GRMZM2G175076
seq=translation;
coord=6:166587013..166592611:1;

parent_transcript=GRMZM2G027955_T01;

parent_gene=GRMZM2G027955
seg=translation;
coord=2:36317292..36319768:1;

parent_transcript=GRMZM2G102183_T01;

parent_gene=GRMZM2G102183

GRMZM2G025646_P01 (+1)

GRMZM2G009282_P01

GRMZM2G118800_P01

GRMZM2G178398_P01

GRMZM2G137409_P01

GRMZM2G155329_P01

GRMZM2G153162_P02

GRMZM2G164868_PO1 (+1)

GRMZM2G014994_P01

GRMZM2G094375_PO01 (+1)

GRMZM2G175076_P01

GRMZM2G027955_PO1 (+2)

GRMZM2G102183_PO01 (+2)

15 kDa

102 kDa

52 kDa

99 kDa

82 kDa

24 kDa

101 kDa

58 kDa

18 kDa

47 kDa

24 kDa

59 kDa

47 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

No Values

11

1.4

0.8

0.1

No Values

No Values

0.5

0.5

0.1

-1.2

0.2

No Values No Values
0.1 -0.7
0.5 0.9
0.5 0.2
0.2 14
-0.3 1.2

No Values No Values

No Values No Values
-0.4 -1.2
0.3 1
-0.2 1.6
-1.4 -2
0.4 -0.1

No Values

0.7

1.9

0.1

2.2

2.1

No Values

No Values

2.4

3.2

No Values

No Values

No Values

No Values

No Values

0.8

No Values

No Values

No Values

1.6

0.4

29

No Values

No Values

No Values

No Values

No Values

-1.5

No Values

No Values

No Values

1.7

0.6

2.3

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

1.2

Reference Missing

1.6

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

1.2

Reference Missing



1053

1054

1055

1056

1057

1058

1059

1060

1061

1062

1063

1064

1065

seq=translation;
coord=4:173177749..173179720:-1;

parent_transcript=GRMZM2G054012_T01;

parent_gene=GRMZM2G054012
seq=translation;
coord=10:63619774..63622627:-1;

parent_transcript=GRMZM2G368861_T01;

parent_gene=GRMZM2G368861
seq=translation;
coord=1:191987932..191990561:1;

parent_transcript=AC197246.3_FGT003;

parent_gene=AC197246.3_FG003
seq=translation;
coord=10:127861555..127867760:-1;

parent_transcript=GRMZM2G096705_T01;

parent_gene=GRMZM2G096705
seq=translation;
coord=7:82007091..82010522:1;

parent_transcript=GRMZM2G056501_T01;

parent_gene=GRMZM2G056501
seq=translation;
coord=2:189443283..189447454:1;

parent_transcript=GRMZM2G112165_T01;

parent_gene=GRMZM2G112165
seq=translation;
coord=8:127487910..127490998:1;

parent_transcript=GRMZM2G150485_T01;

parent_gene=GRMZM2G150485
seq=translation;
coord=2:217093149..217097528:-1;

parent_transcript=GRMZM2G030646_T01;

parent_gene=GRMZM2G030646
seq=translation;
coord=1:27094498..27098727:1;

parent_transcript=GRMZM2G163129_T01;

parent_gene=GRMZM2G163129
seq=translation;
coord=6:109292609..109296377:1;

parent_transcript=GRMZM2G048194_T01;

parent_gene=GRMZM2G048194
seq=translation;
coord=8:78073258..78079706:1;

parent_transcript=GRMZM2G023418_T01;

parent_gene=GRMZM2G023418
seg=translation;
coord=9:150816519..150821326:-1;

parent_transcript=GRMZM2G169365_T01;

parent_gene=GRMZM2G169365
seg=translation;
coord=2:193416339..193419729:-1;

parent_transcript=GRMZM2G023080_T01;

parent_gene=GRMZM2G023080

GRMZM2G054012_PO1 (+3)

GRMZM2G368861_P01

AC197246.3_FGPO03 (+4)

GRMZM2G096705_P01

GRMZM2G056501_PO1 (+2)

GRMZM2G112165_P01

GRMZM2G150485_PO1 (+2)

GRMZM2G030646_P01

GRMZM2G163129_PO1

GRMZM2G048194_PO1 (+1)

GRMZM2G023418_P01

GRMZM2G169365_P01

GRMZM2G023080_PO1 (+3)

7 kDa

9 kDa

16 kDa

49 kDa

18 kDa

80 kDa

33 kDa

30 kDa

103 kDa

41 kDa

144 kDa

39 kDa

29 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.3

0.2

0.3

1.4

No Values

0.3

0.3

3.9

1.1

No Values

-0.3 -0.8
3 1.8
0 0.4

-0.4 -0.6
-1 -1.6

-2.6 -2.3
-1 -1.2

0.4 0.9

-0.4 -0.3

No Values No Values

0.4 -0.1

-0.5 -0.7

-0.2 -0.4

1.6

0.7

0.9

13

-1.2

0.2

0.4

0.5

-1.2

2.8

-1.7

-1.2

-1.4

0.7

0.5

0.6

-1.1

1.2

2.9

-1.7

-1.6

-1.9

13

1.6

-1.6

0.1



1066

1067

1068

1069

1070

1071

1072

1073

1074

1075

1076

1077

1078

seq=translation;
coord=5:30771033..30772796:1;
parent_transcript=GRMZM2G026216_T01;
parent_gene=GRMZM2G026216
seq=translation;
coord=5:215656610..215661825:1;
parent_transcript=GRMZM2G143651_T01;
parent_gene=GRMZM2G143651
seq=translation;
coord=6:28127232..28129613:1;
parent_transcript=GRMZM2G165815_T02;
parent_gene=GRMZM2G165815
seq=translation;
coord=8:154456893..154470550:1;
parent_transcript=GRMZM2G316113_T01;
parent_gene=GRMZM2G316113
seq=translation;
coord=6:24549898..24554957:-1;
parent_transcript=GRMZM2G111579_T01;
parent_gene=GRMZM2G111579
seq=translation;
coord=5:163610246..163620614:1;
parent_transcript=GRMZM2G360589_T01;
parent_gene=GRMZM2G360589
seq=translation;
coord=2:76993674..76995064:1;
parent_transcript=GRMZM2G069523_T01;
parent_gene=GRMZM2G069523
seq=translation;
coord=4:240105137..240108983:1;
parent_transcript=GRMZM2G079348_T01;
parent_gene=GRMZM2G079348
seq=translation;
coord=5:3195909..3207226:1;
parent_transcript=GRMZM2G071071_T01;
parent_gene=GRMZM2G071071
seq=translation;
coord=8:94750778..94753384:1;
parent_transcript=GRMZM2G147221_T01;
parent_gene=GRMZM2G147221
seq=translation; coord=6:6269340..6271805:-
1
parent_transcript=GRMZM2G134134_T02;
parent_gene=GRMZM2G134134
seg=translation;
coord=9:19034931..19038665:-1;
parent_transcript=GRMZM5G877388_T02;
parent_gene=GRMZM5G877388
seg=translation;
coord=1:34664608..34673432:1;
parent_transcript=GRMZM2G058870_T01;
parent_gene=GRMZM2G058870

GRMZM2G026216_PO01 (+3)

GRMZM2G143651_P01

GRMZM2G165815_P02

GRMZM2G316113_PO1 (+2)

GRMZM2G111579_P01

GRMZM2G360589_P01

GRMZM2G069523_P01

GRMZM2G079348_PO01 (+3)

GRMZM2G071071_P0O1

GRMZM2G147221_PO1

GRMZM2G134134_P02

GRMZM5G877388_P02

GRMZM2G058870_P01

19 kDa

50 kDa

23 kDa

155 kDa

57 kDa

46 kDa

28 kDa

79 kDa

72 kDa

59 kDa

40 kDa

14 kDa

198 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

11

21

0.6

0.2

-1.5

-1.3

11

1.6

0.3

1.2

Value Missing

-1.4

0.9

11

0.5

0.2

0.4

-1.4

-1.3

0.1

0.3

21

0.6

0.3

0.2

-1.3

0.9

Value Missing

0.2

-1.7

0.4

11

Reference Missing

-1.4

0.9

-1.8

Reference Missing

0.7

0.8

Reference Missing

0.2

-1.4

0.6

Reference Missing

4.5

0.4

Reference Missing

-1.1

0.1

-1.3

11

Reference Missing

4.2

-1.3

Value Missing

1.7

-1.1

-1.5

0.7

Reference Missing

4.6

-1.5



1079

1080

1081

1082

1083

1084

1085

1086

1087

1088

1089

1090

1091

seq=translation;
coord=5:6688332..6691221:1;

parent_transcript=GRMZM5G862540_T01;

parent_gene=GRMZM5G862540
seq=translation;
coord=9:57980157..57982564:1;

parent_transcript=GRMZM2G066111_T01;

parent_gene=GRMZM2G066111
seq=translation;
coord=3:87798819..87808953:-1;

parent_transcript=GRMZM2G009593_T01;

parent_gene=GRMZM2G009593
seq=translation;
coord=2:196359627..196363692:-1;

parent_transcript=GRMZM2G573867_T01;

parent_gene=GRMZM2G573867
seq=translation;
coord=1:49207907..49216831:1;

parent_transcript=GRMZM2G140432_T01;

parent_gene=GRMZM2G140432
seq=translation;
coord=5:214501921..214505061:1;

parent_transcript=GRMZM2G008728_T02;

parent_gene=GRMZM2G008728
seq=translation;
coord=1:298585659..298587727:-1;

parent_transcript=GRMZM2G058568_T03;

parent_gene=GRMZM2G058568
seq=translation;
coord=9:116241684..116244580:-1;

parent_transcript=GRMZM2G013002_T01;

parent_gene=GRMZM2G013002
seq=translation;
coord=9:107790531..107797125:1;

parent_transcript=GRMZM2G055320_T01;

parent_gene=GRMZM2G055320
seq=translation;
coord=8:143676986..143682414:1;

parent_transcript=GRMZM2G107757_T01;

parent_gene=GRMZM2G107757
seq=translation;
coord=3:147676601..147679180:-1;

parent_transcript=GRMZM2G479112_T01;

parent_gene=GRMZM2G479112
seg=translation;
coord=8:8472359..8474789:1;

parent_transcript=GRMZM2G021614_T01;

parent_gene=GRMZM2G021614
seg=translation;
coord=6:123432811..123435820:-1;

parent_transcript=GRMZM2G127160_T01;

parent_gene=GRMZM2G127160

GRMZM5G862540_P01 (+1)

GRMZM2G066111_PO1 (+3)

GRMZM2G009593_PO1 (+2)

GRMZM2G573867_PO1 (+1)

GRMZM2G140432_P01

GRMZM2G008728_P02

GRMZM2G058568_PO3 (+1)

GRMZM2G013002_P01

GRMZM2G055320_P01

GRMZM2G107757_PO1 (+2)

GRMZM2G479112_P01

GRMZM2G021614_PO1 (+1)

GRMZM2G127160_P01 (+1)

53 kDa

24 kDa

106 kDa

48 kDa

95 kDa

34 kDa

57 kDa

32 kDa

68 kDa

25 kDa

57 kDa

19 kDa

47 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

1.2

No Values

0.6

0.4

11

Reference Missing

No Values

No Values

1.2

0.7

No Values

0.1

0.1

0.8

0.1

No Values

No Values

0.4

No Values

0.9

0.5

0.4

0.6

-1.2

1.9

0.1

No Values

No Values

1.2

No Values

0.2

0.4

1.1

-1.6

13

0.8

No Values

No Values

21

No Values

No Values

No Values

No Values

No Values

No Values

No Values

2.1

Value Missing

0.4

No Values

No Values

No Values

No Values

No Values

No Values

No Values

1.1

0.6

-1.5

0.1

No Values

No Values

No Values

No Values

No Values

No Values

No Values

1.6

0.6

No Values

No Values

No Values

No Values

No Values

No Values

No Values

2.1

0.2



1092

1093

1094

1095

1096

1097

1098

1099

1100

1101

1102

1103

1104

seq=translation;
coord=9:7614057..7616811:1;
parent_transcript=GRMZM2G079949_T01;
parent_gene=GRMZM2G079949
seq=translation;
coord=5:188857165..188858944:1;
parent_transcript=GRMZM2G170017_T01;
parent_gene=GRMZM2G170017
seq=translation;
coord=6:160034201..160039816:-1;
parent_transcript=GRMZM2G004932_T01;
parent_gene=GRMZM2G004932
seq=translation;
coord=1:38548724..38550734:-1;
parent_transcript=GRMZM2G012566_T02;
parent_gene=GRMZM2G012566
seq=translation;
coord=4:53673036..53676735:-1;
parent_transcript=GRMZM2G032367_T01;
parent_gene=GRMZM2G032367
seq=translation;
coord=1:258447609..258448792:1;
parent_transcript=GRMZM2G039639_T01;
parent_gene=GRMZM2G039639
seq=translation;
coord=1:7406938..7408184:1;
parent_transcript=GRMZM2G099454_T02;
parent_gene=GRMZM2G099454
seq=translation;
coord=5:49897243..49899430:-1;
parent_transcript=GRMZM2G177828_T01;
parent_gene=GRMZM2G177828
seq=translation; coord=8:2199781..2200562:-
1
parent_transcript=GRMZM2G353266_T01;
parent_gene=GRMZM2G353266
seq=translation;
coord=7:3483732..3484794:1;
parent_transcript=GRMZM2G465226_T01;
parent_gene=GRMZM2G465226
seq=translation;
coord=7:29542055..29544356:-1;
parent_transcript=GRMZM5G872934_T01;
parent_gene=GRMZM5G872934
seq=translation;
coord=2:12351628..12357486:-1;
parent_transcript=GRMZM2G125728_T01;
parent_gene=GRMZM2G125728
seg=translation;
coord=2:236283794..236288865:1;
parent_transcript=GRMZM2G103955_T02;
parent_gene=GRMZM2G103955

GRMZM2G079949_P01

GRMZM2G170017_P0O1

GRMZM2G004932_P01

GRMZM2G012566_P02

GRMZM2G032367_PO1 (+5)

GRMZM2G039639_P01

GRMZM2G099454_PO2 (+3)

GRMZM2G177828_P01

GRMZM2G353266_P01

GRMZM2G465226_P01

GRMZM5G872934_P01

GRMZM2G125728_PO1 (+1)

GRMZM2G103955_P02

35kDa

34 kDa

63 kDa

18 kDa

34 kDa

24 kDa

28 kDa

14 kDa

14 kDa

17 kDa

31 kDa

63 kDa

49 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Reference Missing

0.6

1.4

13

13

4.9

No Values

0.3

0.3

0.5

15

0.1

0.1

1.8

1.2

2.1

4.5

No Values

13

0.3

0.9

3.7

0.1

1.8

Reference Missing

1.2

3.2

No Values

15

0.7

0.3

5.5

1.1

1.8

Reference Missing

25

1.8

No Values

1.6

0.2

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

Reference Missing

3.2

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

11

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

2.8

0.8

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

2.6



1105

1106

1107

1108

1109

1110

1111

1112

1113

1114

1115

1116

1117

seq=translation;
coord=1:194210583..194219751:1;
parent_transcript=GRMZM2G171111_T02;
parent_gene=GRMZM2G171111
seq=translation;
coord=2:115064269..115065362:-1;
parent_transcript=GRMZM2G008649_T01;
parent_gene=GRMZM2G008649
seq=translation;
coord=3:193091877..193119714:1;
parent_transcript=GRMZM2G071441_T01;
parent_gene=GRMZM2G071441
seq=translation; coord=5:1526460..1528840:-
1
parent_transcript=GRMZM2G448001_T01;
parent_gene=GRMZM2G448001
seq=translation;
coord=5:14752854..14761623:1;
parent_transcript=GRMZM2G553314_T01;
parent_gene=GRMZM2G553314
seq=translation;
coord=1:67523715..67533727:-1;
parent_transcript=GRMZM2G410479_T01;
parent_gene=GRMZM2G410479
seq=translation;
coord=7:156205011..156210949:-1;
parent_transcript=GRMZM5G890190_T01;
parent_gene=GRMZM5G890190
seq=translation;
coord=4:201936215..201938145:1;
parent_transcript=GRMZM2G325118_T01;
parent_gene=GRMZM2G325118
seq=translation;
coord=9:130498884..130500159:1;
parent_transcript=GRMZM2G134107_T01;
parent_gene=GRMZM2G134107
seq=translation; coord=2:8578099..8582568:-
1
parent_transcript=GRMZM2G012628_T01;
parent_gene=GRMZM2G012628
seq=translation;
coord=7:11441042..11445373:-1;
parent_transcript=GRMZM2G401308_T02;
parent_gene=GRMZM2G401308
seg=translation;
coord=3:44223365..44228905:-1;
parent_transcript=GRMZM2G003883_T01;
parent_gene=GRMZM2G003883
seg=translation;
coord=8:29610407..29612711:1;
parent_transcript=GRMZM2G067522_T01;
parent_gene=GRMZM2G067522

GRMZM2G171111_P02 (+1)

GRMZM2G008649_PO1 (+1)

GRMZM2G071441_PO1 (+1)

GRMZM2G448001_P01

GRMZM2G553314_P01

GRMZM2G410479_P01

GRMZM5G890190_PO1 (+1)

GRMZM2G325118_P01

GRMZM2G134107_P01

GRMZM2G012628_P01

GRMZM2G401308_P02

GRMZM2G003883_P01

GRMZM2G067522_P01

27 kDa

25 kDa

113 kDa

74 kDa

84 kDa

169 kDa

28 kDa

46 kDa

14 kDa

47 kDa

22 kDa

55 kDa

16 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

No Values

0.3

0.8

0.7

0.6

0.2

No Values

0.6

0.5

11

0.3

No Values

43

-1.2

0.7

No Values

0.3

1.7

3.9

0.5

-1.9

0.7

-1.7

1.8

1.8

3.4

2.4

0.3

1.9

1.7

Value Missing

13

-1.7

0.7

13

0.4

0.2

11

-1.7

0.7

1.1

0.6

0.5

Reference Missing

2.4

0.5



1118

1119

1120

1121

1122

1123

1124

1125

1126

1127

1128

1129

1130

seq=translation;
coord=4:17087184..17096848:1;

parent_transcript=GRMZM2G045987_T01;

parent_gene=GRMZM2G045987
seq=translation;
coord=10:11749519..11756094:-1;

parent_transcript=GRMZM2G036534_T01;

parent_gene=GRMZM2G036534
seq=translation;
coord=4:187884467..187890415:-1;

parent_transcript=GRMZM2G119175_T01;

parent_gene=GRMZM2G119175
seq=translation;
coord=7:154188635..154191068:-1;

parent_transcript=GRMZM2G056369_T01;

parent_gene=GRMZM2G056369
seq=translation;
coord=5:30994200..30995891:-1;

parent_transcript=GRMZM2G111477_T01;

parent_gene=GRMZM2G111477
seq=translation;
coord=4:140347561..140350401:1;

parent_transcript=GRMZM2G079817_T01;

parent_gene=GRMZM2G079817
seq=translation;
coord=1:189145769..189150346:-1;

parent_transcript=GRMZM2G088627_T01;

parent_gene=GRMZM2G088627
seq=translation;
coord=6:151454748..151457344:-1;

parent_transcript=GRMZM2G059314_T01;

parent_gene=GRMZM2G059314
seq=translation;
coord=5:13726531..13727525:-1;

parent_transcript=GRMZM2G129083_T01;

parent_gene=GRMZM2G129083
seq=translation;
coord=9:22677939..22681262:-1;

parent_transcript=GRMZM5G877500_T01;

parent_gene=GRMZM5G877500
seq=translation;
coord=3:160397311..160408336:1;

parent_transcript=GRMZM2G129155_T01;

parent_gene=GRMZM2G129155
seg=translation;
coord=1:132810230..132856187:1;

parent_transcript=GRMZM2G019673_T01;

parent_gene=GRMZM2G019673
seg=translation;
coord=4:237676754..237682663:-1;

parent_transcript=GRMZM2G117346_T01;

parent_gene=GRMZM2G117346

GRMZM2G045987_P01

GRMZM2G036534_P01

GRMZM2G119175_PO1 (+1)

GRMZM2G056369_P01

GRMZM2G111477_P01

GRMZM2G079817_P01

GRMZM2G088627_P01

GRMZM2G059314_P01

GRMZM2G129083_P01

GRMZM5G877500_P01

GRMZM2G129155_PO1 (+1)

GRMZM2G019673_PO01 (+2)

GRMZM2G117346_PO01 (+5)

86 kDa

48 kDa

57 kDa

63 kDa

21 kDa

59 kDa

49 kDa

41 kDa

16 kDa

42 kDa

90 kDa

80 kDa

142 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.1

Value Missing

0.3

1.4

15

11

3.8

1.1

1.6

1.8

0.1

33

0.9

0.1

1.2

2.7

2.9

0.9

0.4

0.4

14

2.2

11

0.6

2.6

2.4

2.6

2.7

2.2

1.4

1.4

2.3

Reference Missing

Reference Missing

1.9

Reference Missing

23

14

1.2

11

Reference Missing

0.7

Reference Missing

-1.8

2.6

1.4

2.3

0.9

1.9

Reference Missing

0.7

Reference Missing

2.8

2.8

3.4

0.9

11

Reference Missing



1131

1132

1133

1134

1135

1136

1137

1138

1139

1140

1141

1142

1143

seq=translation;
coord=2:45890416..45891705:-1;
parent_transcript=GRMZM2G152141_T01;
parent_gene=GRMZM2G152141
seq=translation;
coord=8:135417381..135418239:1;
parent_transcript=GRMZM2G175273_T01;
parent_gene=GRMZM2G175273
seq=translation;
coord=4:183588190..183591209:-1;
parent_transcript=GRMZM2G325575_T01;
parent_gene=GRMZM2G325575
seq=translation;
coord=6:115639609..115647217:-1;
parent_transcript=GRMZM2G008556_T01;
parent_gene=GRMZM2G008556
seq=translation;
coord=3:196019180..196024451:1;
parent_transcript=GRMZM2G324886_T01;
parent_gene=GRMZM2G324886
seq=translation;
coord=4:168987228..168990822:1;
parent_transcript=GRMZM2G018947_T01;
parent_gene=GRMZM2G018947
seq=translation;
coord=8:157966228..157972830:-1;
parent_transcript=GRMZM2G016827_T02;
parent_gene=GRMZM2G016827
seq=translation;
coord=8:2349948..2353138:1;
parent_transcript=GRMZM2G027728_T01;
parent_gene=GRMZM2G027728
seq=translation; coord=7:1306578..1314769:-
1
parent_transcript=GRMZM2G120563_T06;
parent_gene=GRMZM2G120563
seq=translation;
coord=1:197854710..197858129:-1;
parent_transcript=GRMZM2G021816_T01;
parent_gene=GRMZM2G021816
seq=translation;
coord=3:134285297..134289508:1;
parent_transcript=GRMZM2G047434_T01;
parent_gene=GRMZM2G047434
seg=translation;
coord=6:76236848..76238660:1;
parent_transcript=GRMZM2G051338_T01;
parent_gene=GRMZM2G051338
seg=translation;
coord=2:20765568..20767537:1;
parent_transcript=GRMZM2G337229_T01;
parent_gene=GRMZM2G337229

GRMZM2G152141_P0O1

GRMZM2G175273_P01

GRMZM2G325575_P01

GRMZM2G008556_PO1 (+3)

GRMZM2G324886_P01

GRMZM2G018947_PO1 (+2)

GRMZM2G016827_P02

GRMZM2G027728_PO01 (+1)

GRMZM2G120563_P06 (+1)

GRMZM2G021816_P01

GRMZM2G047434_P01

GRMZM2G051338_P01

GRMZM2G337229_P01

19 kDa

8 kDa

37 kDa

68 kDa

25 kDa

46 kDa

33 kDa

12 kDa

44 kDa

39 kDa

38 kDa

20 kDa

16 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

-1.6

2.3

0.8

0.4

-1.1

No Values

0.8

No Values

-1.3

21

0.7

-1.4

No Values

-1.9

No Values

2.1

-1.6

1.9

0.4

-1.2

No Values

0.4

-1.8

No Values

1.9

0.7

-1.3

0.9

-1.1

No Values

0.3

-1.2

No Values

0.7

0.4

Value Missing

No Values

3.1

No Values

No Values

No Values

33

No Values

1.1

2.6

Reference Missing

No Values

-1.9

No Values

No Values

Value Missing

No Values

0.9

2.8

0.1

No Values

-1.3

No Values

No Values

Value Missing

No Values

22

3.2

0.4

0.1

No Values

-1.3

No Values

No Values



1144

1145

1146

1147

1148

1149

1150

1151

1152

1153

1154

1155

1156

seq=translation;
coord=3:221235623..221241542:1;

parent_transcript=GRMZM2G149321_T01;

parent_gene=GRMZM2G149321
seq=translation;
coord=1:264855610..264864472:-1;

parent_transcript=AC217401.3_FGT002;

parent_gene=AC217401.3_FG002
seq=translation;
coord=1:269493908..269506409:1;

parent_transcript=GRMZM5G826838_T01;

parent_gene=GRMZM5G826838
seq=translation;
coord=9:12103632..12110868:-1;

parent_transcript=GRMZM2G467169_T01;

parent_gene=GRMZM2G467169
seq=translation;
coord=1:278837830..278839720:1;

parent_transcript=GRMZM2G118809_T01;

parent_gene=GRMZM2G118809
seq=translation;
coord=9:138771755..138777249:1;

parent_transcript=GRMZM2G162426_T01;

parent_gene=GRMZM2G162426
seq=translation;
coord=1:276433043..276437555:-1;

parent_transcript=GRMZM2G100084_T01;

parent_gene=GRMZM2G100084
seq=translation;
coord=4:177628395..177630803:-1;

parent_transcript=GRMZM2G126732_T01;

parent_gene=GRMZM2G126732
seq=translation;
coord=9:26817670..26821498:1;

parent_transcript=GRMZM2G475293_T01;

parent_gene=GRMZM2G475293
seq=translation;
coord=3:166381506..166384595:-1;

parent_transcript=GRMZM2G359397_T01;

parent_gene=GRMZM2G359397
seq=translation;
coord=2:199547128..199550293:1;

parent_transcript=GRMZM5G868679_T01;

parent_gene=GRMZM5G868679
seg=translation;
coord=4:11466211..11470058:-1;

parent_transcript=GRMZM2G085711_T02;

parent_gene=GRMZM2G085711
seg=translation;
coord=7:7954180..7955128:1;

parent_transcript=GRMZM2G021149_T01;

parent_gene=GRMZM2G021149

GRMZM2G149321_PO1

AC217401.3_FGP002

GRMZM5G826838_P01

GRMZM2G467169_PO1 (+1)

GRMZM2G118809_PO1 (+1)

GRMZM2G162426_P01

GRMZM2G100084_P0O1

GRMZM2G126732_PO1 (+1)

GRMZM2G475293_PO1 (+1)

GRMZM2G359397_PO1 (+2)

GRMZM5G868679_P01

GRMZM2G085711_P02

GRMZM2G021149_PO1 (+1)

53 kDa

63 kDa

55 kDa

107 kDa

57 kDa

116 kDa

53 kDa

41 kDa

27 kDa

51 kDa

69 kDa

50 kDa

28 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

No Values

0.1

No Values

0.3

0.5

No Values

0.6

No Values

No Values

0.2

No Values

0.3

No Values

0.2

No Values

0.1

No Values

15

No Values

No Values

0.2

No Values

0.1

No Values

0.3

No Values

Reference Missing

No Values

No Values

No Values

0.4

No Values

0.2

No Values

0.5

0.3

No Values

Reference Missing

0.2

No Values

1.8

No Values

No Values

No Values

0.1

0.7

No Values

No Values

Reference Missing

No Values

No Values

0.3

No Values

-1.2

0.8

No Values

0.6

No Values

No Values

No Values

Reference Missing

No Values

No Values

0.8

No Values

1.7

No Values

15

No Values

0.6

No Values

No Values

1.4

No Values

No Values

0.9

No Values

No Values

1.9

No Values

-1.6

No Values

No Values

0.8

No Values

No Values

No Values

14

No Values

25

No Values



1157

1158

1159

1160

1161

1162

1163

1164

1165

1166

1167

1168

1169

seq=translation;
coord=7:152772009..152776227:1;
parent_transcript=GRMZM2G108849_T02;
parent_gene=GRMZM2G108849
seq=translation;
coord=10:144683393..144689170:-1;
parent_transcript=GRMZM2G136895_T01;
parent_gene=GRMZM2G136895
seq=translation;
coord=3:91357080..91360381:-1;
parent_transcript=GRMZM2G077415_T01;
parent_gene=GRMZM2G077415
seq=translation;
coord=7:149132369..149134157:-1;
parent_transcript=GRMZM2G077673_T01;
parent_gene=GRMZM2G077673
seq=translation;
coord=4:184547632..184552118:-1;
parent_transcript=GRMZM2G347541_T01;
parent_gene=GRMZM2G347541
seq=translation; coord=7:1269463..1270529:-
1
parent_transcript=GRMZM2G420733_T01;
parent_gene=GRMZM2G420733
seq=translation;
coord=3:207473256..207484650:-1;
parent_transcript=GRMZM2G073045_T01;
parent_gene=GRMZM2G073045
seq=translation;
coord=6:124736591..124745000:-1;
parent_transcript=GRMZM2G148709_T01;
parent_gene=GRMZM2G148709
seq=translation;
coord=7:160059330..160068443:-1;
parent_transcript=GRMZM5G887631_T01;
parent_gene=GRMZM5G887631
seq=translation;
coord=9:87461648..87475465:-1;
parent_transcript=GRMZM2G047564_T03;
parent_gene=GRMZM2G047564
seq=translation;
coord=5:211206297..211209456:-1;
parent_transcript=GRMZM2G151440_T01;
parent_gene=GRMZM2G151440
seg=translation;
coord=4:230556470..230569433:1;
parent_transcript=GRMZM2G038195_T01;
parent_gene=GRMZM2G038195
seg=translation;
coord=6:133205650..133225934:-1;
parent_transcript=GRMZM2G076006_T03;
parent_gene=GRMZM2G076006

GRMZM2G108849_P02 (+2)

GRMZM2G136895_P01

GRMZM2G077415_P01

GRMZM2G077673_P01

GRMZM2G347541_PO1 (+1)

GRMZM2G420733_P01

GRMZM2G073045_P01

GRMZM2G148709_PO1 (+3)

GRMZM5G887631_P01

GRMZM2G047564_P03 (+1)

GRMZM2G151440_PO1 (+1)

GRMZM2G038195_PO1 (+3)

GRMZM2G076006_P03

23 kDa

81 kDa

24 kDa

38 kDa

69 kDa

25 kDa

38 kDa

73 kDa

79 kDa

46 kDa

42 kDa

35kDa

38 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.4

No Values

0.1

0.1

No Values

0.3

0.3

0.3

No Values

0.2

13

0.4

0.2

No Values

0.5

0.4

No Values

No Values

No Values

No Values

0.3

No Values

No Values

-1.1

-1.7

No Values

No Values

No Values

No Values

No Values

No Values

0.3

-1.5

No Values

No Values

No Values

No Values

No Values

No Values

-1.5

No Values

No Values

No Values

No Values

0.1

No Values

No Values

0.3

-1.6

0.5



1170

1171

1172

1173

1174

1175

1176

1177

1178

1179

1180

1181

1182

seq=translation;
coord=6:81686909..81693610:1;

GRMZM2G103266_PO1 (+2)

parent_transcript=GRMZM2G103266_T01;

parent_gene=GRMZM2G103266
seq=translation;
coord=9:59939835..59941693:-1;

GRMZM2G471357_PO1 (+1)

parent_transcript=GRMZM2G471357_T01;

parent_gene=GRMZM2G471357
seq=translation;
coord=7:168913721..168922316:-1;

parent_transcript=GRMZM2G026991_T01;

parent_gene=GRMZM2G026991
seq=translation;
coord=2:179742429..179748543:1;

GRMZM2G026991_P01

GRMZM2G105772_PO1 (+1)

parent_transcript=GRMZM2G105772_T01;

parent_gene=GRMZM2G105772
seq=translation;
coord=3:225222066..225226693:-1;

GRMZM2G049866_PO1 (+1)

parent_transcript=GRMZM2G049866_T01;

parent_gene=GRMZM2G049866
seq=translation;
coord=5:194043178..194045076:1;

GRMZM2G013821_PO1 (+1)

parent_transcript=GRMZM2G013821_T01;

parent_gene=GRMZM2G013821
seq=translation;
coord=1:292988864..292997657:1;

GRMZM2G155580_PO1 (+2)

parent_transcript=GRMZM2G155580_T01;

parent_gene=GRMZM2G155580
seq=translation;
coord=6:140312649..140313648:-1;

parent_transcript=GRMZM2G162659_T01;

parent_gene=GRMZM2G162659
seq=translation;
coord=5:157517807..157521679:-1;

GRMZM2G162659_P01

GRMZM2G057642_P02 (+1)

parent_transcript=GRMZM2G057642_T02;

parent_gene=GRMZM2G057642

seq=translation; coord=3:1481217..1482997:-

1

GRMZM2G087103_P02 (+2)

parent_transcript=GRMZM2G087103_T02;

parent_gene=GRMZM2G087103
seq=translation;
coord=1:74628405..74631787:1;

parent_transcript=GRMZM2G130121_T01;

parent_gene=GRMZM2G130121
seq=translation;
coord=9:150085751..150089143:1;

GRMZM2G130121_PO1

GRMZM2G100120_PO01 (+5)

parent_transcript=GRMZM2G100120_T01;

parent_gene=GRMZM2G100120
seg=translation;
coord=8:157386210..157395665:-1;

parent_transcript=GRMZM2G133926_T01;

parent_gene=GRMZM2G133926

GRMZM2G133926_P01

78 kDa

33 kDa

249 kDa

42 kDa

45 kDa

15 kDa

68 kDa

12 kDa

38 kDa

36 kDa

74 kDa

26 kDa

47 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.6

Value Missing

0.5

13

No Values

No Values

0.6

11

Reference Missing

0.3

-1.2

0.8

0.6

1.2

No Values

No Values

0.4

No Values

0.2

Value Missing

0.9

No Values

No Values

0.1

-1.6

Reference Missing

0.8

0.2

1.2

No Values

No Values

0.9

0.1

-1.6

Reference Missing

-1.5

-3.6

0.8

-1.3

1.4

-1.6

Reference Missing

-1.2

Reference Missing

-1.9

-1.1

0.9

Reference Missing

-1.3

-2.5

-1.2

-1.8

Reference Missing

1.2

Reference Missing

-1.7

-1.4

-1.4

Reference Missing

-1.2

-0.6

0.4

-2.3

-1.1

-1.8



seq=translation;
coord=3:39476674..39479631:1;
11 g RMZM2G1324 P01 (+4 47 kDa Ref -0.2 -0. -0.7 -0. -3. -4. -4 -4.4
8 parent_transcript=GRMZM2G132465_T01; 6 G132465_PO1 (+4) a ne 0 0.6 0 08 36 3
parent_gene=GRMZM2G132465
seq=translation;
coord=3:182713971..182717776:-1;
1184 . RMZM2 4401_PO1 27 kDa Ref -0.7 -0.4 -0.4 -0. -2.2 -1.2 -0. -0.
8 parent_transcript=GRMZM2G504401_T01; G G504401_PO a e 0 0 0 0.8 08 0.8
parent_gene=GRMZM2G504401
seq=translation;
coord=7:165748301..165751201:-1;
1185 . GRMZM2G053999_P01 36 kDa Ref -0.1 -0.1 -0.2 0.3 2.4 0.9 0.9 0.8
parent_transcript=GRMZM2G053999_T01; - a Re
parent_gene=GRMZM2G053999
seq=translation;
coord=1:273298297..273299437:-1;
11 ’ RMZM2G481194_P01 21kDa Ref -0.1 -0.4 -0. -1.1 R X . .
86 parent_transcript=GRMZM2G481194_T01; G G481194_PO a e 0 0 08 06 0.6 06 05
parent_gene=GRMZM2G481194
seq=translation;
coord=4:162677644..162687691:1;
1187 ! RMZM2G020775_P01 47 kDa Ref -1.2 -0. -1.1 -1 14 . 1 B
8 parent_transcript=GRMZM2G020775_T01; G G020775_PO a e 0.9 08 03
parent_gene=GRMZM2G020775
seq=translation;
coord=1:269035042..269037767:1;
11 ! RMZM2G047 P01 (+4. 42 kDa Ref 4 -0.4 -1. -0. 2.1 .7 -0.1 0.
88 parent_transcript=GRMZM2G047055_T01; G G047055_POL (+4) a e 0 0 3 0.8 0 0 0.6
parent_gene=GRMZM2G047055
seq=translation;
coord=3:186233588..186237469:1;
11 ! RMZM2G133213_P01 1kDa Ref 11 1.1 11 2. . 1. 2. 1.
8 parent_transcript=GRMZM2G133213_T01; 6 G133213_PO 3 a ne 3 3.9 8 3 6
parent_gene=GRMZM2G133213
seq=translation;
coord=4:197674970..197676500:1;
11 ’ RMZM2 1 P01 27 kDa Ref -0. -1.4 -1. 2. 2. 2. 24
90 Darent_transcript=GRMZM2G301908_T01; ° G30108_PO a e 0 0.9 6 6 5 6
parent_gene=GRMZM2G301908
seq=translation;
coord=9:4832748..4841265:1;
1191 ! RMZM2G1242 PO1 (+1 kDa Ref 1. . 1 .7 7 24 2.7 24
o parent_transcript=GRMZM2G124288_T01; ¢ 6 88_POL(+1) 68kDa Re 3 09 0 3
parent_gene=GRMZM2G124288
seq=translation;
coord=7:52251311..52252353:1;
1192 g RMZM2G0271 P01 18 kDa Ref -0.1 .4 1. § . .4
9 parent_transcript=GRMZM2G027198_T01; 6 G027198_PO 8kDa Re 0 0 9 3 05 0 08 0
parent_gene=GRMZM2G027198
seq=translation;
coord=6:128560617..128567071:1;
11 ! RMZM2G027723_P01 (+2 121 kDa Ref -1.7 -1. -2.7 -3.1 . Value Missi Value Missi Value Missi
93 parent_transcript=GRMZM2G027723_T01; G GO 3_P01 (+2) a Re 6 3 0.9 alue Missing alue Missing alue Missing
parent_gene=GRMZM2G027723
seg=translation;
coord=7:14459963..14466085:-1;
1194 ! RMZM2G104325_P01 105 kDa Ref 1. 1.2 Ref Missi X No Val No Val No Val No Val
9 parent_transcript=GRMZM2G104325_T01; G G104325_PO. 05 kDa Re 6 eference Missing 0.6 o Values o Values o Values o Values
parent_gene=GRMZM2G104325
seg=translation;
coord=7:158136732..158153170:1;
11 ! RMZM2G107654_P01 kDa Ref .1 -0.4 -0.2 -0. -0. -0. -0. -0.
% parent_transcript=GRMZM2G107654_T01; ¢ 6107654_PO 53kDa Re 0 0 0 03 03 0.6 05 0.5

parent_gene=GRMZM2G107654



1196

1197

1198

1199

1200

1201

1202

1203

1204

1205

1206

1207

1208

seq=translation;
coord=8:157237785..157240528:-1;

parent_transcript=GRMZM2G446960_T01;

parent_gene=GRMZM2G446960
seq=translation;
coord=5:31131578..31135872:-1;

parent_transcript=GRMZM2G110201_T01;

parent_gene=GRMZM2G110201
seq=translation;
coord=6:2438893..2441433:1;

parent_transcript=GRMZM2G024303_T01;

parent_gene=GRMZM2G024303
seq=translation;
coord=5:98993016..98997371:-1;

parent_transcript=GRMZM5G844562_T01;

parent_gene=GRMZM5G844562
seq=translation;
coord=2:23469563..23473424:1;

parent_transcript=GRMZM2G177923_T01;

parent_gene=GRMZM2G177923
seq=translation;
coord=10:123811073..123815007:1;

parent_transcript=GRMZM2G064159_T01;

parent_gene=GRMZM2G064159
seq=translation;
coord=3:168695539..168839001:1;

parent_transcript=GRMZM2G156861_T03;

parent_gene=GRMZM2G156861
seq=translation;
coord=6:143138266..143147623:1;

parent_transcript=GRMZM2G305851_T01;

parent_gene=GRMZM2G305851
seq=translation;
coord=4:18573473..18575395:-1;

parent_transcript=GRMZM2G440208_T01;

parent_gene=GRMZM2G440208
seq=translation;
coord=7:143292623..143296263:1;

parent_transcript=GRMZM2G109405_T01;

parent_gene=GRMZM2G109405
seq=translation;
coord=9:89703050..89707450:1;

parent_transcript=GRMZM2G442551_T01;

parent_gene=GRMZM2G442551
seq=translation;
coord=8:173066444..173072416:1;

parent_transcript=GRMZM2G424857_T01;

parent_gene=GRMZM2G424857
seg=translation;
coord=7:126805106..126806657:1;

parent_transcript=GRMZM5G826321_T01;

parent_gene=GRMZM5G826321

GRMZM2G446960_P01

GRMZM2G110201_PO1

GRMZM2G024303_P01

GRMZM5G844562_PO1 (+1)

GRMZM2G177923_P01

GRMZM2G064159_P01

GRMZM2G156861_P03

GRMZM2G305851_P01

GRMZM2G440208_P01

GRMZM2G109405_PO1 (+2)

GRMZM2G442551_PO1 (+1)

GRMZM2G424857_P01

GRMZM5G826321_P01

20 kDa

48 kDa

44 kDa

39 kDa

83 kDa

42 kDa

98 kDa

41 kDa

54 kDa

43 kDa

91 kDa

50 kDa

34 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

1.2

0.4

0.1

0.7

1.7

No Values

0.2

0.4

No Values

0.9

0.5

0.6

Reference Missing

1.6

No Values

0.3

0.3

No Values

0.4

0.3

0.7

0.2

Reference Missing

No Values

0.3

No Values

0.4

1.2

15

0.3

0.1

1.7

No Values

0.6

0.3

No Values

-1.2

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.7

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.4

No Values

No Values

Reference Missing

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.4

No Values

No Values

Reference Missing

No Values



1209

1210

1211

1212

1213

1214

1215

1216

1217

1218

1219

1220

1221

seq=translation;
coord=7:131436732..131438757:1;
parent_transcript=GRMZM2G018108_T01;
parent_gene=GRMZM2G018108
seq=translation;
coord=5:201664982..201667877:1;
parent_transcript=GRMZM2G170602_T01;
parent_gene=GRMZM2G170602
seq=translation;
coord=5:3285681..3289943:1;
parent_transcript=GRMZM2G017532_T01;
parent_gene=GRMZM2G017532
seq=translation;
coord=4:180245812..180247211:1;
parent_transcript=GRMZM2G448883_T01;
parent_gene=GRMZM2G448883
seq=translation;
coord=4:238055009..238057832:-1;
parent_transcript=AC233922.1_FGT005;
parent_gene=AC233922.1_FG005
seq=translation;
coord=8:17966967..17971201:-1;
parent_transcript=GRMZM2G175171_T01;
parent_gene=GRMZM2G175171
seq=translation;
coord=1:228560968..228564785:1;
parent_transcript=GRMZM5G888696_T02;
parent_gene=GRMZM5G888696
seq=translation;
coord=6:161451718..161452634:-1;
parent_transcript=GRMZM2G090245_T01;
parent_gene=GRMZM2G090245
seq=translation;
coord=2:43428306..43433991:1;
parent_transcript=GRMZM2G031028_T02;
parent_gene=GRMZM2G031028
seq=translation;
coord=3:206531676..206533642:1;
parent_transcript=GRMZM2G050570_T01;
parent_gene=GRMZM2G050570
seq=translation;
coord=6:115289930..115298874:1;
parent_transcript=GRMZM2G157462_T01;
parent_gene=GRMZM2G157462
seq=translation;
coord=6:127249169..127252532:1;
parent_transcript=GRMZM2G018020_T01;
parent_gene=GRMZM2G018020
seg=translation;
coord=6:126779719..126784379:1;
parent_transcript=GRMZM2G159369_T01;
parent_gene=GRMZM2G159369

GRMZM2G018108_P01

GRMZM2G170602_P01

GRMZM2G017532_P01

GRMZM2G448883_P01

AC233922.1_FGP0O05

GRMZM2G175171_P0O1

GRMZM5G888696_P02

GRMZM2G090245_P01

GRMZM2G031028_P02

GRMZM2G050570_P01

GRMZM2G157462_P01

GRMZM2G018020_P01

GRMZM2G159369_P01

50 kDa

42 kDa

21 kDa

33 kDa

40 kDa

60 kDa

68 kDa

23 kDa

34 kDa

58 kDa

100 kDa

28 kDa

40 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.5

0.2

No Values

No Values

0.3

No Values

Reference Missing

0.6

0.5

15

No Values

2.2

No Values

No Values

0.4

0.5

0.3

0.2

2.2

0.7

No Values

2.3

No Values

0.4

No Values

0.5

0.5

29

2.4

No Values

No Values

No Values

Reference Missing

0.7

0.1

No Values

No Values

No Values

0.6

No Values

0.5

No Values

No Values

0.5

0.9

15

-1.3

No Values

No Values

11

No Values

0.6

No Values

0.7

No Values

No Values

0.5

0.4

No Values

No Values

0.9

No Values

1.6

No Values

0.3

No Values

No Values

0.4

0.2

-1.6

-1.9

No Values

No Values

2.7

No Values

0.7

No Values

No Values

No Values

0.4

-1.2



1222

1223

1224

1225

1226

1227

1228

1229

1230

1231

1232

1233

1234

seq=translation;
coord=1:218981641..218987465:-1;
parent_transcript=GRMZM5G895175_T01;
parent_gene=GRMZM5G895175
seq=translation;
coord=7:10365682..10368158:1;
parent_transcript=GRMZM2G018074_T01;
parent_gene=GRMZM2G018074
seq=translation;
coord=9:12323292..12327304:-1;
parent_transcript=GRMZM2G151923_T01;
parent_gene=GRMZM2G151923
seq=translation;
coord=8:171187220..171190525:-1;
parent_transcript=GRMZM2G028346_T01;
parent_gene=GRMZM2G028346
seq=translation;
coord=9:7578400..7585814:1;
parent_transcript=GRMZM2G120302_T01;
parent_gene=GRMZM2G120302

seq=translation;
coord=UNKNOWN:5634502..5650723:1;
parent_transcript=GRMZM2G011070_T01;
parent_gene=GRMZM2G011070

seq=translation;
coord=8:156372419..156374495:-1;
parent_transcript=GRMZM2G073622_T01;
parent_gene=GRMZM2G073622
seq=translation;
coord=4:175739965..175751055:-1;
parent_transcript=GRMZM2G181362_T01;
parent_gene=GRMZM2G181362
seq=translation;
coord=2:173380725..173391388:-1;
parent_transcript=GRMZM2G106213_T01;
parent_gene=GRMZM2G106213
seq=translation;
coord=6:148703816..148706201:1;
parent_transcript=AC235543.1_FGT003;
parent_gene=AC235543.1_FG003
seq=translation;
coord=4:223661025..223669104:-1;
parent_transcript=GRMZM2G068489_T01;
parent_gene=GRMZM2G068489
seq=translation;
coord=4:214239084..214241779:1;
parent_transcript=GRMZM2G126190_T01;
parent_gene=GRMZM2G126190
seq=translation;
coord=2:25300018..25310642:1;
parent_transcript=GRMZM5G827171_T01;
parent_gene=GRMZM5G827171

GRMZM5G895175_P01

GRMZM2G018074_P01

GRMZM2G151923_PO01 (+4)

GRMZM2G028346_PO01 (+3)

GRMZM2G120302_P01

GRMZM2G011070_P01

GRMZM2G073622_PO1 (+2)

GRMZM2G181362_PO1 (+1)

GRMZM2G106213_PO1 (+1)

AC235543.1_FGP003

GRMZM2G068489_PO1 (+2)

GRMZM2G126190_PO1 (+2)

GRMZM5G827171_PO1 (+2)

85 kDa

78 kDa

21 kDa

25 kDa

79 kDa

135 kDa

24 kDa

116 kDa

56 kDa

19 kDa

21 kDa

42 kDa

48 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

1.2

0.7

0.7

No Values

0.4

0.4

-1.9

-1.3

13

0.4

0.8

0.3 0.4
0.8 0.9
0.6 0.3
No Values No Values
0 0.4
0.4 0
-1.5 -1.5
-0.4 -1.2
-0.8 -1.2
1 0.8
-0.5 0.1
-0.3 -0.3
0.5 0.3

0.3

0.2

No Values

0.5

0.1

-1.1

0.5

Reference Missing

3.6

0.5

11

0.5

-1.5

0.1

2.5

No Values

No Values

Reference Missing

3.6

14

0.6

1.2

2.7

Reference Missing

No Values

0.9

Reference Missing

4.3

0.1

1.2

2.6

Reference Missing

No Values

0.9

Reference Missing

3.4

-1.4

0.9

-1.1

0.9

1.9

Reference Missing

No Values

0.7



1235

1236

1237

1238

1239

1240

1241

1242

1243

1244

1245

1246

1247

seq=translation;
coord=7:33992878..33998025:-1;

parent_transcript=GRMZM2G051771_T01;

parent_gene=GRMZM2G051771
seq=translation;
coord=2:2545896..2547904:1;

parent_transcript=GRMZM2G010257_T01;

parent_gene=GRMZM2G010257
seq=translation;
coord=8:70525339..70528822:1;

parent_transcript=GRMZM2G413652_T01;

parent_gene=GRMZM2G413652
seq=translation;
coord=1:289192462..289217741:1;

parent_transcript=GRMZM5G825524_T01;

parent_gene=GRMZM5G825524
seq=translation;
coord=1:2038186..2040079:1;

parent_transcript=GRMZM2G164696_T01;

parent_gene=GRMZM2G164696
seq=translation;
coord=6:160675824..160684398:1;

parent_transcript=GRMZM2G587327_T01;

parent_gene=GRMZM2G587327
seq=translation;
coord=9:139381433..139385689:-1;

parent_transcript=GRMZM2G166767_T01;

parent_gene=GRMZM2G166767
seq=translation;
coord=5:181396172..181399390:-1;

parent_transcript=GRMZM2G031496_T01;

parent_gene=GRMZM2G031496
seq=translation;
coord=1:268558195..268564501:-1;

parent_transcript=GRMZM2G000622_T01;

parent_gene=GRMZM2G000622
seq=translation;
coord=4:41369510..41378299:1;

parent_transcript=GRMZM2G138060_T01;

parent_gene=GRMZM2G138060
seq=translation;
coord=9:119710257..119715669:-1;

parent_transcript=GRMZM2G151387_T01;

parent_gene=GRMZM2G151387
seq=translation;
coord=5:74640062..74641850:-1;

parent_transcript=GRMZM2G017249_T01;

parent_gene=GRMZM2G017249
seg=translation;
coord=4:5455601..5457606:1;

parent_transcript=GRMZM2G154523_T01;

parent_gene=GRMZM2G154523

GRMZM2G051771_PO1 (+1)

GRMZM2G010257_PO1 (+14)

GRMZM2G413652_PO1 (+1)

GRMZM5G825524_P01 (+2)

GRMZM2G164696_PO1 (+1)

GRMZM2G587327_P01

GRMZM2G166767_PO1 (+1)

GRMZM2G031496_PO1 (+1)

GRMZM2G000622_P01

GRMZM2G138060_P01

GRMZM2G151387_PO1 (+1)

GRMZM2G017249_P01

GRMZM2G154523_P01

31 kDa

11 kDa

30 kDa

91 kDa

50 kDa

81 kDa

76 kDa

37 kDa

155 kDa

88 kDa

80 kDa

64 kDa

44 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.3

No Values

13

No Values

0.3

No Values

No Values

No Values

0.9

1.2

No Values

No Values

No Values

No Values

No Values

0.5

2.8

No Values

No Values

0.9

No Values

No Values

No Values

0.4

21

0.6

No Values

No Values

No Values

No Values

No Values

0.9

2.4

1.7

-1.4

2.8

0.9

No Values

No Values

0.8

0.5

0.6

No Values

No Values

-1.3

1.2

No Values

No Values

0.7

No Values

No Values

21

-1.6

Value Missing

-1.2

No Values

No Values

0.5

No Values

No Values

3.1

-1.5

1.4

-1.6

No Values

No Values

No Values

No Values



seq=translation; coord=2:3805095..3807781:-
1;
124 ! RMZM2G173341_PO1 (+2 kDa Ref -1. -1.1 -1.4 -0. No Val No Val No Val No Val
8 parent_transcript=GRMZM2G173341_T01; G G173341_P01 (+2) 39kDa Re 3 0.9 o Values o Values o Values o Values
parent_gene=GRMZM2G173341
seq=translation;
coord=3:213896741..213905427:1;
1249 g GRMZM2G466833_P01 44 kDa Ref No Values No Values No Values No Values 0.1 -0.1 -0.2 0.3
parent_transcript=GRMZM2G466833_T01; -
parent_gene=GRMZM2G466833
seq=translation;
coord=10:19475272..19481312:1;
12 g RMZM2G181227_P01 43 kDa Ref -0. -0. 11 1.7 No Val No Val No Val No Val
50 parent_transcript=GRMZM2G181227_T01; G G18 _PO 3 kDa Re 0.9 0.5 o Values o Values o Values o Values
parent_gene=GRMZM2G181227
seq=translation;
coord=4:42919325..42920272:1;
1251 ! RMZM2G154578_P01 25kDa Ref -0.2 -0. -1 No Val No Val No Val No Val
5 parent_transcript=GRMZM2G154578_T01; G G154578_PO. 5kDa Re 0. 0 0.9 o Values o Values o Values o Values
parent_gene=GRMZM2G154578
seq=translation;
coord=4:81250432..81251801:-1;
1252 ! RMZM2 4878_PO1 19 kDa Ref 2.7 . .1 -0.1 No Val No Val No Val No Val
5. parent_transcript=GRMZM2G004878_T01; G G004878_PO! 9kDa Re 0.9 0. 0. o Values o Values o Values o Values
parent_gene=GRMZM2G004878
seq=translation;
coord=6:142082329..142086400:1;
1253 g AC215201.3_FGP005 63 kDa Ref No Values No Values No Values No Values -0.5 0.8 1.2 13
parent_transcript=AC215201.3_FGT005; -
parent_gene=AC215201.3_FG005
seq=translation;
coord=1:34386070..34400519:-1;
1254 ! RMZM2G1024 P02 (+1 42 kDa Ref No Val No Val No Val No Val Ref Missi -0.1 Ref Missi Refi Missi
5. parent_transcript=GRMZM2G102483_T02; G G102483_P02 (+1) a Re o Values o Values o Values o Values eference Missing 0. eference Missing eference Missing
parent_gene=GRMZM2G102483
seq=translation;
coord=4:237941870..237948667:1;
12 ’ RMZM2G139341_PO1 (+1 73 kDa Ref No Val No Val No Val No Val 2.2 1.4 1. .2
55 parent_transcript=GRMZM2G139341_T01; G G139341_P01 (+1) 3kDa Re o Values o Values o Values o Values 3 0
parent_gene=GRMZM2G139341
seq=translation;
coord=1:285124791..285129572:-1;
12 ’ RMZM2 4_PO1 (+1 1kDa Ref No Val No Val No Val No Val 14 1.2 2.2 2.1
56 parent_transcript=GRMZM2G058584_TO1; G G058584_P01 (+1) 5 a Re o Values o Values o Values o Values
parent_gene=GRMZM2G058584
seq=translation;
coord=6:154130608..154132782:-1;
1257 ’ RMZM2 1064_P01 26 kDa Ref .4 § X No Val No Val No Val No Val
5 parent_transcript=GRMZM2G361064_T01; G G361064_PO! 6 kDa Re 0 0 0.3 0.6 o Values o Values o Values o Values
parent_gene=GRMZM2G361064
seq=translation;
coord=6:39088029..39088716:1;
12 g RMZM2G012928_P01 kDa Ref No Val No Val No Val No Val Refi Missi Ref Missi Refi Missi
58 parent_transcript=GRMZM2G012928_T01; G G012928_PO. 8kDa Re o Values o Values o Values o Values 0 eference Missing eference Missing eference Missing
parent_gene=GRMZM2G012928
seq=translation;
coord=4:12818434..12823201:-1;
12 . RMZM2G139441_PO1 (+1 45 kDa Ref 1 . .1 .1 -1.4 -1. -2. -2.2
59 parent_transcript=GRMZM2G139441_T01; G G139441_POL (+1) 5kba Re 03 0 0 3 8
parent_gene=GRMZM2G139441
seg=translation;
coord=6:114177100..114187293:-1;
12 ’ RMZM2G01 P01 157 kDa Ref 14 2 1. 14 1. 2.2 2. 1.7
60 harent_transcript=GRMZM2G010960_T01; ° G010960_PO 57kba Re 8 6 >

parent_gene=GRMZM2G010960



1261

1262

1263

1264

1265

1266

1267

1268

1269

1270

1271

1272

1273

seq=translation;
coord=8:48994683..48999789:-1;
parent_transcript=GRMZM2G083836_T01;
parent_gene=GRMZM2G083836
seq=translation;
coord=2:176238563..176244250:1;
parent_transcript=GRMZM2G098076_T01;
parent_gene=GRMZM2G098076
seq=translation;
coord=1:234254283..234259941:1;
parent_transcript=GRMZM2G445905_T01;
parent_gene=GRMZM2G445905
seq=translation;
coord=3:217231435..217244458:-1;
parent_transcript=AC198725.4_FGT007;
parent_gene=AC198725.4_FG007
seq=translation;
coord=8:138088772..138094325:-1;
parent_transcript=GRMZM2G018901_T01;
parent_gene=GRMZM2G018901
seq=translation;
coord=8:15548387..15551947:-1;
parent_transcript=GRMZM2G038821_T01;
parent_gene=GRMZM2G038821
seq=translation;
coord=8:14541175..14542451:-1;
parent_transcript=GRMZM2G052869_T02;
parent_gene=GRMZM2G052869
seq=translation;
coord=2:208530771..208535295:-1;
parent_transcript=GRMZM2G090274_T01;
parent_gene=GRMZM2G090274
seq=translation;
coord=4:187295953..187301881:-1;
parent_transcript=GRMZM2G055538_T01;
parent_gene=GRMZM2G055538
seq=translation;
coord=1:250554600..250557666:-1;
parent_transcript=GRMZM2G020142_T01;
parent_gene=GRMZM2G020142
seq=translation;
coord=5:213944858..213947602:-1;
parent_transcript=GRMZM2G469111_T01;
parent_gene=GRMZM2G469111
seg=translation;
coord=5:76210306..76210828:1;
parent_transcript=AC192244.3_FGT001;
parent_gene=AC192244.3_FG001
seg=translation;
coord=6:87790147..87797085:1;
parent_transcript=GRMZM2G156099_T01;
parent_gene=GRMZM2G156099

GRMZM2G083836_PO1 (+1)

GRMZM2G098076_PO1 (+1)

GRMZM2G445905_PO1 (+1)

AC198725.4_FGP007

GRMZM2G018901_PO1 (+1)

GRMZM2G038821_P01

GRMZM2G052869_PO2 (+1)

GRMZM2G090274_PO1 (+1)

GRMZM2G055538_P01 (+2)

GRMZM2G020142_PO1 (+1)

GRMZM2G469111_P01

AC192244.3_FGP001

GRMZM2G156099_PO1 (+2)

63 kDa

69 kDa

24 kDa

114 kDa

20 kDa

69 kDa

6 kDa

49 kDa

21 kDa

41 kDa

74 kDa

13 kDa

79 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

No Values

No Values

Value Missing

No Values

-1.1

No Values

0.1

0.4

0.8

0.1

13

0.3

No Values

No Values

0.6

No Values

-1.1

No Values

1.7

0.3

0.2

13

0.3

No Values

No Values

Value Missing

No Values

-1.4

No Values

0.8

0.3

0.4

0.5

No Values

No Values

0.5

Reference Missing

Reference Missing

0.1

0.9

0.1

0.4

11

Reference Missing

0.8

0.4

1.7

1.7

Reference Missing

-1.7

0.3

0.6

0.1

Reference Missing

0.5

-1.8

-1.2

0.4

1.2

0.3

Reference Missing

-1.6

0.1



1274

1275

1276

1277

1278

1279

1280

1281

1282

1283

1284

1285

1286

seq=translation;
coord=6:163428972..163435944:-1;

parent_transcript=GRMZM2G149717_T01;

parent_gene=GRMZM2G149717
seq=translation;
coord=4:53963570..53966108:-1;

parent_transcript=GRMZM2G123234_T01;

parent_gene=GRMZM2G123234
seq=translation;
coord=2:209110460..209113041:-1;

parent_transcript=GRMZM2G378106_T01;

parent_gene=GRMZM2G378106
seq=translation;
coord=10:125125070..125130397:1;

parent_transcript=GRMZM2G065292_T01;

parent_gene=GRMZM2G065292
seq=translation;
coord=6:112003443..112007827:-1;

parent_transcript=GRMZM2G073700_T01;

parent_gene=GRMZM2G073700
seq=translation;
coord=7:162255747..162259720:1;

parent_transcript=GRMZM2G167932_T01;

parent_gene=GRMZM2G167932
seq=translation;
coord=4:162903711..162910128:1;

parent_transcript=GRMZM2G453424_T03;

parent_gene=GRMZM2G453424
seq=translation;
coord=5:183319186..183326822:-1;

parent_transcript=GRMZM2G014750_T01;

parent_gene=GRMZM2G014750
seq=translation;
coord=9:131582315..131589080:-1;

parent_transcript=GRMZM2G006178_T01;

parent_gene=GRMZM2G006178
seq=translation;
coord=5:18992634..18995244:-1;

parent_transcript=GRMZM2G045192_T01;

parent_gene=GRMZM2G045192
seq=translation;
coord=9:30842366..30844467:1;

parent_transcript=GRMZM2G060163_T01;

parent_gene=GRMZM2G060163
seq=translation;
coord=6:149942002..149944565:-1;

parent_transcript=GRMZM2G161534_T01;

parent_gene=GRMZM2G161534
seg=translation;
coord=1:295450010..295457140:-1;

parent_transcript=GRMZM2G458549_T01;

parent_gene=GRMZM2G458549

GRMZM2G149717_PO1 (+1)

GRMZM2G123234_P01

GRMZM2G378106_PO1 (+1)

GRMZM2G065292_P01

GRMZM2G073700_P01

GRMZM2G167932_PO1 (+1)

GRMZM2G453424_P03 (+4)

GRMZM2G014750_PO1 (+1)

GRMZM2G006178_PO1 (+3)

GRMZM2G045192_P01 (+2)

GRMZM2G060163_P01

GRMZM2G161534_P01

GRMZM2G458549_PO1 (+1)

73 kDa

31 kDa

67 kDa

82 kDa

35kDa

49 kDa

23 kDa

52 kDa

68 kDa

27 kDa

39 kDa

39 kDa

64 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.8

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.4

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.4

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.4

No Values

0.1

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.1

5.2

No Values

0.3

1.2

0.4

No Values

3.2

Reference Missing

No Values

6.2

-1.7

No Values

0.6

0.8

-1.7

0.4

No Values

Reference Missing

No Values

5.9

No Values

0.6

0.8

-1.6

0.4

No Values

0.1

0.9

No Values

53

No Values

0.5

0.9

-1.6

No Values

1.1

No Values



1287

1288

1289

1290

1291

1292

1293

1294

1295

1296

1297

1298

1299

seq=translation;
coord=2:28117445..28120590:1;

parent_transcript=GRMZM2G441347_T01;

parent_gene=GRMZM2G441347
seq=translation;
coord=6:164983203..164994562:1;

parent_transcript=GRMZM2G101515_T01;

parent_gene=GRMZM2G101515
seq=translation;
coord=8:173177746..173180822:1;

parent_transcript=GRMZM2G074028_T01;

parent_gene=GRMZM2G074028
seq=translation;
coord=2:22504092..22513426:-1;

parent_transcript=GRMZM2G070863_T01;

parent_gene=GRMZM2G070863
seq=translation;
coord=7:13851997..13853595:1;

parent_transcript=GRMZM2G108076_T01;

parent_gene=GRMZM2G108076
seq=translation;
coord=3:36465309..36469955:-1;

parent_transcript=GRMZM2G038606_T01;

parent_gene=GRMZM2G038606
seq=translation;
coord=3:198588979..198593726:-1;

parent_transcript=GRMZM2G042818_T01;

parent_gene=GRMZM2G042818
seq=translation;
coord=2:196329725..196336472:-1;

parent_transcript=GRMZM2G050193_T01;

parent_gene=GRMZM2G050193
seq=translation;
coord=4:176500156..176502218:1;

parent_transcript=GRMZM2G091189_T01;

parent_gene=GRMZM2G091189
seq=translation;
coord=1:260939345..260957939:1;

parent_transcript=GRMZM2G104542_T01;

parent_gene=GRMZM2G104542
seq=translation;
coord=5:216598113..216599835:1;

parent_transcript=GRMZM2G145133_T01;

parent_gene=GRMZM2G145133
seq=translation;
coord=3:39292213..39295100:1;

parent_transcript=GRMZM2G145449_T01;

parent_gene=GRMZM2G145449
seg=translation;
coord=9:150649384..150656114:-1;

parent_transcript=GRMZM2G172523_T01;

parent_gene=GRMZM2G172523

GRMZM2G441347_P01

GRMZM2G101515_P01

GRMZM2G074028_PO01 (+4)

GRMZM2G070863_P01

GRMZM2G108076_P01

GRMZM2G038606_PO1 (+3)

GRMZM2G042818_P01

GRMZM2G050193_PO1 (+1)

GRMZM2G091189_P01

GRMZM2G104542_P01

GRMZM2G145133_PO1 (+1)

GRMZM2G145449_P01

GRMZM2G172523_P01 (+2)

76 kDa

91 kDa

16 kDa

65 kDa

12 kDa

19 kDa

43 kDa

61 kDa

26 kDa

64 kDa

48 kDa

21 kDa

60 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.2

No Values

1.4

No Values

0.2

1.6

No Values

Reference Missing

No Values

0.4

No Values

1.2

No Values

0.4

11

0.2

No Values

Reference Missing

No Values

0.1

No Values

1.2

No Values

0.4

0.9

0.7

No Values

0.2

No Values

No Values

13

No Values

0.9

0.2

0.9

No Values

Reference Missing

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.1

No Values

No Values

0.4

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.5

No Values

No Values

0.4

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.7

No Values

-1.3

No Values

23

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.9



1300

1301

1302

1303

1304

1305

1306

1307

1308

1309

1310

1311

1312

seq=translation;
coord=4:185694322..185697081:1;
parent_transcript=GRMZM5G840955_T01;
parent_gene=GRMZM5G840955
seq=translation;
coord=8:157100232..157101209:-1;
parent_transcript=GRMZM2G168552_T01;
parent_gene=GRMZM2G168552
seq=translation;
coord=1:3714426..3715519:1;
parent_transcript=GRMZM2G030173_T01;
parent_gene=GRMZM2G030173
seq=translation;
coord=7:18222228..18224357:1;
parent_transcript=GRMZM2G094928_T01;
parent_gene=GRMZM2G094928
seq=translation; coord=3:4757467..4758786:-
1
parent_transcript=GRMZM2G055434_T01;
parent_gene=GRMZM2G055434
seq=translation;
coord=1:299124462..299129776:-1;
parent_transcript=GRMZM2G176612_T02;
parent_gene=GRMZM2G176612
seq=translation;
coord=10:16487570..16504336:1;
parent_transcript=GRMZM2G028307_T02;
parent_gene=GRMZM2G028307
seq=translation;
coord=1:165814484..165965196:1;
parent_transcript=GRMZM2G003595_T01;
parent_gene=GRMZM2G003595
seq=translation; coord=2:9503022..9507292:-
1
parent_transcript=GRMZM2G040397_T01;
parent_gene=GRMZM2G040397
seq=translation;
coord=2:56806976..56810257:1;
parent_transcript=GRMZM2G119689_T01;
parent_gene=GRMZM2G119689
seq=translation;
coord=9:99409919..99416720:1;
parent_transcript=GRMZM2G033555_T01;
parent_gene=GRMZM2G033555
seg=translation; coord=8:4108305..4111250:-
1
parent_transcript=GRMZM2G028156_T01;
parent_gene=GRMZM2G028156
seg=translation;
coord=2:198568661..198574971:1;
parent_transcript=GRMZM2G081571_T04;
parent_gene=GRMZM2G081571

GRMZM5G840955_P01

GRMZM2G168552_P01

GRMZM2G030173_P01

GRMZM2G094928_PO1 (+1)

GRMZM2G055434_P01

GRMZM2G176612_P02

GRMZM2G028307_P02

GRMZM2G003595_PO1 (+2)

GRMZM2G040397_PO1 (+1)

GRMZM2G119689_PO1 (+2)

GRMZM2G033555_PO1 (+2)

GRMZM2G028156_PO1 (+3)

GRMZM2G081571_P04 (+1)

33 kDa

20 kDa

27 kDa

12 kDa

23 kDa

45 kDa

73 kDa

7 kDa

45 kDa

66 kDa

38 kDa

88 kDa

36 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

1.4

0.4

13

No Values

33

33

0.6

0.8

No Values

29

0.3

0.3

1.2

2.3

1.4

No Values

2.3

24

0.3

0.5

1.6

0.3

No Values

1.2

0.4

14

0.5

No Values

No Values

No Values

No Values

2.6

-1.5

4.9

15

0.3

No Values

No Values

No Values

No Values

0.6

4.5

1.6

No Values

No Values

No Values

No Values

13

0.7

4.3

-1.3

-1.6

13

No Values

No Values

No Values

No Values

0.7

3.9

-1.3

13



1313

1314

1315

1316

1317

1318

1319

1320

1321

1322

1323

1324

1325

seq=translation;
coord=3:159873679..159879241:-1;

parent_transcript=GRMZM2G105531_T01;

parent_gene=GRMZM2G105531
seq=translation;
coord=6:161446540..161449925:1;

parent_transcript=GRMZM2G115049_T01;

parent_gene=GRMZM2G115049
seq=translation;
coord=9:83796519..83798959:1;

parent_transcript=GRMZM2G140179_T01;

parent_gene=GRMZM2G140179
seq=translation;
coord=7:169836954..169839970:-1;

parent_transcript=GRMZM2G037177_T01;

parent_gene=GRMZM2G037177
seq=translation;
coord=8:174419193..174424343:1;

parent_transcript=GRMZM2G118462_T01;

parent_gene=GRMZM2G118462
seq=translation;
coord=4:186948838..186952130:-1;

parent_transcript=GRMZM2G357595_T01;

parent_gene=GRMZM2G357595
seq=translation;
coord=3:37865603..37869803:1;

parent_transcript=GRMZM2G069208_T01;

parent_gene=GRMZM2G069208
seq=translation;
coord=3:7078308..7082094:1;

parent_transcript=GRMZM2G104081_T01;

parent_gene=GRMZM2G104081
seq=translation;
coord=10:61378667..61384801:1;

parent_transcript=GRMZM2G143568_T01;

parent_gene=GRMZM2G143568
seq=translation;
coord=2:12023721..12027357:-1;

parent_transcript=GRMZM2G156365_T02;

parent_gene=GRMZM2G156365
seq=translation;
coord=5:18170761..18172340:1;

parent_transcript=GRMZM2G060940_T01;

parent_gene=GRMZM2G060940
seq=translation;
coord=3:127303985..127310112:-1;

parent_transcript=AC182617.3_FGT001;

parent_gene=AC182617.3_FG001
seg=translation;
coord=7:132157014..132162257:1;

parent_transcript=GRMZM2G068862_T01;

parent_gene=GRMZM2G068862

GRMZM2G105531_P01

GRMZM2G115049_P01

GRMZM2G140179_P01

GRMZM2G037177_P01

GRMZM2G118462_PO1 (+2)

GRMZM2G357595_P01

GRMZM2G069208_PO1 (+2)

GRMZM2G104081_PO1 (+2)

GRMZM2G143568_P01

GRMZM2G156365_P02 (+4)

GRMZM2G060940_PO1 (+2)

AC182617.3_FGPOO1 (+4)

GRMZM2G068862_P01

22 kDa

29 kDa

74 kDa

26 kDa

102 kDa

31 kDa

33 kDa

54 kDa

69 kDa

33 kDa

40 kDa

38 kDa

44 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.8

13

Reference Missing

No Values

0.5

No Values

No Values

0.7

No Values

No Values

No Values

0.3

0.5

Reference Missing

0.1

No Values

0.4

No Values

No Values

0.1

No Values

No Values

No Values

0.4

Reference Missing

No Values

No Values

No Values

-1.1

No Values

No Values

No Values

0.4

0.8

Reference Missing

0.4

No Values

0.7

No Values

No Values

-1.5

No Values

No Values

No Values

1.7

11

0.4

2.9

No Values

13

No Values

No Values

0.4

0.2

0.7

-1.9

2.2

0.6

No Values

16

0.9

No Values

No Values

2.1

0.3

0.4

0.9

-1.2

1.6

0.6

No Values

0.5

No Values

No Values

Reference Missing

0.1

0.1

0.5

-1.5

14

0.2

No Values

0.8

No Values

No Values

1.1

0.5



1326

1327

1328

1329

1330

1331

1332

1333

1334

1335

1336

1337

1338

seq=translation;
coord=4:120394113..120399917:1;
parent_transcript=GRMZM2G153984_T01;
parent_gene=GRMZM2G153984
seq=translation;
coord=2:130522633..130525928:-1;
parent_transcript=GRMZM2G128268_T01;
parent_gene=GRMZM2G128268
seq=translation;
coord=3:173472565..173475730:-1;
parent_transcript=GRMZM2G081652_T01;
parent_gene=GRMZM2G081652
seq=translation;
coord=1:205090665..205094372:1;
parent_transcript=GRMZM2G144387_T01;
parent_gene=GRMZM2G144387
seq=translation;
coord=10:98135181..98154139:1;
parent_transcript=AC197672.3_FGT002;
parent_gene=AC197672.3_FG002
seq=translation; coord=9:9638146..9648092:-
1
parent_transcript=GRMZM2G033130_T01;
parent_gene=GRMZM2G033130
seq=translation;
coord=9:99437276..99441674:1;
parent_transcript=GRMZM2G034069_T01;
parent_gene=GRMZM2G034069
seq=translation;
coord=9:146299403..146305484:1;
parent_transcript=GRMZM2G051782_T01;
parent_gene=GRMZM2G051782
seq=translation;
coord=1:283086410..283088116:1;
parent_transcript=GRMZM2G065083_T01;
parent_gene=GRMZM2G065083
seq=translation;
coord=5:184168891..184173292:1;
parent_transcript=GRMZM2G071846_T01;
parent_gene=GRMZM2G071846
seq=translation;
coord=2:189499850..189501644:1;
parent_transcript=GRMZM2G080466_T01;
parent_gene=GRMZM2G080466
seq=translation;
coord=1:183983464..183984705:-1;
parent_transcript=GRMZM2G080724_T01;
parent_gene=GRMZM2G080724
seq=translation;
coord=2:29975938..29981822:1;
parent_transcript=GRMZM2G082581_T01;
parent_gene=GRMZM2G082581

GRMZM2G153984_P01

GRMZM2G128268_P01

GRMZM2G081652_P01

GRMZM2G144387_PO1 (+1)

AC197672.3_FGP002

GRMZM2G033130_PO1 (+4)

GRMZM2G034069_P01

GRMZM2G051782_P01

GRMZM2G065083_P01

GRMZM2G071846_P01

GRMZM2G080466_PO1 (+3)

GRMZM2G080724_P01

GRMZM2G082581_P01

31 kDa

45 kDa

62 kDa

25 kDa

257 kDa

104 kDa

35kDa

50 kDa

15 kDa

24 kDa

14 kDa

27 kDa

36 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

13

0.8

0.9

No Values

No Values

No Values

No Values

No Values

No Values

2.9

No Values

No Values

0.2

11

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.5

13

No Values

No Values

No Values

No Values

No Values

No Values

2.7

No Values

No Values

0.6

0.3

No Values

No Values

No Values

No Values

No Values

No Values

33

No Values

No Values

No Values

No Values

No Values

No Values

Reference Missing

0.3

No Values

-1.3

No Values

No Values

No Values

No Values

Reference Missing

0.4

1.6

0.6

No Values

No Values

No Values

No Values

No Values

Reference Missing

Reference Missing

13

0.5

0.5

No Values

No Values

No Values

No Values

No Values

Reference Missing

0.8

0.7

No Values

0.3



1339

1340

1341

1342

1343

1344

1345

1346

1347

1348

1349

1350

1351

seq=translation;
coord=8:137403695..137407159:-1;

parent_transcript=GRMZM2G106960_T01;

parent_gene=GRMZM2G106960
seq=translation;
coord=5:13615570..13621897:1;

parent_transcript=GRMZM2G161222_T03;

parent_gene=GRMZM2G161222
seq=translation;
coord=9:92025063..92027986:-1;

parent_transcript=GRMZM2G316232_T01;

parent_gene=GRMZM2G316232
seq=translation;
coord=10:117993529..118000841:-1;

parent_transcript=GRMZM2G353213_T01;

parent_gene=GRMZM2G353213
seq=translation;
coord=9:137069559..137072594:-1;

parent_transcript=GRMZM2G053652_T01;

parent_gene=GRMZM2G053652
seq=translation;
coord=1:297376727..297379573:-1;

parent_transcript=GRMZM2G369815_T01;

parent_gene=GRMZM2G369815
seq=translation;
coord=4:159862612..159866537:1;

parent_transcript=GRMZM2G050371_T01;

parent_gene=GRMZM2G050371
seq=translation;
coord=8:17388792..17393555:-1;

parent_transcript=GRMZM2G061969_T01;

parent_gene=GRMZM2G061969
seq=translation;
coord=5:215652783..215654639:1;

parent_transcript=GRMZM2G143627_T01;

parent_gene=GRMZM2G143627
seq=translation;
coord=1:286506118..286513080:-1;

parent_transcript=GRMZM2G141473_T01;

parent_gene=GRMZM2G141473
seq=translation;
coord=5:18753627..18756558:1;

parent_transcript=GRMZM2G138572_T01;

parent_gene=GRMZM2G138572
seq=translation;
coord=2:26769801..26771736:1;

parent_transcript=GRMZM2G474575_T01;

parent_gene=GRMZM2G474575
seq=translation;
coord=7:110983097..110986540:-1;

parent_transcript=GRMZM2G048277_T01;

parent_gene=GRMZM2G048277

GRMZM2G106960_P01

GRMZM2G161222_P03

GRMZM2G316232_P01

GRMZM2G353213_PO01 (+1)

GRMZM2G053652_PO01 (+1)

GRMZM2G369815_PO1 (+1)

GRMZM2G050371_P01

GRMZM2G061969_P01

GRMZM2G143627_PO1 (+1)

GRMZM2G141473_P01

GRMZM2G138572_P01

GRMZM2G474575_P01

GRMZM2G048277_PO1 (+2)

23 kDa

58 kDa

57 kDa

35kDa

22 kDa

42 kDa

40 kDa

92 kDa

13 kDa

146 kDa

19 kDa

23 kDa

16 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

-1.6

No Values

No Values

No Values

No Values

No Values

1.4

0.8

No Values

-1.7

No Values

No Values

No Values

No Values

No Values

0.5

No Values

0.1

-1.4

No Values

No Values

No Values

No Values

No Values

1.2

0.9

No Values

-1.4

No Values

No Values

No Values

No Values

No Values

23

No Values

Value Missing

No Values

Reference Missing

1.6

Reference Missing

No Values

No Values

No Values

No Values

No Values

-1.1

No Values

Reference Missing

0.9

Reference Missing

No Values

-1.3

No Values

No Values

No Values

No Values

No Values

Reference Missing

0.2

Reference Missing

No Values

-1.3

No Values

No Values

No Values

No Values

11

No Values

Reference Missing

0.3

Reference Missing

No Values

No Values

No Values

No Values

No Values

24



1352

1353

1354

1355

1356

1357

1358

1359

1360

1361

1362

1363

1364

seq=translation;
coord=8:42281387..42289748:-1;
parent_transcript=GRMZM2G145595_T01;
parent_gene=GRMZM2G145595
seq=translation;
coord=1:31242217..31244585:-1;
parent_transcript=GRMZM2G116846_T01;
parent_gene=GRMZM2G116846
seq=translation;
coord=1:292354165..292360031:-1;
parent_transcript=GRMZM2G151967_T01;
parent_gene=GRMZM2G151967
seq=translation;
coord=7:4538433..4546019:1;
parent_transcript=GRMZM2G480002_T01;
parent_gene=GRMZM2G480002
seq=translation;
coord=5:21571290..21578409:-1;
parent_transcript=GRMZM2G073934_T01;
parent_gene=GRMZM2G073934
seq=translation;
coord=1:298331067..298333316:1;
parent_transcript=GRMZM2G023242_T01;
parent_gene=GRMZM2G023242
seq=translation;
coord=2:25913684..25932129:1;
parent_transcript=GRMZM2G376731_T01;
parent_gene=GRMZM2G376731
seq=translation;
coord=5:14176514..14178456:-1;
parent_transcript=GRMZM5G858249_T01;
parent_gene=GRMZM5G858249
seq=translation;
coord=3:135084015..135105483:1;
parent_transcript=GRMZM2G326116_T01;
parent_gene=GRMZM2G326116
seq=translation;
coord=6:110695290..110707260:1;
parent_transcript=GRMZM2G412611_T01;
parent_gene=GRMZM2G412611
seq=translation; coord=3:1767353..1776209:-
1
parent_transcript=GRMZM2G123499_T01;
parent_gene=GRMZM2G123499
seq=translation;
coord=1:122162499..122163689:1;
parent_transcript=AC202185.4_FGT004;
parent_gene=AC202185.4_FG004
seg=translation;
coord=2:71785920..71790206:-1;
parent_transcript=GRMZM2G000980_T01;
parent_gene=GRMZM2G000980

AC202185.4_FGP004

GRMZM2G145595_P01

GRMZM2G116846_P01

GRMZM2G151967_P01

GRMZM2G480002_P01

GRMZM2G073934_P01

GRMZM2G023242_PO01 (+2)

GRMZM2G376731_P01

GRMZM5G858249_P01

GRMZM2G326116_P01

GRMZM2G412611_P01

GRMZM2G123499_PO1 (+1)

GRMZM2G000980_PO1 (+1)

60 kDa

36 kDa

59 kDa

187 kDa

53 kDa

17 kDa

99 kDa

33 kDa

35kDa

164 kDa

74 kDa

23 kDa

80 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

0.1

No Values

0.8

No Values

No Values

0.4

-1.7

0.1

No Values

0.6

No Values

0.5

No Values

No Values

0.7

-1.6

0.1

No Values

0.3

-1.2

No Values

0.1

No Values

No Values

13

1.6

No Values

0.5

0.4

No Values

0.4

No Values

No Values

-1.1

0.2

0.3

No Values

2.4

4.4

1.6

No Values

0.5

0.9

No Values

No Values

No Values

No Values

No Values

Reference Missing

2.2

25

1.2

No Values

0.2

No Values

No Values

No Values

No Values

No Values

1.9

2.8

0.7

No Values

No Values

No Values

No Values

No Values

No Values

Reference Missing

1.9

3.7

0.7

No Values

0.3

No Values

No Values

No Values

No Values

No Values

1.1



1365

1366

1367

1368

1369

1370

1371

1372

1373

1374

1375

1376

1377

seq=translation;
coord=5:17058108..17064678:1;

parent_transcript=GRMZM2G018943_T01;

parent_gene=GRMZM2G018943
seq=translation;
coord=6:112137413..112140985:1;

parent_transcript=GRMZM2G064993_T01;

parent_gene=GRMZM2G064993
seq=translation;
coord=5:59290440..59291930:-1;

parent_transcript=GRMZM2G084942_T01;

parent_gene=GRMZM2G084942
seq=translation;
coord=5:209693887..209699045:1;

parent_transcript=GRMZM2G101463_T01;

parent_gene=GRMZM2G101463
seq=translation;
coord=3:184059147..184065670:1;

parent_transcript=GRMZM2G118363_T01;

parent_gene=GRMZM2G118363
seq=translation;
coord=9:140970479..140979075:-1;

parent_transcript=GRMZM2G119627_T01;

parent_gene=GRMZM2G119627
seq=translation;
coord=6:111182254..111183500:-1;

parent_transcript=GRMZM2G122302_T01;

parent_gene=GRMZM2G122302
seq=translation;
coord=8:85844666..85847518:-1;

parent_transcript=GRMZM2G132130_T01;

parent_gene=GRMZM2G132130
seq=translation;
coord=1:256071969..256085112:1;

parent_transcript=GRMZM2G150772_T02;

parent_gene=GRMZM2G150772
seq=translation;
coord=6:111253708..111260162:-1;

parent_transcript=GRMZM2G329306_T01;

parent_gene=GRMZM2G329306
seq=translation;
coord=10:136292132..136296887:1;

parent_transcript=GRMZM2G414915_T01;

parent_gene=GRMZM2G414915
seq=translation;
coord=6:140865431..140872714:-1;

parent_transcript=GRMZM2G442057_T01;

parent_gene=GRMZM2G442057
seg=translation;
coord=10:10725550..10730964:1;

parent_transcript=GRMZM2G014397_T02;

parent_gene=GRMZM2G014397

GRMZM2G018943_PO01 (+1)

GRMZM2G064993_P01

GRMZM2G084942_PO1 (+1)

GRMZM2G101463_P01

GRMZM2G118363_P01

GRMZM2G119627_P01

GRMZM2G122302_P01

GRMZM2G132130_P01

GRMZM2G150772_P02

GRMZM2G329306_P01

GRMZM2G414915_P01

GRMZM2G442057_P01

GRMZM2G014397_P02 (+1)

80 kDa

38 kDa

40 kDa

56 kDa

67 kDa

54 kDa

20 kDa

29 kDa

179 kDa

43 kDa

82 kDa

47 kDa

34 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

No Values

0.5

0.8

No Values

No Values

No Values

0.1

No Values

No Values

No Values

1.2

No Values

0.8

No Values

No Values

No Values

1.6

No Values

No Values

No Values

15

No Values

0.1

0.7

No Values

No Values

No Values

0.6

No Values

-1.1

No Values

-1.2

No Values

1.7

No Values

0.9

No Values

No Values

No Values

No Values

-1.1

No Values

-1.2

No Values

1.7

No Values

No Values

Reference Missing

-1.6

No Values

No Values

No Values

13

No Values

No Values

No Values

0.9

Reference Missing

-1.3

No Values

No Values

No Values

0.6

No Values

0.2

No Values

No Values

0.6

Reference Missing

-1.7

No Values

No Values

0.5

No Values

Reference Missing

No Values

No Values

No Values

0.3

Reference Missing

-1.7

No Values

0.4

No Values

No Values

0.8

No Values



1378

1379

1380

1381

1382

1383

1384

1385

1386

1387

1388

1389

1390

seq=translation;
coord=1:257994567..257995838:-1;
parent_transcript=GRMZM2G044762_T01;
parent_gene=GRMZM2G044762
seq=translation;
coord=1:152164284..152165382:1;
parent_transcript=GRMZM2G132077_T01;
parent_gene=GRMZM2G132077
seq=translation;
coord=3:124642615..124647335:-1;
parent_transcript=GRMZM2G098397_T01;
parent_gene=GRMZM2G098397
seq=translation;
coord=8:23799793..23801891:-1;
parent_transcript=GRMZM5G861077_T01;
parent_gene=GRMZM5G861077
seq=translation;
coord=7:174339610..174341979:-1;
parent_transcript=GRMZM2G424205_T01;
parent_gene=GRMZM2G424205
seq=translation;
coord=8:121435529..121437647:-1;
parent_transcript=GRMZM2G042865_T01;
parent_gene=GRMZM2G042865
seq=translation;
coord=8:76128223..76129850:1;
parent_transcript=AC231180.2_FGT006;
parent_gene=AC231180.2_FG006
seq=translation;
coord=7:25812344..25817942:1;
parent_transcript=GRMZM2G003789_T01;
parent_gene=GRMZM2G003789
seq=translation;
coord=1:171489898..171496325:1;
parent_transcript=GRMZM2G019926_T02;
parent_gene=GRMZM2G019926

seq=translation; coord=2:8914517..8917818:-

1
parent_transcript=GRMZM2G076239_T02;
parent_gene=GRMZM2G076239
seq=translation;
coord=3:205146239..205150759:-1;
parent_transcript=GRMZM2G098569_T01;
parent_gene=GRMZM2G098569
seq=translation;
coord=6:105434141..105436791:1;
parent_transcript=GRMZM2G403076_T01;
parent_gene=GRMZM2G403076
seg=translation;
coord=4:18676199..18682894:1;
parent_transcript=GRMZM2G574782_T01;
parent_gene=GRMZM2G574782

GRMZM2G044762_PO1 (+1)

GRMZM2G132077_P01

GRMZM2G098397_PO1 (+3)

GRMZM5G861077_P01

GRMZM2G424205_P01

GRMZM2G042865_PO1 (+1)

AC231180.2_FGP006

GRMZM2G003789_P01

GRMZM2G019926_P02 (+2)

GRMZM2G076239_P02 (+3)

GRMZM2G098569_P01

GRMZM2G403076_P01

GRMZM2G574782_P01

23 kDa

18 kDa

63 kDa

66 kDa

26 kDa

51 kDa

48 kDa

47 kDa

35kDa

40 kDa

41 kDa

62 kDa

57 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

No Values

0.6

0.2

0.6

No Values

No Values

0.7

0.8

0.3

No Values

0.2

-1.2

No Values

0.2

No Values

0.5

0.2

No Values No Values
-0.3 0.1
0.1 0.7
-0.4 0.2
-0.4 0.2
-0.4 0.4
-1.4 -1.6

No Values No Values
-0.1 0.7

No Values No Values
0.6 1.1
0.3 2.2
0.4 0.3

0.3

No Values

No Values

No Values

No Values

No Values

No Values

No Values

1.2

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

1.6

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.7

No Values

1.4

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

0.5

No Values

0.9

No Values

No Values

No Values



1391

1392

1393

1394

1395

1396

1397

1398

1399

1400

1401

seq=translation;
coord=8:152750732..152754708:1;
parent_transcript=GRMZM5G823017_T01;
parent_gene=GRMZM5G823017
seq=translation;
coord=8:118191461..118195143:-1;
parent_transcript=AC197705.4_FGT007;
parent_gene=AC197705.4_FG007
seq=translation;
coord=8:29145636..29147578:-1;
parent_transcript=GRMZM2G007151_T01;
parent_gene=GRMZM2G007151
seq=translation;
coord=3:2080450..2084636:1;
parent_transcript=GRMZM2G153181_T01;
parent_gene=GRMZM2G153181
seq=translation;
coord=5:58525626..58534933:-1;
parent_transcript=GRMZM2G397247_T04;
parent_gene=GRMZM2G397247
seq=translation;
coord=1:210463083..210467521:1;
parent_transcript=GRMZM2G073814_T02;
parent_gene=GRMZM2G073814
seq=translation;
coord=10:16517475..16520678:1;
parent_transcript=GRMZM2G091819_T01;
parent_gene=GRMZM2G091819
seg=translation;
coord=4:151648685..151655399:1;
parent_transcript=GRMZM2G145226_T01;
parent_gene=GRMZM2G145226
seg=translation;
coord=1:287289676..287296815:-1;
parent_transcript=GRMZM2G178415_T01;
parent_gene=GRMZM2G178415
seg=translation;
coord=8:64567512..64568715:-1;
parent_transcript=GRMZM2G075796_T01;
parent_gene=GRMZM2G075796

seg=translation; coord=5:6157585..6167807:-

1
parent_transcript=GRMZM2G171588_T01;
parent_gene=GRMZM2G171588

GRMZM5G823017_PO1 (+2)

AC197705.4_FGP0O07

GRMZM2G007151_PO1 (+1)

GRMZM2G153181_P0O1

GRMZM2G397247_P04

GRMZM2G073814_P02

GRMZM2G091819_P01

GRMZM2G145226_P01

GRMZM2G178415_PO01 (+3)

GRMZM2G075796_P01

GRMZM2G171588_PO1 (+2)

46 kDa

57 kDa

21 kDa

61 kDa

46 kDa

65 kDa

44 kDa

25 kDa

44 kDa

21 kDa

36 kDa

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

Ref

No Values

No Values

1.8

15

0.3

No Values

No Values

0.4

11

No Values

No Values

1.7

0.5

-1.7

No Values

No Values

0.1

0.4

No Values

No Values

2.7

0.1

0.4

No Values

No Values

0.5

0.2

No Values

No Values

0.6

0.2

No Values

No Values

1.2

No Values

No Values

No Values

No Values

2.7

-1.6

No Values

No Values

No Values

-1.4

No Values

No Values

No Values

No Values

0.3

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

No Values

-1.5

No Values

No Values

No Values




Table S2. The peptides of identified proteins using iTRAQ.

Id Protein Name Accession Numbers Assigned  Unique Sequence Prob Modifications lon Score Iii:::y
seq=translation; coord=8:107003965..107014830:1;
1 parent_transcript=GRMZM2G097457_T01; GRMZM2G097457_P01,GRMZM2G097457_P02 TRUE TRUE  aETSPEDVGGMHAAAGILTER 95% n+304 (+304) 84.15 25.00
parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1; L
. n+304 (+304), Oxidation
2 parent_transcript=GRMZM2G097457_T01; GRMZM2G097457_P01,GRMZM2G097457_P02 TRUE TRUE  aETSPEDVGGmMHAAAGILTER 95% (+16) 48.54 25.00
parent gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;
3 parent_transcript=GRMZM2G097457_T01; GRMZM2G097457_P01,GRMZM2G097457_P02  TRUE TRUE  alPPGLWAEVLDGLR 95%  n+304 (+304) 59.90 26.05
parent gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;
4 parent_transcript=GRMZM2G097457_T01; GRMZM2G097457_P01,GRMZM2G097457_P02 TRUE TRUE  aMDGLSVTIR 95% n+304 (+304) 38.70 25.00
parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1; n+304 (+304)
5 parent_transcript=GRMZM2G097457_T01; GRMZM2G097457_P01,GRMZM2G097457_P02 TRUE TRUE  eLcSETGANQEDALAR 95% Carbamidométhyl (+57) 93.42 25.00
parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;
6 parent_transcript=GRMZM2G097457_T01; GRMZM2G097457_P01,GRMZM2G097457_P02 TRUE TRUE  elVSQYk 88% n+304 (+304), K+304 (+304)  27.63 26.32
parent gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;
7 parent_transcript=GRMZM2G097457_T01; GRMZM2G097457_P01,GRMZM2G097457_P02  TRUE TRUE  eMQDIEFTVQESR 95%  n+304 (+304) 51.51 25.00
parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1; -
X n+304 (+304), Oxidation
8 parent_transcript=GRMZM2G097457_T01; GRMZM2G097457_P01,GRMZM2G097457_P02 TRUE TRUE emQDIEFTVQESR 95% (+16) 44.89 25.00
parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;
9 parent_transcript=GRMZM2G097457_T01; GRMZM2G097457_P01,GRMZM2G097457_P02 TRUE TRUE  fIPIYLAQGILQHDPFEVLDQR 95% n+304 (+304) 55.80 25.15
parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;
10 parent_transcript=GRMZM2G097457_T01; GRMZM2G097457_P01,GRMZM2G097457_P02 TRUE TRUE fLDMFGNVVMDIPHALFEEk 95% n+304 (+304), K+304 (+304)  34.23 25.47
parent gene=GRMZM2G097457
seqg=translation; coord=8:107003965..107014830:1; -
X n+304 (+304), Oxidation
11 parent_transcript=GRMZM2G097457_T01; GRMZM2G097457_P01,GRMZM2G097457_P02  TRUE TRUE  fLDMFGNVVMDIPHALFEEK 95% (+16), K+304 (+304) 33.23 25.00
parent gene=GRMZM2G097457 !
seq=translation; coord=8:107003965..107014830:1; -
X n+304 (+304), Oxidation
12 parent_transcript=GRMZM2G097457_T01; GRMZM2G097457_P01,GRMZM2G097457_P02 TRUE TRUE  fLDMFGNVVmDIPHALFEEk 95% (+16), K+304 (+304) 46.80 25.04
parent_gene=GRMZM2G097457 !
seq=translation; coord=8:107003965..107014830:1; n+304 (+304), Oxidation
13 parent_transcript=GRMZM2G097457_T01; GRMZM2G097457_P01,GRMZM2G097457_P02 TRUE TRUE  fLDMFGNVVmDIPHALFEEk 95% (+16), Oxidation (+16), 38.67 25.00
parent_gene=GRMZM2G097457 K+304 (+304)
seq=translation; coord=8:107003965..107014830:1;
14 parent_transcript=GRMZM2G097457_T01; GRMZM2G097457_P01,GRMZM2G097457_P02 TRUE TRUE iAVDMVNEGLVER 95% n+304 (+304) 56.80 26.73
parent gene=GRMZM2G097457
seqg=translation; coord=8:107003965..107014830:1; -
X . n+304 (+304), Oxidation
15 parent_transcript=GRMZM2G097457_T01; GRMZM2G097457_P01,GRMZM2G097457_P02  TRUE TRUE  iAVDmMVNEGLVER 95% (+16) 49.13 25.37
parent gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;
16  parent_transcript=GRMZM2G097457_T01; GRMZM2G097457_P01,GRMZM2G097457_P02  TRUE TRUE  iGTMIEIPR 86%  n+304 (+304) 26.90 26.59

parent_gene=GRMZM2G097457
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seq=translation; coord=8:107003965..107014830:1;
parent_transcript=GRMZM2G097457_T01;

parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01,;

parent gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01;

parent gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01;

parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01;

parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01,;

parent gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01;

parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01;

parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01;

parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01,;

parent gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01;

parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01;

parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01;

parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01,;

parent gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01;

parent gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01;

parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01;

parent_gene=GRMZM2G097457
seq=translation; coord=8:107003965..107014830:1;

parent_transcript=GRMZM2G097457_T01,;
parent gene=GRMZM2G097457

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02

GRMZM2G097457_P01,GRMZM2G097457_P02
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TRUE
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TRUE

TRUE

TRUE

TRUE
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TRUE

TRUE

TRUE
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TRUE
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TRUE
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TRUE

TRUE
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TRUE

TRUE

TRUE

IGISYPELTEMQAR

IGISYPELTEmQAR

ILDPPLHEFLPEGNVEEIVR

ISEVNPMLGFR

nDTDLTATDLk

nNGAEGIGLcR

nVYVEAk

qLELAVLAVFDSWESPR

gMIMAPTVELR

gmIMAPTVELR

qPLSPPALSGDLGTFMSWVDDVRk

rFLDMFGNVVMDIPHALFEEk

rPLLLSVR

sGAAVSMPGMMDTVLNLGLNDQVAAGLAAk

sVILVR

tGLDYVScSPFR

VLANADTPEDALAAR

WVEEYMGAALGDPR

95%

95%

95%

89%

95%

95%

91%

95%

95%

95%

95%

95%

95%

95%

94%

95%

95%

94%

n+304 (+304)

n+304 (+304), Oxidation
(+16)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), Oxidation
(+16)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304)

n+304 (+304)

42.94

54.35

48.29

27.22

31.03

31.09

28.08

39.73

33.07

34.08

34.50

52.78

29.87

57.89

31.34

41.27

84.55

31.32

25.00

25.00

25.55

25.73

25.16

25.00

26.24

25.66

26.15

25.09

25.00

25.00

25.00

25.00

25.00

25.00

25.54

25.00
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seq=translation; coord=9:11496011..11502772:1;
parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent gene=GRMZM2G089713
seqg=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent gene=GRMZM2G089713
seqg=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent gene=GRMZM2G089713
seqg=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent gene=GRMZM2G089713
seqg=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01,;
parent gene=GRMZM2G089713

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02
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TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

aADILVNFFDk

aDPSYWDk

aLENEMLLR

aLENEmLLR

dTVGQYESHIAFTLPGLYR

eLANLVIVAGDHGk

eMQAKPDLIIGNYSDGNLVATLLAHk

eSLYPLLNFLk

fDVWPYLETYTEDVSSEIMk

fDVWPYLETYTEDVSSEIMk

fDVWPYLETYTEDVSSEImk

fNIVSPGADMSVYYPYTETDk

fNIVSPGADMSVYYPYTETDkR

fNIVSPGADmMSVYYPYTETDkR

gTTMMLNDR

gTTmMMLNDR

gTTMmLNDR

gWGDTAK

95%

94%

92%

93%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

94%

95%

94%

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), Oxidation
(+16)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304
(+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), iTRAQ8plex
(+304), K+304 (+304)

n+304 (+304), Oxidation
(+16), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), Oxidation
(+16), K+304 (+304)

n+304 (+304)

n+304 (+304), Oxidation
(+16)

n+304 (+304), Oxidation
(+16)

n+304 (+304), K+304 (+304)

54.96

27.05

29.01

28.72

78.26

66.03

34.51

36.54

33.47

28.53

57.47

38.41

45.01

32.83

29.71

28.99

31.56

29.40

26.91

25.00

26.18

25.51

25.30

25.00

25.00

25.00

25.00

25.00

25.00

25.00

25.00

25.00

25.00

25.00

25.00

25.00
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seq=translation; coord=9:11496011..11502772:1;
parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent gene=GRMZM2G089713
seqg=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent gene=GRMZM2G089713
seqg=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent gene=GRMZM2G089713
seqg=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent gene=GRMZM2G089713
seqg=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;

parent_gene=GRMZM2G089713
seq=translation; coord=9:11496011..11502772:1;

parent_transcript=GRMZM2G089713_T01;
parent gene=GRMZM2G089713

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02

GRMZM2G089713_P01,GRMZM2G089713_P02
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TRUE

hQLLAEFDALFDSDk

hQLLAEFDALFDSDKEk

KAEEYLLSVPQDTPYSEFNHR

IFQDKESLYPLLNFLk

IGATFSSHPNELIALFSR

IGVTQCTIAHALEk

ILPDAAGTTcGQR

ITAFHPEIEELIYSDVENSEHk

mYSLIDEYk

nMTGLVEMYGk

nmTGLVEMYGk

qQGLDITPk

sLASQVPLSFD

tkYPNSDIYLDk

VIGTEHTDIIR

VNVSELAVEELSVSEYLAFk

YAPFEDILR

yIEMFYALk

95%

95%

95%

95%

95%

93%

85%

95%

95%

95%

93%

95%

95%

94%

95%

95%

94%

95%

n+304 (+304), K+304 (+304)

n+304 (+304), K+304
(+304), K+304 (+304)

K+304 (+304), n+304 (+304)

n+304 (+304), K+304
(+304), K+304 (+304)

n+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),
K+304 (+304)
n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), Oxidation
(+16), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304
(+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

43.06

37.10

43.05

27.47

68.82

26.46

25.05

37.51

43.83

42.22

28.72

36.03

30.22

27.79

32.67

44.70

30.83

3441

25.00

25.75

25.00

25.00

25.89

25.01

25.00

25.00

25.00

25.05

25.00

25.69

25.19

25.45

26.43

25.25

25.00

25.67



71

72

73

74

75

76

77

78

79

80

81

82

83

84

85

86

87

88

seq=translation; coord=9:22100864..22105552:1;
parent_transcript=GRMZM2G064302_T01;

parent_gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent_gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent_gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent_gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent_gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent_gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent_gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent_gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent_gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent_gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent_gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;
parent gene=GRMZM2G064302

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G064302_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

aGWGVMASHR

aVSNVNNIIGPAIVGk

aVTITWVk

gAVPSGASTGIYEALELR

gNPTVEVDVGLSDGSYAR

gNPTVEVDVGLSDGSYAR

iEEELGDAAVYAGAK

iEEELGDAAVYAGAkK

IAMQEFMILPTGASSFk

IAMQEFMILPTGASSFk

IAMQEFmMILPTGASSFk

ITDEIGQk

mMGVEVYHNLk

SGETEDTFIADLSVGLSTGQlk

tcNALLLk

VNQIGSVTESIEAVR

VQIVGDDLLVTNPTR

VVIGMDVAASEFFGEK

95%

93%

95%

95%

95%

95%

95%

94%

95%

95%

95%

95%

95%

95%

93%

95%

95%

95%

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304), K+304 (+304)

n+304 (+304), iTRAQSplex
(+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), Oxidation
(+16), K+304 (+304)

n+304 (+304), Oxidation
(+16), K+304 (+304)

n+304 (+304), K+304 (+304)
n+304 (+304), K+304 (+304)
n+304 (+304), K+304 (+304)
n+304 (+304),
Carbamidomethyl (+57),
K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

49.48

27.13

32.04

72.41

93.58

36.35

31.25

28.00

39.90

42.45

38.48

37.01

43.63

56.38

29.81

70.85

31.29

61.37

25.00

25.00

25.76

25.47

25.00

25.09

25.85

25.72

25.81

25.75

25.88

25.69

26.16

25.16

25.00

25.30

26.71

25.38



89

20

91

92

93

94

95

96

97

98

99

100

101

102

103

104

105

seq=translation; coord=9:22100864..22105552:1;
parent_transcript=GRMZM2G064302_T01;

parent_gene=GRMZM2G064302
seq=translation; coord=9:22100864..22105552:1;

parent_transcript=GRMZM2G064302_T01;

parent gene=GRMZM2G064302
seq=translation; coord=1:176837841..176844200:1;

parent_transcript=GRMZM2G149751_T01;

parent gene=GRMZM2G149751
seq=translation; coord=1:176837841..176844200:1;

parent_transcript=GRMZM2G149751_T01;

parent_gene=GRMZM2G149751
seq=translation; coord=1:176837841..176844200:1;

parent_transcript=GRMZM2G149751_T01;

parent_gene=GRMZM2G149751
seq=translation; coord=1:176837841..176844200:1;

parent_transcript=GRMZM2G149751_T01;

parent gene=GRMZM2G149751
seq=translation; coord=1:176837841..176844200:1;

parent_transcript=GRMZM2G149751_T01;

parent_gene=GRMZM2G149751
seq=translation; coord=1:176837841..176844200:1;

parent_transcript=GRMZM2G149751_T01;

parent_gene=GRMZM2G149751
seq=translation; coord=1:176837841..176844200:1;

parent_transcript=GRMZM2G149751_T01;

parent_gene=GRMZM2G149751
seq=translation; coord=1:176837841..176844200:1;

parent_transcript=GRMZM2G149751_T01;

parent gene=GRMZM2G149751
seq=translation; coord=1:176837841..176844200:1;

parent_transcript=GRMZM2G149751_T01;

parent_gene=GRMZM2G149751
seq=translation; coord=1:176837841..176844200:1;

parent_transcript=GRMZM2G149751_T01;

parent_gene=GRMZM2G149751
seq=translation; coord=1:176837841..176844200:1;

parent_transcript=GRMZM2G149751_TO01;

parent_gene=GRMZM2G149751
seq=translation; coord=1:176837841..176844200:1;

parent_transcript=GRMZM2G149751_T01;

parent gene=GRMZM2G149751
seq=translation; coord=1:176837841..176844200:1;

parent_transcript=GRMZM2G149751_T01;

parent gene=GRMZM2G149751
seq=translation; coord=1:176837841..176844200:1;

parent_transcript=GRMZM2G149751_T01;

parent_gene=GRMZM2G149751
seq=translation; coord=1:176837841..176844200:1;

parent_transcript=GRMZM2G149751_T01;

parent_gene=GRMZM2G149751
seq=translation; coord=1:176837841..176844200:1;

parent_transcript=GRMZM2G149751_T01;
parent gene=GRMZM2G149751

GRMZM2G064302_P01

GRMZM2G064302_P01

GRMZM2G149751_P01,GRMZM2G149751_P03,
GRMZM2G149751_P05

GRMZM2G149751_P01,GRMZM2G149751_P03,
GRMZM2G149751_P05

GRMZM2G149751_P01,GRMZM2G149751_P03,
GRMZM2G149751_P05

GRMZM2G149751_P01,GRMZM2G149751_P03,
GRMZM2G149751_P05

GRMZM2G149751_P01,GRMZM2G149751_P03,
GRMZM2G149751_P05

GRMZM2G149751_P01,GRMZM2G149751_P03,
GRMZM2G149751_P05

GRMZM2G149751_P01,GRMZM2G149751_P03,
GRMZM2G149751_P05

GRMZM2G149751_P01,GRMZM2G149751_P03,
GRMZM2G149751_P05

GRMZM2G149751_P01,GRMZM2G149751_P03,
GRMZM2G149751_P05

GRMZM2G149751_P01,GRMZM2G149751_P03,
GRMZM2G149751_P05

GRMZM2G149751_P01,GRMZM2G149751_P03,
GRMZM2G149751_P05

GRMZM2G149751_P01,GRMZM2G149751_P03,
GRMZM2G149751_P05

GRMZM2G149751_P01,GRMZM2G149751_P03,
GRMZM2G149751_P05

GRMZM2G149751_P01,GRMZM2G149751_P03,
GRMZM2G149751_P05

GRMZM2G149751_P01,GRMZM2G149751_P03,
GRMZM2G149751_P05

GRMZM2G149751_P01,GRMZM2G149751_P03,
GRMZM2G149751_P05

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

VVIGMDVAASEFFGEk

VVIGMDVAASEFFGEkDk

aAGASWIQFDEPTLVLDLDSDk

aEHAFYLDWAVHSFR

eVIAELk

gFPLLSLLSSILPVYk

gTQTLGLVTSAGFPAGk

iPSAEEIADR

iSEEEYVTAlk

INLPILPTTTIGSFPQTVELR

nIWADDLATSLSTLQSLEAVVGk

aMADAGIk

STAEDLEk

tLTSLSSVTAYGFDLVR

tLTSLSSVTAYGFDLVR

VVEVDALAk

WFDTNYHFIVPELGPNTk

ySWTGGEIGFDTYFSMAR

95%

95%

95%

95%

94%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

n+304 (+304), Oxidation
(+16), K+304 (+304)

n+304 (+304), K+304
(+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), iTRAQ8plex
(+304)

34.42

45.72

63.94

58.42

28.71

32.68

50.73

32.83

37.64

36.48

59.25

35.37

32.28

63.90

30.46

44.89

3331

32.96

25.40

26.12

25.55

25.00

25.00

25.00

25.00

25.13

25.77

25.00

25.00

26.50

25.51

25.37

25.73

26.14

25.00

25.00



107

109

110

111

112

113

114

115

116

117

118

119

120

121

122

123

124

seq=translation; coord=6:6898695..6903246:-1;
parent_transcript=GRMZM2G180625_T01;

parent_gene=GRMZM2G180625
seq=translation; coord=6:6898695..6903246:-1;

parent_transcript=GRMZM2G180625_T01;

parent gene=GRMZM2G180625
seq=translation; coord=6:6898695..6903246:-1;

parent_transcript=GRMZM2G180625_T01;

parent gene=GRMZM2G180625
seq=translation; coord=6:6898695..6903246:-1;

parent_transcript=GRMZM2G180625_T01;

parent_gene=GRMZM2G180625
seq=translation; coord=6:6898695..6903246:-1;

parent_transcript=GRMZM2G180625_T01;

parent_gene=GRMZM2G180625
seq=translation; coord=6:6898695..6903246:-1;

parent_transcript=GRMZM2G180625_T01;

parent gene=GRMZM2G180625
seq=translation; coord=6:6898695..6903246:-1;

parent_transcript=GRMZM2G180625_T01;

parent_gene=GRMZM2G180625
seq=translation; coord=6:6898695..6903246:-1;

parent_transcript=GRMZM2G180625_T01;
parent_gene=GRMZM2G180625

seq=translation; coord=1:296477860..296482170:1;

parent_transcript=GRMZM2G040369_T01;
parent_gene=GRMZM2G040369

seq=translation; coord=1:296477860..296482170:1;

parent_transcript=GRMZM2G040369_T01;
parent gene=GRMZM2G040369

seq=translation; coord=1:296477860..296482170:1;

parent_transcript=GRMZM2G040369_T01;
parent_gene=GRMZM2G040369

seq=translation; coord=1:296477860..296482170:1;

parent_transcript=GRMZM2G040369_T01;

parent_gene=GRMZM2G040369
seq=translation; coord=4:14854376..14859167:-1;

parent_transcript=GRMZM2G091481_T01;

parent_gene=GRMZM2G091481
seq=translation; coord=4:14854376..14859167:-1;

parent_transcript=GRMZM2G091481_T01;

parent gene=GRMZM2G091481
seq=translation; coord=4:14854376..14859167:-1;

parent_transcript=GRMZM2G091481_T01;

parent gene=GRMZM2G091481
seq=translation; coord=4:14854376..14859167:-1;

parent_transcript=GRMZM2G091481_T01;

parent_gene=GRMZM2G091481
seq=translation; coord=4:14854376..14859167:-1;

parent_transcript=GRMZM2G091481_T01;

parent_gene=GRMZM2G091481
seq=translation; coord=4:14854376..14859167:-1;

parent_transcript=GRMZM2G091481_T01;
parent gene=GRMZM2G091481

GRMZM2G180625_P01,GRMZM2G180625_P02,
GRMZM2G180625_P03

GRMZM2G180625_P01,GRMZM2G180625_P02,
GRMZM2G180625_P03

GRMZM2G180625_P01,GRMZM2G180625_P02,
GRMZM2G180625_P03

GRMZM2G180625_P01,GRMZM2G180625_P02,
GRMZM2G180625_P03

GRMZM2G180625_P01,GRMZM2G180625_P02,
GRMZM2G180625_P03

GRMZM2G180625_P01,GRMZM2G180625_P02,
GRMZM2G180625_P03

GRMZM2G180625_P01,GRMZM2G180625_P02,
GRMZM2G180625_P03

GRMZM2G180625_P01,GRMZM2G180625_P02,
GRMZM2G180625_P03

GRMZM2G040369_P01,GRMZM2G040369_P02,
GRMZM2G095851_P01,GRMZM2G095851_P02

GRMZM2G040369_P01,GRMZM2G040369_P02,
GRMZM2G095851_P01,GRMZM2G095851_P02

GRMZM2G040369_P01,GRMZM2G040369_P02,
GRMZM2G095851_P01,GRMZM2G0395851_P02

GRMZM2G040369_P01,GRMZM2G040369_P02,
GRMZM2G095851_P01,GRMZM2G095851_P02

GRMZM2G091481_P01

GRMZM2G091481_P01

GRMZM2G091481_P01

GRMZM2G091481_P01

GRMZM2G091481_P01

GRMZM2G091481_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

aGIALNDHFIk

gASYEEIK

gIMGYVEEDLVSTDFTGDSR

gImGYVEEDLVSTDFTGDSR

gIMGyYVEEDLVSTDFTGDSR

hSDIALk

tLLFGEKPVTVFGIR

VIHDNFGIEGLMTTVHAITATQk

aFLPVIESFGFSSQLR

eQMTPLSEFEDk

eQMTPLSEFEDKL

fGVDETk

aAAAEPVKDEL

dFDVAALMk

fIDASTIPR

kLAPEYENAAK

IAPEYENAAK

IAPILDEAATTLQSDEEVVIAk

95%

95%

95%

95%

95%

95%

94%

95%

95%

95%

95%

86%

94%

95%

88%

95%

95%

95%

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), Oxidation
(+16)

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

K+304 (+304), n+304
(+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

34.23

35.27

42.80

32.48

32.72

28.78

30.25

3271

61.54

35.90

4141

26.19

30.52

36.54

26.32

31.89

30.42

38.57

25.00

26.06

25.00

25.00

25.00

25.00

25.00

25.00

25.91

25.00

25.02

26.10

25.16

26.68

25.00

25.00

25.54

25.00



125

126

127

128

129

131

132

133

134

135

136

137

139

140

141

142

seq=translation; coord=4:14854376..14859167:-1;
parent_transcript=GRMZM2G091481_T01;

parent_gene=GRMZM2G091481
seq=translation; coord=4:14854376..14859167:-1;

parent_transcript=GRMZM2G091481_T01;

parent gene=GRMZM2G091481
seq=translation; coord=4:14854376..14859167:-1;

parent_transcript=GRMZM2G091481_T01;

parent gene=GRMZM2G091481
seq=translation; coord=4:14854376..14859167:-1;

parent_transcript=GRMZM2G091481_T01;

parent_gene=GRMZM2G091481
seq=translation; coord=4:14854376..14859167:-1;

parent_transcript=GRMZM2G091481_T01;

parent_gene=GRMZM2G091481
seq=translation; coord=4:14854376..14859167:-1;

parent_transcript=GRMZM2G091481_T01;

parent gene=GRMZM2G091481
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent_gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent_gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent_gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent_gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent_gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent_gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent_gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent_gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;
parent gene=GRMZM2G175423

GRMZM2G091481_P01

GRMZM2G091481_P01

GRMZM2G091481_P01

GRMZM2G091481_P01

GRMZM2G091481_P01

GRMZM2G091481_P01

GRMZM2G175423_P01

GRMZM2G175423_P01

GRMZM2G175423_P01

GRMZM2G175423_P01

GRMZM2G175423_P01

GRMZM2G175423_P01

GRMZM2G175423_P01

GRMZM2G175423_P01

GRMZM2G175423_P01

GRMZM2G175423_P01

GRMZM2G175423_P01

GRMZM2G175423_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

mDATANDVPSEFDVQGYPTLYFVTPSGk

mDATANDVPSEFDVQGYPTLYFVTPSGk

nPDNHPYLMk

SAYSAAAEEFk

tADDIVDFlk

VVVADNVHDFVFk

aAMGSDIDVSLDcAGFSk

aAmGSDIDVSLDcAGFSk

aGVGPETGVLVVGAGPIGLVSLLAAR

aVGIcGSDVHYLR

dTWPLCIDFLR

dVEEAFEVSAR

eVDVVGVFR

gAQGSDAAAAGGEVEENMAAWLVAK

iAHFVVk

IPPVGPYDVR

rAGVGPETGVLVVGAGPIGLVSLLAAR

SLGADAAVR

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

91%

95%

95%

95%

n+304 (+304), K+304 (+304)

Oxidation (+16), n+304
(+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)
n+304 (+304),
Carbamidomethyl (+57),

K+304 (+304)
n+304 (+304), Oxidation

(+16), Carbamidomethyl
(+57), K+304 (+304)

n+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304)

31.68

36.09

31.09

53.40

33.75

29.77

52.54

73.41

42.20

56.07

32.72

36.62

36.37

77.37

26.11

33.40

54.61

36.93

25.00

25.00

25.00

25.00

26.53

25.76

25.00

25.00

25.00

25.16

25.00

25.00

25.00

25.00

25.00

25.25

25.00

26.63



143

144

145

146

147

148

149

150

151

152

153

154

155

157

158

159

seq=translation; coord=1:197267922..197271011:1;
parent_transcript=GRMZM2G175423_T01;

parent_gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent_gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent_gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent gene=GRMZM2G175423
seq=translation; coord=1:197267922..197271011:1;

parent_transcript=GRMZM2G175423_T01;

parent_gene=GRMZM2G175423
seq=translation; coord=3:126460606..126465045:-1;

parent_transcript=GRMZM2G340251_T01;

parent_gene=GRMZM2G340251
seq=translation; coord=3:126460606..126465045:-1;

parent_transcript=GRMZM2G340251_T01;

parent_gene=GRMZM2G340251
seq=translation; coord=3:126460606..126465045:-1;

parent_transcript=GRMZM2G340251_T01;

parent gene=GRMZM2G340251
seqg=translation; coord=3:207616747..207621242:-1;

parent_transcript=GRMZM2G041275_T01;

parent_gene=GRMZM2G041275
seq=translation; coord=5:167751373..167752582:1;

parent_transcript=GRMZM2G326111_T01;

parent_gene=GRMZM2G326111
seq=translation; coord=5:167751373..167752582:1;

parent_transcript=GRMZM2G326111_T01;

parent_gene=GRMZM2G326111
seq=translation; coord=5:167751373..167752582:1;

parent_transcript=GRMZM2G326111_T01;

parent gene=GRMZM2G326111
seq=translation; coord=5:167751373..167752582:1;

parent_transcript=GRMZM2G326111_T01;

parent gene=GRMZM2G326111
seq=translation; coord=5:167751373..167752582:1;

parent_transcript=GRMZM2G326111_T01;

parent_gene=GRMZM2G326111
seq=translation; coord=5:167751373..167752582:1;

parent_transcript=GRMZM2G326111_T01;

parent_gene=GRMZM2G326111
seq=translation; coord=5:167751373..167752582:1;

parent_transcript=GRMZM2G326111_T01;
parent gene=GRMZM2G326111

GRMZM2G175423_P01

GRMZM2G175423_P01

GRMZM2G175423_P01

GRMZM2G175423_P01

GRMZM2G175423_P01

GRMZM2G175423_P01

GRMZM2G175423_P01

GRMZM2G340251_P01,GRMZM2G340251_P02,
GRMZM2G340251_P03

GRMZM2G340251_P01,GRMZM2G340251_P02,
GRMZM2G340251_P03

GRMZM2G340251_P01,GRMZM2G340251_P02,
GRMZM2G340251_P03

GRMZM2G041275_P01

GRMZM2G326111_P01

GRMZM2G326111_P0O1

GRMZM2G326111_PO1

GRMZM2G326111_P01

GRMZM2G326111_P01

GRMZM2G326111_P0O1

GRMZM2G326111_P0O1

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

VALEPGVScWR

VCLVGMGHNEMTLPLTAAAAR

VcLVGMGHNEMTLPLTAAAAR

VCLVGMGHNEmMTLPLTAAAAR

vVVVDVDDHR

ykDTWPLcIDFLR

yNLcEDMk

kIEDAIDAAISWLDANQLAEADEFEDk

mYQGAGEDMGGAGGMDEDAPAGSGGPGPk

nSLENYSYNMR

fDEGLPPILTALEVLDNNIR

hVVFGQVVEGMDVVk

hVVFGQVVEGmDVVk

vADcGQLS

VFFDMTVGGAPAGR

VFFDMTVGGAPAGR

VIPEFMcQGGDFTR

VIPEFMcQGGDFTR

95%

95%

95%

95%

95%

94%

88%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304),
Carbamidomethyl (+57)
n+304 (+304),
Carbamidomethyl (+57),

Oxidation (+16)
n+304 (+304),

Carbamidomethyl (+57),
Oxidation (+16)

n+304 (+304)

n+304 (+304), K+304
(+304), Carbamidomethyl

(+57)
n+304 (+304),

Carbamidomethyl (+57),
K+304 (+304)

K+304 (+304), n+304
(+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), Oxidation
(+16), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304)

n+304 (+304), Oxidation
(+16)

n+304 (+304),
Carbamidomethyl (+57)
n+304 (+304), Oxidation
(+16), Carbamidomethyl
(+57)

35.09

47.28

35.06

54.34

50.75

29.13

26.10

31.25

85.45

37.71

59.91

60.28

41.29

51.57

49.09

49.58

74.65

64.65

25.00

25.00

25.00

25.00

25.47

25.99

25.00

25.00

25.00

25.00

25.25

25.01

25.84

25.00

25.00

25.00

25.00

25.00



161

162

163

164

165

167

168

169

170

171

172

173

174

175

176

177

178

seq=translation; coord=4:240050091..240053865:1;
parent_transcript=GRMZM2G415007_T01;

parent_gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent_gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent_gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent_gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent_gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent_gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent_gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent_gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent_gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent_gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent_gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;
parent gene=GRMZM2G415007

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

aMEDAGLEk

dAGVIAGLNVAR

dILLLDVAPLTLGIETVGGVMTk

dILLLDVAPLTLGIETVGGVmTk

eAEEFAEEDk

eALEWLDDNQSAEk

eALEWLDDNQSAEKEDYEEk

eVEAVCNPIVSAVYQR

fEELNNDLFR

iMEYFIk

iNDAVVTVPAYFNDAQR

iTPSWVAFTDSER

IKEVEAVCNPIVSAVYQR

nQLETYVYNMk

sGGAPGGDADGGVDDDHDEL

SQIHEIVLVGGSTR

sQVFTTYQDQQTTVSIQVFEGER

tIFDVk

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

93%

95%

95%

90%

90%

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), Oxidation
(+16), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304
(+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304

(+304), Carbamidomethyl

(+57)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

48.21

42.06

41.60

47.82

51.02

57.75

30.81

66.19

33.48

37.24

52.12

47.75

44.46

27.40

38.42

41.57

26.49

27.25

25.00

26.62

25.00

25.00

25.00

25.00

25.00

25.00

25.00

25.29

25.00

25.00

25.00

25.07

25.00

26.16

25.00

25.53



179

181

182

183

184

185

186

187

189

190

191

192

193

194

195

seq=translation; coord=4:240050091..240053865:1;
parent_transcript=GRMZM2G415007_T01;

parent_gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent gene=GRMZM2G415007
seq=translation; coord=4:240050091..240053865:1;

parent_transcript=GRMZM2G415007_T01;

parent gene=GRMZM2G415007
seq=translation; coord=3:165722970..165725581:1;

parent_transcript=GRMZM2G057823_T01;

parent_gene=GRMZM2G057823
seq=translation; coord=3:165722970..165725581:1;

parent_transcript=GRMZM2G057823_T01;

parent_gene=GRMZM2G057823
seq=translation; coord=3:165722970..165725581:1;

parent_transcript=GRMZM2G057823_T01;

parent gene=GRMZM2G057823
seq=translation; coord=3:165722970..165725581:1;

parent_transcript=GRMZM2G057823_T01;

parent_gene=GRMZM2G057823
seq=translation; coord=3:165722970..165725581:1;

parent_transcript=GRMZM2G057823_T01;

parent_gene=GRMZM2G057823
seq=translation; coord=3:165722970..165725581:1;

parent_transcript=GRMZM2G057823_T01;

parent_gene=GRMZM2G057823
seq=translation; coord=3:165722970..165725581:1;

parent_transcript=GRMZM2G057823_T01;

parent gene=GRMZM2G057823
seq=translation; coord=4:198369976..198374059:-1;

parent_transcript=GRMZM2G012631_T01;

parent_gene=GRMZM2G012631
seq=translation; coord=4:198369976..198374059:-1;

parent_transcript=GRMZM2G012631_T01;

parent_gene=GRMZM2G012631
seq=translation; coord=4:198369976..198374059:-1;

parent_transcript=GRMZM2G012631_T01;

parent_gene=GRMZM2G012631
seq=translation; coord=4:198369976..198374059:-1;

parent_transcript=GRMZM2G012631_T01;

parent gene=GRMZM2G012631
seq=translation; coord=4:198369976..198374059:-1;

parent_transcript=GRMZM2G012631_T01;

parent gene=GRMZM2G012631
seq=translation; coord=4:198369976..198374059:-1;

parent_transcript=GRMZM2G012631_T01;

parent_gene=GRMZM2G012631
seq=translation; coord=4:198369976..198374059:-1;

parent_transcript=GRMZM2G012631_T01;

parent_gene=GRMZM2G012631
seq=translation; coord=4:198369976..198374059:-1;

parent_transcript=GRMZM2G012631_T01;
parent gene=GRMZM2G012631

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G415007_P01

GRMZM2G057823_P01

GRMZM2G057823_P01

GRMZM2G057823_P01

GRMZM2G057823_P01

GRMZM2G057823_P01

GRMZM2G057823_P01

GRMZM2G057823_P01

GRMZM2G012631_P01

GRMZM2G012631_P01

GRMZM2G012631_P01

GRMZM2G012631_PO1

GRMZM2G012631_P01

GRMZM2G012631_P01

GRMZM2G012631_P01

GRMZM2G012631_PO1

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

VEIESLFDGTDFSEPLTR

VFSPEEISAMILGk

VFSPEEISAmILGk

kPWSLSFSFGR

kVTPEVIAEYTVR

nLNAMNk

tVPAAVPAVVFLSGGQSEEEATR

VENLEk

VTPEVIAEYTVR

VTPEVIAEYTVR

aNNTLTIIDSGIGMTk

eVSHEWQLVNk

gYEVLFMVDAIDEySIGQLk

hNDDEQYVWESQAGGSFTVAR

hSEFISYPISLWIEk

KTMEINPENAIMEELR

IDESEDEk

mTLYLKDDQLEYLEER

95%

95%

95%

94%

91%

89%

95%

91%

95%

94%

91%

95%

95%

95%

95%

95%

95%

93%

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), Oxidation
(+16), K+304 (+304)

K+304 (+304), n+304 (+304)

K+304 (+304), n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), iTRAQ8plex
(+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

K+304 (+304), n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

64.01

49.46

34.64

26.16

27.74

28.67

32.80

30.55

44.81

29.97

27.39

32.29

37.92

43.38

29.92

72.86

41.39

27.05

25.00

25.66

25.47

25.87

25.00

26.70

25.38

27.77

25.00

2531

26.25

25.74

25.00

25.00

25.51

25.73

25.00

25.37
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199

200

201

202

203

204

205

207

208

209

210

211

212

213

214

seq=translation; coord=4:198369976..198374059:-1;

parent_transcript=GRMZM2G012631_T01;
parent_gene=GRMZM2G012631

seq=translation; coord=4:198369976..198374059:-1;

parent_transcript=GRMZM2G012631_T01;

parent gene=GRMZM2G012631
seqg=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent gene=GRMZM2G015295
seq=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent_gene=GRMZM2G015295
seq=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent_gene=GRMZM2G015295
seq=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent gene=GRMZM2G015295
seqg=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent_gene=GRMZM2G015295
seq=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent_gene=GRMZM2G015295
seq=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent_gene=GRMZM2G015295
seq=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent gene=GRMZM2G015295
seqg=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent_gene=GRMZM2G015295
seq=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent_gene=GRMZM2G015295
seq=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent_gene=GRMZM2G015295
seq=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent gene=GRMZM2G015295
seqg=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent gene=GRMZM2G015295
seq=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent_gene=GRMZM2G015295
seq=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent_gene=GRMZM2G015295
seq=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;
parent gene=GRMZM2G015295

GRMZM2G012631_P01

GRMZM2G012631_PO1

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

tMEINPENAIMEELR

tmEINPENAIMEELR

aEEDYEk

aTDVMIAGk

dIIMVDHMR

dLSQADFGR

dSAAVFAWkK

gcAAALk

gETLEEYWW(CTER

hSLPDGLMR

iPDPESTDNAEFk

iVLTIIR

IEIELAEVEMPGLMACR

IEIELAEVEMPGLMACR

|IEIELAEVEMPGLmMACR

IEIELAEVEMPGLmMACR

IVGVSEETTTGVk

IYQMQETGALLFPAINVNDSVTk

95%

95%

95%

95%

95%

93%

95%

89%

95%

95%

95%

95%

95%

91%

94%

95%

95%

95%

n+304 (+304)

n+304 (+304), Oxidation
(+16)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),
K+304 (+304)
n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304), Oxidation
(+16), Carbamidomethyl

(+57)
n+304 (+304), Oxidation

(+16), Carbamidomethyl
(+57)
n+304 (+304), Oxidation

(+16), Oxidation (+16),
Carbamidomethyl (+57)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

44.66

57.21

38.20

41.31

65.07

29.43

35.13

28.11

46.24

36.87

30.77

30.38

63.81

26.22

30.24

40.36

66.77

77.73

25.00

25.00

25.00

26.61

25.00

25.00

26.69

26.54

25.00

25.04

25.00

25.00

25.00

25.00

25.00

25.00

26.56

25.22



215

216

217

218

219

220

221

222

223

224

225

226

227

228

229

230

231

232

seq=translation; coord=4:21135870..21139019:1;
parent_transcript=GRMZM2G015295_T01;

parent_gene=GRMZM2G015295
seq=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent gene=GRMZM2G015295
seqg=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent gene=GRMZM2G015295
seq=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent_gene=GRMZM2G015295
seq=translation; coord=4:21135870..21139019:1;

parent_transcript=GRMZM2G015295_T01;

parent_gene=GRMZM2G015295
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent gene=GRMZM2G174883
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent_gene=GRMZM2G174883
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent_gene=GRMZM2G174883
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent_gene=GRMZM2G174883
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent gene=GRMZM2G174883
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent_gene=GRMZM2G174883
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent_gene=GRMZM2G174883
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent_gene=GRMZM2G174883
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent gene=GRMZM2G174883
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent gene=GRMZM2G174883
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent_gene=GRMZM2G174883
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent_gene=GRMZM2G174883
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;
parent gene=GRMZM2G174883

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G015295_P01,GRMZM2G015295_P02

GRMZM2G174883_P01

GRMZM2G174883_P01

GRMZM2G174883_P01

GRMZM2G174883_P01

GRMZM2G174883_P01

GRMZM2G174883_P01

GRMZM2G174883_P01

GRMZM2G174883_P01

GRMZM2G174883_P01

GRMZM2G174883_P01

GRMZM2G174883_P01

GRMZM2G174883_P01

GRMZM2G174883_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

nNAIVcNIGHFDNEIDMLGLETYPGVk

VAALHLGk

VAVVcGYGDVGk

WCScNIFSTQDHAAAAIAR

WVFPETNTGIIVLAEGR

aGQLLIVPQGYLVATk

aQGEGFQYIAFETNPDTMVSHVAGk

eLTcAGIFAVR

fLLAGGFSk

fLSEALGVSMHVAEk

fPVLNLVQMSAVR

gQPHFAENIFk

hNVcAMEVR

kHELAVLTPAGSGSYQQGQAGSAQQ

IDQADVYSPGAGR

IDQADVYSPGAGR

IEALEPR

nSVLSDLPAAVIASSYAISMEEAAELk

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

94%

95%

95%

88%

95%

n+304 (+304),
Carbamidomethyl (+57),
K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),

K+304 (+304)
n+304 (+304),

Carbamidomethyl (+57),
Carbamidomethyl (+57)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

K+304 (+304), n+304 (+304)

n+304 (+304)

n+304 (+304), iTRAQSplex
(+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

50.74

33.11

58.88

51.69

53.80

48.21

98.46

65.08

36.79

31.18

37.06

36.09

31.54

25.82

40.33

38.05

27.04

37.01

25.00

25.00

25.88

25.00

25.20

25.00

25.00

25.00

25.00

25.67

25.43

26.56

25.00

25.72

25.00

25.00

26.39

25.00



233

234

235

236

237

239

240

241

242

243

244

245

246

247

248

249

seq=translation; coord=6:39891824..39893787:1;
parent_transcript=GRMZM2G174883_T01;

parent_gene=GRMZM2G174883
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent gene=GRMZM2G174883
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent gene=GRMZM2G174883
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent_gene=GRMZM2G174883
seq=translation; coord=6:39891824..39893787:1;

parent_transcript=GRMZM2G174883_T01;

parent_gene=GRMZM2G174883
seq=translation; coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;

parent gene=GRMZM2G020801
seq=translation; coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;

parent_gene=GRMZM2G020801
seq=translation; coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;

parent_gene=GRMZM2G020801
seq=translation; coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;

parent_gene=GRMZM2G020801
seq=translation; coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;

parent gene=GRMZM2G020801
seq=translation; coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;

parent_gene=GRMZM2G020801
seq=translation; coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;

parent_gene=GRMZM2G020801
seq=translation; coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;

parent_gene=GRMZM2G020801
seq=translation; coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;

parent gene=GRMZM2G020801
seq=translation; coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;

parent gene=GRMZM2G020801
seq=translation; coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;

parent_gene=GRMZM2G020801
seq=translation; coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;

parent_gene=GRMZM2G020801
seq=translation; coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;
parent gene=GRMZM2G020801

GRMZM2G174883_P01

GRMZM2G174883_P01

GRMZM2G174883_P01

GRMZM2G174883_P01

GRMZM2G174883_P01

GRMZM2G020801_P01

GRMZM2G020801_P01

GRMZM2G020801_P01

GRMZM2G020801_P01

GRMZM2G020801_PO1

GRMZM2G020801_P01

GRMZM2G020801_P01

GRMZM2G020801_P01

GRMZM2G020801_P01

GRMZM2G020801_P01

GRMZM2G020801_P01

GRMZM2G020801_P01

GRMZM2G020801_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

nSVLSDLPAAVIASSYAISmEEAAELk

vDLYQDAIMSPFWNFNAHSAMYGIR

VQSEAGSVQYFSR

VQSEAGSVQyFSR

VVVDAMGLLLPR

aGEDADSLGLTGHER

aTIANMSPEYGATMGFFPVDHVTLDyLk

dIWPSTEEIAQVVQSSVLPDMFk

dMTMSPPGPSTVk

fDFHGQPAEMk

fVEFYGEGMGk

gNPMWNQLTVPEASLYSWDSk

iNPLVPVDLVIDHSVQVDVAR

iYSSYLELNLDEVEPSMSGPk

iySSYLELNLDEVEPSMSGPk

ISVFDAAMR

mFVDYNEPPTER

sFTcIVR

95%

95%

95%

95%

95%

95%

95%

95%

94%

95%

95%

95%

95%

95%

95%

89%

95%

87%

n+304 (+304), Oxidation
(+16), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), iTRAQ8plex
(+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), iTRAQ8plex
(+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

49.15

79.93

49.26

41.27

60.02

72.80

32.16

29.46

28.99

29.46

46.64

59.68

88.50

40.66

29.44

26.89

44.68

25.69

25.12

25.00

25.00

25.62

25.16

25.00

25.00

25.71

25.35

25.00

25.00

25.00

25.08

25.00

25.00

25.00

25.00

25.00



251

252

253

254

255

257

258

259

261

262

263

264

265

266

267

seq=translation; coord=4:28118892..28124783:1;
parent_transcript=GRMZM2G020801_T01;

parent_gene=GRMZM2G020801
seq=translation; coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;

parent gene=GRMZM2G020801
seq=translation; coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;

parent gene=GRMZM2G020801
seq=translation; coord=4:28118892..28124783:1;

parent_transcript=GRMZM2G020801_T01;

parent_gene=GRMZM2G020801
seq=translation; coord=1:53621183..53623074:-1;

parent_transcript=GRMZM2G020940_T01;

parent_gene=GRMZM2G020940
seq=translation; coord=1:53621183..53623074:-1;

parent_transcript=GRMZM2G020940_T01;

parent gene=GRMZM2G020940
seq=translation; coord=1:53621183..53623074:-1;

parent_transcript=GRMZM2G020940_T01;

parent_gene=GRMZM2G020940
seq=translation; coord=1:53621183..53623074:-1;

parent_transcript=GRMZM2G020940_T01;

parent_gene=GRMZM2G020940
seq=translation; coord=1:53621183..53623074:-1;

parent_transcript=GRMZM2G020940_T01;

parent_gene=GRMZM2G020940
seq=translation; coord=1:53621183..53623074:-1;

parent_transcript=GRMZM2G020940_T01;

parent gene=GRMZM2G020940
seq=translation; coord=1:53621183..53623074:-1;

parent_transcript=GRMZM2G020940_T01;

parent_gene=GRMZM2G020940
seq=translation; coord=1:53621183..53623074:-1;

parent_transcript=GRMZM2G020940_T01;

parent_gene=GRMZM2G020940
seq=translation; coord=1:53621183..53623074:-1;

parent_transcript=GRMZM2G020940_T01;

parent_gene=GRMZM2G020940
seq=translation; coord=1:53621183..53623074:-1;

parent_transcript=GRMZM2G020940_T01;

parent gene=GRMZM2G020940
seq=translation; coord=1:53621183..53623074:-1;

parent_transcript=GRMZM2G020940_T01;

parent gene=GRMZM2G020940
seq=translation; coord=1:53621183..53623074:-1;

parent_transcript=GRMZM2G020940_T01;

parent_gene=GRMZM2G020940
seq=translation; coord=1:53621183..53623074:-1;

parent_transcript=GRMZM2G020940_T01;
parent_gene=GRMZM2G020940

seq=translation; coord=9:138424253..138428598:1;

parent_transcript=GRMZM2G054300_T01;
parent gene=GRMZM2G054300

GRMZM2G020801_P01

GRMZM2G020801_P01

GRMZM2G020801_P01

GRMZM2G020801_P01

GRMZM2G020940_P01

GRMZM2G020940_P01

GRMZM2G020940_P01

GRMZM2G020940_P01

GRMZM2G020940_P01

GRMZM2G020940_P01

GRMZM2G020940_P01

GRMZM2G020940_P01

GRMZM2G020940_P01

GRMZM2G020940_P01

GRMZM2G020940_P01

GRMZM2G020940_P01

GRMZM2G020940_P01

GRMZM2G054300_P01,GRMZM2G054300_P04

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

SGVTATDLVLTVTQMLR

SGVTATDLVLTVTQmMLR

sQNAVQANMELEFSR

tSLAPGSGVVTk

aDEGFSATVR

dEEGNPAFALVNk

dEEGYPAFALVNR

dGNVVLAPANPR

dGTNIVLWk

fGGGGEPTVR

gDNQSWk

gHGGVHDGTTVVLWEWAkK

iLPWGDEAYAAGGSSAANAPR

iLPWGDEAYAAGGSSAANAPR

IVPFNPEYQDESVLWTESGDVGk

IVPYNPGYQDESVLWTESR

IVPyNPGYQDESVLWTESR

cPAELAHGANAGLDIAVR

95%

95%

95%

95%

90%

95%

95%

95%

95%

91%

91%

95%

95%

95%

95%

95%

93%

95%

n+304 (+304)

n+304 (+304), Oxidation
(+16)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), iTRAQ8plex
(+304)

Carbamidomethyl (+57),
n+304 (+304)

32.62

59.22

83.53

37.98

27.24

46.60

58.94

61.90

33.76

27.70

28.32

36.42

94.97

29.08

50.61

41.74

27.69

62.68

26.02

25.95

25.00

25.45

25.00

25.44

25.00

25.21

26.71

25.00

25.00

25.49

25.00

25.09

25.00

25.00

25.40

25.00



269

270

271

272

273

274

275

276

277

278

279

280

281

282

283

284

285

seq=translation; coord=9:138424253..138428598:1;
parent_transcript=GRMZM2G054300_T01;
parent_gene=GRMZM2G054300

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent_gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent_gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent_gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent_gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent_gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent_gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent_gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent_gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent_gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent_gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;
parent gene=GRMZM2G069542

GRMZM2G054300_P01,GRMZM2G054300_P04

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

nYPTVSAEYSEAVEk

aLMDEMAVVATk

eEVFDALk

eFVQECYELSAEYENDRDEAR

elLLLQVAGHk

eMYNEWPFFR

eSYITTLNVCcQAYTLk

fHLPVWLGFGAAlk

fLDILQDLHGPHLR

gDPGIAAVYDk

iRDPSFQVSPQPPLSk

IADLEAAPAAVAR

ILVADDLQSFGEQLR

IVEYDALLVDR

qVSTFGLALVk

rQDWLLSELR

rTPPTPQDEMR

SATPETEYGR

95%

94%

95%

95%

95%

92%

90%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304),

Carbamidomethyl (+57),

K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304)

44.91

31.29

32.16

37.05

39.52

28.89

25.96

30.83

32.19

50.60

32.50

38.40

58.88

36.60

48.47

35.01

29.44

42.81

25.00

25.81

26.25

25.00

25.00

25.00

25.58

25.00

25.29

25.90

25.00

26.47

25.00

25.00

25.00

26.34

25.00

25.00



287

288

289

290

291

292

293

294

295

296

297

298

299

300

301

302

303

seq=translation; coord=5:144808460..144816059:-1;
parent_transcript=GRMZM2G069542_T01;
parent_gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;
parent_transcript=GRMZM2G069542_T01;
parent_gene=GRMZM2G069542

seq=translation; coord=5:144808460..144816059:-1;
parent_transcript=GRMZM2G069542_T01;

parent gene=GRMZM2G069542
seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;

parent gene=GRMZM2G069542
seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;

parent_gene=GRMZM2G069542
seq=translation; coord=5:144808460..144816059:-1;

parent_transcript=GRMZM2G069542_T01;

parent_gene=GRMZM2G069542
seq=translation; coord=4:133103720..133107109:1;

parent_transcript=GRMZM2G071630_T01;

parent gene=GRMZM2G071630
seq=translation; coord=4:133103720..133107109:1;

parent_transcript=GRMZM2G071630_T01;

parent_gene=GRMZM2G071630
seq=translation; coord=4:133103720..133107109:1;

parent_transcript=GRMZM2G071630_T01;

parent_gene=GRMZM2G071630
seq=translation; coord=4:133103720..133107109:1;

parent_transcript=GRMZM2G071630_TO01;

parent_gene=GRMZM2G071630
seq=translation; coord=4:133103720..133107109:1;

parent_transcript=GRMZM2G071630_T01;

parent gene=GRMZM2G071630
seq=translation; coord=4:133103720..133107109:1;

parent_transcript=GRMZM2G071630_T01;

parent gene=GRMZM2G071630
seq=translation; coord=4:133103720..133107109:1;

parent_transcript=GRMZM2G071630_T01;

parent_gene=GRMZM2G071630
seq=translation; coord=4:133103720..133107109:1;

parent_transcript=GRMZM2G071630_T01;

parent_gene=GRMZM2G071630
seq=translation; coord=4:133103720..133107109:1;

parent_transcript=GRMZM2G071630_T01;

parent gene=GRMZM2G071630
seq=translation; coord=4:133103720..133107109:1;

parent_transcript=GRMZM2G071630_T01;

parent gene=GRMZM2G071630
seq=translation; coord=4:133103720..133107109:1;

parent_transcript=GRMZM2G071630_T01;
parent_gene=GRMZM2G071630

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G069542_P01

GRMZM2G071630_P01,GRMZM2G176307_P01,
GRMZM2G176307_P02

GRMZM2G071630_P01,GRMZM2G176307_P01,
GRMZM2G176307_P02

GRMZM2G071630_P01,GRMZM2G176307_P01,
GRMZM2G176307_P02

GRMZM2G071630_P01,GRMZM2G176307_P01,
GRMZM2G176307_P02

GRMZM2G071630_P01,GRMZM2G176307_P01,
GRMZM2G176307_P02

GRMZM2G071630_P01,GRMZM2G176307_P01,
GRMZM2G176307_P02

GRMZM2G071630_P01,GRMZM2G176307_P01,
GRMZM2G176307_P02

GRMZM2G071630_P01,GRMZM2G176307_P01,
GRMZM2G176307_P02

GRMZM2G071630_P01,GRMZM2G176307_P01,
GRMZM2G176307_P02

GRMZM2G071630_P01,GRMZM2G176307_P01,
GRMZM2G176307_P02

GRMZM2G071630_P01,GRMZM2G176307_P01,
GRMZM2G176307_P02

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

sIVFQEPR

sLcAcGDkPIADGSLLDFLR

tPPTPQDEMR

VILGDVR

VTLDLLEMVFAk

VTVQGEVIEHSFGEELLCFR

aEAEGSLk

dAPMFVVGVNEk

eVAVFGcR

fGIVEGLMTTVHAITATQk

fGIVEGLMTTVHAITATQk

gILGYVEEDLVSTDFQGDSR

gILGyVEEDLVSTDFQGDSR

IVSWYDNEWGYSTR

IVSWyDNEWGYSTR

NnPEEIPWGSVGAEYVVESTGVFTDQEk

SATYDEIk

91%

93%

95%

92%

95%

95%

87%

95%

95%

95%

94%

92%

95%

95%

95%

95%

95%

n+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),
Carbamidomethyl (+57),
K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304), K+304 (+304)

n+304 (+304), Oxidation
(+16), K+304 (+304)

n+304 (+304)

n+304 (+304), iTRAQSplex
(+304)

n+304 (+304)

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

28.29

25.86

33.52

28.96

37.03

42.29

27.80

41.29

35.11

40.03

26.22

28.55

43.27

54.65

52.49

47.06

40.37

25.38

25.67

25.00

25.00

25.00

25.00

26.93

25.76

25.00

25.00

25.00

25.00

25.00

25.00

25.00

25.00

26.77



305

306

307

308

309

310

311

312

313

314

315

316

317

318

319

320

seq=translation; coord=4:133103720..133107109:1;
parent_transcript=GRMZM2G071630_T01;
parent_gene=GRMZM2G071630

seq=translation; coord=4:133103720..133107109:1;
parent_transcript=GRMZM2G071630_T01;

parent_gene=GRMZM2G071630
seq=translation; coord=4:133103720..133107109:1;

parent_transcript=GRMZM2G071630_T01;

parent gene=GRMZM2G071630
seq=translation; coord=7:146491263..146498155:-1;

parent_transcript=GRMZM2G032003_T02;

parent gene=GRMZM2G032003
seq=translation; coord=7:146491263..146498155:-1;

parent_transcript=GRMZM2G032003_T02;

parent_gene=GRMZM2G032003
seq=translation; coord=7:146491263..146498155:-1;

parent_transcript=GRMZM2G032003_T02;

parent_gene=GRMZM2G032003
seq=translation; coord=7:146491263..146498155:-1;

parent_transcript=GRMZM2G032003_T02;

parent gene=GRMZM2G032003
seq=translation; coord=7:146491263..146498155:-1;

parent_transcript=GRMZM2G032003_T02;

parent_gene=GRMZM2G032003
seq=translation; coord=7:146491263..146498155:-1;

parent_transcript=GRMZM2G032003_T02;

parent_gene=GRMZM2G032003
seq=translation; coord=7:146491263..146498155:-1;

parent_transcript=GRMZM2G032003_T02;

parent_gene=GRMZM2G032003
seq=translation; coord=7:146491263..146498155:-1;

parent_transcript=GRMZM2G032003_T02;

parent gene=GRMZM2G032003
seqg=translation; coord=7:146491263..146498155:-1;

parent_transcript=GRMZM2G032003_T02;

parent gene=GRMZM2G032003
seq=translation; coord=7:146491263..146498155:-1;

parent_transcript=GRMZM2G032003_T02;

parent_gene=GRMZM2G032003
seq=translation; coord=7:146491263..146498155:-1;

parent_transcript=GRMZM2G032003_T02;

parent_gene=GRMZM2G032003
seq=translation; coord=7:146491263..146498155:-1;

parent_transcript=GRMZM2G032003_T02;

parent gene=GRMZM2G032003
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent gene=GRMZM2G102829

seq=translation; coord=2:162466718..162472431:1;
parent_transcript=GRMZM2G102829_T01;
parent_gene=GRMZM2G102829

GRMZM2G071630_P01,GRMZM2G176307_P01,
GRMZM2G176307_P02

GRMZM2G071630_P01,GRMZM2G176307_P01,
GRMZM2G176307_P02

GRMZM2G071630_P01,GRMZM2G176307_P01,
GRMZM2G176307_P02

GRMZM2G032003_P02,GRMZM2G032003_P05

GRMZM2G032003_P02,GRMZM2G032003_P05

GRMZM2G032003_P02,GRMZM2G032003_P05

GRMZM2G032003_P02,GRMZM2G032003_P05

GRMZM2G032003_P02,GRMZM2G032003_P05

GRMZM2G032003_P02,GRMZM2G032003_P05

GRMZM2G032003_P02,GRMZM2G032003_P05

GRMZM2G032003_P02,GRMZM2G032003_P05

GRMZM2G032003_P02,GRMZM2G032003_P05

GRMZM2G032003_P02,GRMZM2G032003_P05

GRMZM2G032003_P02,GRMZM2G032003_P05

GRMZM2G032003_P02,GRMZM2G032003_P05

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

sDINIVSNASCTTNCLAPLAk

tLLFGEk

tVDGPSSk

eYVFVANSDNLGAIVDIk

eyVFVANSDNLGAIVDIk

iIFNTNNLWVNLk

IEIPDGDVLENk

IEIPDGDVLENKDVNGPEDL

NGFTFLDLIVIQIESLNkk

SGFISLVSR

sVIEVR

VQLLEIAQVPDEHVNEFk

yGcNVPLLLMNSFNTHDDTQk

yLSGEAEQIEWSk

yLSGEAEQIEWSk

aGGMQQPMPMGGQQQVFPR

aLYDTFcAFGNILSck

95%

89%

91%

95%

94%

95%

95%

91%

95%

95%

87%

95%

95%

95%

95%

95%

95%

n+304 (+304),
Carbamidomethyl (+57),
Carbamidomethyl (+57),
K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), iTRAQSplex
(+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304
(+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),
K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), iTRAQ8plex
(+304), K+304 (+304)

n+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),
Carbamidomethyl (+57),
K+304 (+304)

37.15

26.99

28.20

67.57

25.35

37.38

3231

25.77

31.13

33.35

26.65

35.38

33.05

47.81

45.29

49.31

66.31

25.00

25.19

25.16

25.38

25.00

25.15

25.68

25.00

25.00

25.00

25.76

25.63

25.00

25.54

25.89

25.00

25.00



321

322

323

324

325

326

327

328

329

330

331

332

333

334

335

336

337

seq=translation; coord=2:162466718..162472431:1;
parent_transcript=GRMZM2G102829_T01;
parent_gene=GRMZM2G102829

seq=translation; coord=2:162466718..162472431:1;
parent_transcript=GRMZM2G102829_T01;

parent_gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent_gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent_gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent_gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent_gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent_gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01,;

parent gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent_gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent_gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;
parent_gene=GRMZM2G102829

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

aLyDTFcAFGNILSck

eLFAEYGNITSck

eNVSSNIk

fQNTNLYLk

fSNVYVK

gYGFVQFEk

iATDPSGESR

IMLGENLYPLVEQLER

IMLGENLYPLVEQLER

IMLGENLYPLVEQLER

nLEENIDDEk

nLEENIDDEKLR

nLSDTVTDDELk

nVQEVAEk

SAQHLQQSNVSTEQQLANLSLNDGVVSS

SGTGNIFIk

SLGYAYVNYNNQGDAAR

95%

92%

95%

95%

86%

95%

94%

95%

95%

94%

95%

95%

95%

95%

95%

95%

95%

n+304 (+304), iTRAQ8plex
(+304), Carbamidomethyl
(+57), Carbamidomethyl

(+57), K+304 (+304)
n+304 (+304),

Carbamidomethyl (+57),

K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), Oxidation
(+16)

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

30.26

26.63

32.28

37.14

25.26

47.49

30.68

40.70

33.42

27.42

51.00

32.79

72.93

32.83

42.68

44.07

89.41

25.00

25.00

26.47

25.47

25.00

25.00

25.00

25.40

25.55

25.07

25.00

25.53

25.00

25.34

25.00

26.22

25.00



338

339

340

341

342

344

345

346

347

348

349

350

352

353

354

355

seq=translation; coord=2:162466718..162472431:1;
parent_transcript=GRMZM2G102829_T01;

parent_gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent gene=GRMZM2G102829
seq=translation; coord=2:162466718..162472431:1;

parent_transcript=GRMZM2G102829_T01;

parent_gene=GRMZM2G102829
seq=translation; coord=3:187441065..187444892:-1;

parent_transcript=GRMZM2G071790_T01;

parent_gene=GRMZM2G071790
seq=translation; coord=1:267887520..267894179:1;

parent_transcript=GRMZM2G023289_T03;

parent gene=GRMZM2G023289
seq=translation; coord=1:267887520..267894179:1;

parent_transcript=GRMZM2G023289_T03;

parent_gene=GRMZM2G023289
seq=translation; coord=1:267887520..267894179:1;

parent_transcript=GRMZM2G023289_T03;

parent_gene=GRMZM2G023289
seq=translation; coord=1:267887520..267894179:1;

parent_transcript=GRMZM2G023289_T03;

parent_gene=GRMZM2G023289
seq=translation; coord=1:267887520..267894179:1;

parent_transcript=GRMZM2G023289_T03;

parent gene=GRMZM2G023289
seq=translation; coord=6:34438543..34440508:1;

parent_transcript=GRMZM2G034724_T01;

parent_gene=GRMZM2G034724
seq=translation; coord=6:34438543..34440508:1;

parent_transcript=GRMZM2G034724_T01;

parent_gene=GRMZM2G034724
seq=translation; coord=6:34438543..34440508:1;

parent_transcript=GRMZM2G034724_T01;

parent_gene=GRMZM2G034724
seq=translation; coord=6:34438543..34440508:1;

parent_transcript=GRMZM2G034724_T01,;

parent gene=GRMZM2G034724
seq=translation; coord=6:34438543..34440508:1;

parent_transcript=GRMZM2G034724_T01;

parent gene=GRMZM2G034724
seq=translation; coord=6:34438543..34440508:1;

parent_transcript=GRMZM2G034724_T01;

parent_gene=GRMZM2G034724
seq=translation; coord=6:34438543..34440508:1;

parent_transcript=GRMZM2G034724_T01;

parent_gene=GRMZM2G034724
seq=translation; coord=6:34438543..34440508:1;

parent_transcript=GRMZM2G034724_T01;
parent gene=GRMZM2G034724

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G102829_P01,GRMZM2G102829_P02

GRMZM2G071790_P01,GRMZM2G071790_P02,

GRMZM2G071790_P03,GRMZM2G071790_P04,

GRMZM2G071790_P05

GRMZM2G023289_P03

GRMZM2G023289_P03

GRMZM2G023289_P03

GRMZM2G023289_P03

GRMZM2G023289_P03

GRMZM2G034724_P01

GRMZM2G034724_P01

GRMZM2G034724_P01

GRMZM2G034724_P01

GRMZM2G034724_P01

GRMZM2G034724_P01

GRMZM2G034724_P01

GRMZM2G034724_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

sLGYyAYVNYNNQGDAAR

VAEAMEVLR

VFVGPFVR

yGTITSAVVMR

yTGNSDLQLER

aTGAFILTASHNPGGPTEDFGIk

dSQEALAPLVDVALkK

gLFTVTk

VTVFQQPHYLQNFVQSTFNALPADQVk

VYIEQYEk

aGVALNCLEAPLDVDIPGGGR

alSPEVLQASFNTTPEMEK

aWDLPEPDAAR

aYGGDGGAYYEWSPADLPMLAVASIGAAk

ayGGDGGAYYEWSPADLPMLAVASIGAAk

aYGGDGGAYYEWSPADLPMLAVASIGAAk

iADASGMEWFSIITTPNPVFSHLAGk

iADASGMEWFSIITTPNPVFSHLAGk

90%

94%

95%

95%

95%

93%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), iTRAQ8plex
(+304), K+304 (+304)

n+304 (+304), iTRAQSplex
(+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), Oxidation
(+16), K+304 (+304)

25.03

30.69

34.90

3437

39.48

25.18

42.63

36.92

33.70

34.25

48.74

50.01

38.07

44.05

38.45

26.00

61.17

30.06

25.00

25.22

25.00

25.37

25.00

25.02

25.00

25.00

25.00

25.16

25.28

25.71

25.00

25.00

25.00

25.00

25.00

25.35



356

358

359

360

362

363

364

365

366

367

368

369

370

371

372

seq=translation; coord=6:34438543..34440508:1;
parent_transcript=GRMZM2G034724_T01;

parent_gene=GRMZM2G034724
seq=translation; coord=6:34438543..34440508:1;

parent_transcript=GRMZM2G034724_T01,;

parent gene=GRMZM2G034724
seq=translation; coord=6:34438543..34440508:1;

parent_transcript=GRMZM2G034724_T01;

parent gene=GRMZM2G034724
seq=translation; coord=6:34438543..34440508:1;

parent_transcript=GRMZM2G034724_T01;

parent_gene=GRMZM2G034724
seq=translation; coord=6:34438543..34440508:1;

parent_transcript=GRMZM2G034724_T01;

parent_gene=GRMZM2G034724
seq=translation; coord=6:34438543..34440508:1;

parent_transcript=GRMZM2G034724_T01;

parent gene=GRMZM2G034724
seq=translation; coord=6:34438543..34440508:1;

parent_transcript=GRMZM2G034724_T01;

parent_gene=GRMZM2G034724
seq=translation; coord=6:34438543..34440508:1;

parent_transcript=GRMZM2G034724_T01;

parent_gene=GRMZM2G034724
seq=translation; coord=3:17824258..17828243:1;

parent_transcript=GRMZM2G030784_T01;

parent_gene=GRMZM2G030784
seq=translation; coord=3:17824258..17828243:1;

parent_transcript=GRMZM2G030784_T01;

parent gene=GRMZM2G030784
seq=translation; coord=3:17824258..17828243:1;

parent_transcript=GRMZM2G030784_T01;

parent_gene=GRMZM2G030784
seq=translation; coord=3:17824258..17828243:1;

parent_transcript=GRMZM2G030784_T01;

parent_gene=GRMZM2G030784
seq=translation; coord=3:17824258..17828243:1;

parent_transcript=GRMZM2G030784_T01;

parent_gene=GRMZM2G030784
seq=translation; coord=3:17824258..17828243:1;

parent_transcript=GRMZM2G030784_T01;

parent gene=GRMZM2G030784
seq=translation; coord=3:17824258..17828243:1;

parent_transcript=GRMZM2G030784_T01;

parent gene=GRMZM2G030784
seq=translation; coord=3:17824258..17828243:1;

parent_transcript=GRMZM2G030784_T01;

parent_gene=GRMZM2G030784
seq=translation; coord=3:17824258..17828243:1;

parent_transcript=GRMZM2G030784_T01;
parent_gene=GRMZM2G030784

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent gene=GRMZM2G306345

GRMZM2G034724_P01

GRMZM2G034724_P01

GRMZM2G034724_P01

GRMZM2G034724_P01

GRMZM2G034724_P01

GRMZM2G034724_P01

GRMZM2G034724_P01

GRMZM2G034724_P01

GRMZM2G030784_P01,GRMZM2G030784_P02

GRMZM2G030784_P01,GRMZM2G030784_P02

GRMZM2G030784_P01,GRMZM2G030784_P02

GRMZM2G030784_P01,GRMZM2G030784_P02

GRMZM2G030784_P01,GRMZM2G030784_P02

GRMZM2G030784_P01,GRMZM2G030784_P02

GRMZM2G030784_P01,GRMZM2G030784_P02

GRMZM2G030784_P01,GRMZM2G030784_P02

GRMZM2G030784_P01,GRMZM2G030784_P02

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

iEGGSLFIVPR

IPASAAALPAPSPQDR

ISLAAGGLSLPSYSDSAk

IVSSQPASGIVk

rLDSEIFFAPPSSN

VAYVLQGVGTcGLVLPEATk

vQVVGPDGR

VVVLNTANLPLVR

aLLGESNEFVGDKVAYALSQGLk

eLAAQPDVDGFLVGGASLKPEFIDIINAATVK

kKGGAFTGEVSAEMLVNLGVPWVILGHSER

qEFHVAAQNCcWVk

qEFHVAAQNcWVk

tLNEGQVPPSDVVEVVVSPPYVFLPVVk

tNASPEVAESTR

VAYALSQGLk

VIACVGETLEQR

aAlLVR

95%

95%

95%

95%

95%

95%

94%

95%

95%

95%

95%

95%

90%

95%

95%

95%

95%

95%

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),
K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304
(+304), K+304 (+304)

n+304 (+304), K+304
(+304), K+304 (+304)

K+304 (+304), n+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),
K+304 (+304)

Pyro-cmC (-17), n+304
(+304), Carbamidomethyl
(+57), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304)

37.00

68.69

63.14

49.28

33.78

75.32

30.74

39.99

31.60

27.72

28.95

39.34

27.24

30.04

50.41

47.66

64.10

30.65

25.02

25.54

25.26

25.13

25.00

25.00

25.00

25.00

25.00

25.00

25.00

25.76

25.00

25.00

25.00

25.00

25.00

25.00



374

376

377

378

380

381

382

383

384

385

386

388

389

390

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent_gene=GRMZM2G306345

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent gene=GRMZM2G306345

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent gene=GRMZM2G306345

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent_gene=GRMZM2G306345

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent_gene=GRMZM2G306345

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent gene=GRMZM2G306345

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent_gene=GRMZM2G306345

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent_gene=GRMZM2G306345

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent_gene=GRMZM2G306345

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent gene=GRMZM2G306345

seqg=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent_gene=GRMZM2G306345

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent_gene=GRMZM2G306345

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent_gene=GRMZM2G306345

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent gene=GRMZM2G306345

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent gene=GRMZM2G306345

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent_gene=GRMZM2G306345

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent_gene=GRMZM2G306345

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;
parent gene=GRMZM2G306345

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

aETSPEDVGGMHAAVGILTER

aETSPEDVGGmMHAAVGILTER

elvGQYk

eMQDIEFTVQENR

emQDIEFTVQENR

fLDMFGNVVMDIPR

fLDMFGNVVMDIPR

fLDMFGNVVmDIPR

iAVDMVNEGLVEPR

kQLELAVLAVFNSWESPR

IVTIGGHVLR

nDTDLTASDLk

nLMPQAYDELVENCNILESHYk

qLELAVLAVFNSWESPR

qMIMAPTLELR

rFLDMFGNVVMDIPR

sGAAVSMPGMMDTVLNLGLNDEVAAGLAAk

sLFEEk

95%

95%

91%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

88%

n+304 (+304)

n+304 (+304), Oxidation
(+16)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), Oxidation
(+16)

n+304 (+304)

n+304 (+304), Oxidation
(+16)

n+304 (+304), Oxidation
(+16)

n+304 (+304)

K+304 (+304), n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),

Carbamidomethyl (+57),

K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

69.85

60.40

28.16

56.01

62.98

30.55

50.21

45.79

71.96

33.08

52.11

41.72

77.36

50.76

33.90

57.75

56.23

26.76

25.00

25.00

25.92

25.00

25.00

25.00

25.00

25.00

26.15

25.00

25.00

25.44

25.00

26.24

25.54

25.24

25.00

25.44



392

393

394

395

396

398

399

400

401

402

403

404

406

407

408

seq=translation; coord=6:145987055..145992446:-1;

parent_transcript=GRMZM2G306345_T03;

parent_gene=GRMZM2G306345
seq=translation; coord=5:84822215..84825942:1;

parent_transcript=GRMZM2G382914_T01,;

parent gene=GRMZM2G382914
seq=translation; coord=5:84822215..84825942:1;

parent_transcript=GRMZM2G382914_T01;

parent gene=GRMZM2G382914
seq=translation; coord=5:84822215..84825942:1;

parent_transcript=GRMZM2G382914_T01;

parent_gene=GRMZM2G382914
seq=translation; coord=5:84822215..84825942:1;

parent_transcript=GRMZM2G382914_T01;

parent_gene=GRMZM2G382914
seq=translation; coord=5:84822215..84825942:1;

parent_transcript=GRMZM2G382914_T01,;

parent gene=GRMZM2G382914
seq=translation; coord=5:84822215..84825942:1;

parent_transcript=GRMZM2G382914_T01;

parent_gene=GRMZM2G382914
seq=translation; coord=5:84822215..84825942:1;

parent_transcript=GRMZM2G382914_T01;

parent_gene=GRMZM2G382914
seq=translation; coord=5:84822215..84825942:1;

parent_transcript=GRMZM2G382914_T01;

parent_gene=GRMZM2G382914
seq=translation; coord=5:84822215..84825942:1;

parent_transcript=GRMZM2G382914_T01,;

parent gene=GRMZM2G382914
seq=translation; coord=5:84822215..84825942:1;

parent_transcript=GRMZM2G382914_T01;

parent_gene=GRMZM2G382914
seq=translation; coord=5:84822215..84825942:1;

parent_transcript=GRMZM2G382914_T01;

parent_gene=GRMZM2G382914
seq=translation; coord=5:84822215..84825942:1;

parent_transcript=GRMZM2G382914_T01;

parent_gene=GRMZM2G382914
seq=translation; coord=5:84822215..84825942:1;

parent_transcript=GRMZM2G382914_T01,;

parent gene=GRMZM2G382914
seq=translation; coord=5:84822215..84825942:1;

parent_transcript=GRMZM2G382914_T01;

parent gene=GRMZM2G382914
seq=translation; coord=5:84822215..84825942:1;

parent_transcript=GRMZM2G382914_T01;
parent_gene=GRMZM2G382914

seq=translation; coord=10:127370249..127371829:-1;

parent_transcript=GRMZM2G005633_T02;
parent_gene=GRMZM2G005633

seq=translation; coord=10:127370249..127371829:-1;

parent_transcript=GRMZM2G005633_T02;
parent gene=GRMZM2G005633

GRMZM2G306345_P03,GRMZM2G306345_P04,
GRMZM2G306345_P05

GRMZM2G382914_P01,GRMZM2G382914_P02,
GRMZM2G382914_P03,GRMZM2G382914_P04

GRMZM2G382914_P01,GRMZM2G382914_P02,
GRMZM2G382914_P03,GRMZM2G382914_P04

GRMZM2G382914_P01,GRMZM2G382914_P02,
GRMZM2G382914_P03,GRMZM2G382914_P04

GRMZM2G382914_P01,GRMZM2G382914_P02,
GRMZM2G382914_P03,GRMZM2G382914_P04

GRMZM2G382914_P01,GRMZM2G382914_P02,
GRMZM2G382914_P03,GRMZM2G382914_P04

GRMZM2G382914_P01,GRMZM2G382914_P02,
GRMZM2G382914_P03,GRMZM2G382914_P04

GRMZM2G382914_P01,GRMZM2G382914_P02,
GRMZM2G382914_P03,GRMZM2G382914_P04

GRMZM2G382914_P01,GRMZM2G382914_P02,
GRMZM2G382914_P03,GRMZM2G382914_P04

GRMZM2G382914_P01,GRMZM2G382914_P02,
GRMZM2G382914_P03,GRMZM2G382914_P04

GRMZM2G382914_P01,GRMZM2G382914_P02,
GRMZM2G382914_P03,GRMZM2G382914_P04

GRMZM2G382914_P01,GRMZM2G382914_P02,
GRMZM2G382914_P03,GRMZM2G382914_P04

GRMZM2G382914_P01,GRMZM2G382914_P02,
GRMZM2G382914_P03,GRMZM2G382914_P04

GRMZM2G382914_P01,GRMZM2G382914_P02,
GRMZM2G382914_P03,GRMZM2G382914_P04

GRMZM2G382914_P01,GRMZM2G382914_P02,
GRMZM2G382914_P03,GRMZM2G382914_P04

GRMZM2G382914_P01,GRMZM2G382914_P02,
GRMZM2G382914_P03,GRMZM2G382914_P04

GRMZM2G005633_P02

GRMZM2G005633_P02

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

VLANADTPDDALTAR

aDLNVPLDDAQk

eLDYLVGAVANPk

eLDyLVGAVANPk

fAADAESk

fAAGTEAIAk

gVSLLLPTDIVVADk

iGVIESLLAk

iVPATAIPDDWMGLDVGPDATk

IAAALPEGGVLLLENVR

IAELTTTk

IELATSLIEK

SVGTLGEADLk

tFDEALDTTk

VDILILGGGMIYTFYk

VDILILGGGMIYTFyk

aALWFWMNSVHGVVPQGFGATTR

alGFDGLGDPGR

95%

95%

95%

95%

91%

95%

95%

95%

90%

95%

95%

92%

92%

95%

95%

95%

95%

92%

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), iTRAQSplex
(+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), iTRAQSplex
(+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

84.22

32.64

30.50

30.61

28.16

38.84

48.42

47.54

25.78

74.29

31.46

26.06

28.48

56.77

48.28

32.75

44.52

29.16

25.00

25.26

26.64

25.00

25.15

25.61

25.00

25.00

25.44

25.00

26.41

25.00

25.84

26.36

25.00

25.00

25.00

25.00



410

411

412

413

414

415

416

417

418

419

420

421

422

423

424

seq=translation; coord=10:127370249..127371829:-1;

parent_transcript=GRMZM2G005633_T02;
parent_gene=GRMZM2G005633

seq=translation; coord=10:127370249..127371829:-1;

parent_transcript=GRMZM2G005633_T02;
parent gene=GRMZM2G005633

seq=translation; coord=10:127370249..127371829:-1;

parent_transcript=GRMZM2G005633_T02;
parent_gene=GRMZM2G005633

seq=translation; coord=10:127370249..127371829:-1;

parent_transcript=GRMZM2G005633_T02;
parent_gene=GRMZM2G005633

seq=translation; coord=10:127370249..127371829:-1;

parent_transcript=GRMZM2G005633_T02;
parent_gene=GRMZM2G005633

seq=translation; coord=10:127370249..127371829:-1;

parent_transcript=GRMZM2G005633_T02;
parent gene=GRMZM2G005633

seq=translation; coord=10:127370249..127371829:-1;

parent_transcript=GRMZM2G005633_T02;
parent gene=GRMZM2G005633

seq=translation; coord=10:127370249..127371829:-1;

parent_transcript=GRMZM2G005633_T02;

parent_gene=GRMZM2G005633
seq=translation; coord=10:21722658..21727770:1;

parent_transcript=GRMZM2G001500_T02;

parent_gene=GRMZM2G001500
seq=translation; coord=10:21722658..21727770:1;

parent_transcript=GRMZM2G001500_T02;

parent gene=GRMZM2G001500
seqg=translation; coord=10:21722658..21727770:1;

parent_transcript=GRMZM2G001500_T02;

parent_gene=GRMZM2G001500
seq=translation; coord=10:21722658..21727770:1;

parent_transcript=GRMZM2G001500_T02;

parent_gene=GRMZM2G001500
seq=translation; coord=10:21722658..21727770:1;

parent_transcript=GRMZM2G001500_T02;

parent_gene=GRMZM2G001500
seq=translation; coord=10:21722658..21727770:1;

parent_transcript=GRMZM2G001500_T02;

parent gene=GRMZM2G001500
seqg=translation; coord=10:21722658..21727770:1;

parent_transcript=GRMZM2G001500_T02;
parent_gene=GRMZM2G001500

GRMZM2G005633_P02

GRMZM2G005633_P02

GRMZM2G005633_P02

GRMZM2G005633_P02

GRMZM2G005633_P02

GRMZM2G005633_P02

GRMZM2G005633_P02

GRMZM2G005633_P02

GRMZM2G001500_P02

GRMZM2G001500_P02

GRMZM2G001500_P02

GRMZM2G001500_P02

GRMZM2G001500_P02

GRMZM2G001500_P02

GRMZM2G001500_P02

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

aYPGFAHGGSQVQGk

dAVVAFk

fGYcGTTDEYcGDGcQSGPcR

fGycGTTDEYcGDGcQSGPcR

fGYcGTTDEycGDGcQSGPcR

qLGVDPGPNLTc

SAFLSAVk

sNAYcDPTk

aVVTVPAYFNDSQR

dAISGGSTQSmMk

dVVLLDVTPLSLGLETLGGVMTk

dVVLLDVTPLSLGLETLGGVmTk

hIEATLSR

iPAVQELVR

iVDWLASNFk

95%

89%

95%

95%

95%

95%

94%

91%

95%

95%

95%

95%

94%

87%

95%

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),

Carbamidomethyl (+57),
Carbamidomethyl (+57),
Carbamidomethyl (+57),

Carbamidomethvl (+57)
n+304 (+304), iTRAQ8plex

(+304), Carbamidomethyl
(+57), Carbamidomethyl
(+57), Carbamidomethyl
(+57), Carbamidomethyl
(+57)

n+304 (+304),
Carbamidomethyl (+57),
iTRAQS8plex (+304),
Carbamidomethyl (+57),
Carbamidomethyl (+57),
Carbamidomethvl (+57)
n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),
K+304 (+304)

n+304 (+304)

n+304 (+304), Oxidation
(+16), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), Oxidation
(+16), K+304 (+304)

n+304 (+304)
n+304 (+304)

n+304 (+304), K+304 (+304)

36.48

27.99

32.75

29.86

35.81

36.58

28.65

28.36

53.26

39.25

60.98

65.27

28.41

25.59

47.90

25.26

26.40

25.00

25.00

25.00

25.00

25.00

25.00

25.00

25.00

25.00

25.00

26.07

25.00

26.53



425

426

427

428

429

431

432

433

434

435

436

437

439

440

441

442

seq=translation; coord=10:21722658..21727770:1;
parent_transcript=GRMZM2G001500_T02;

parent_gene=GRMZM2G001500
seq=translation; coord=10:21722658..21727770:1;

parent_transcript=GRMZM2G001500_T02;

parent gene=GRMZM2G001500
seqg=translation; coord=10:21722658..21727770:1;

parent_transcript=GRMZM2G001500_T02;

parent gene=GRMZM2G001500
seq=translation; coord=10:21722658..21727770:1;

parent_transcript=GRMZM2G001500_T02;

parent_gene=GRMZM2G001500
seq=translation; coord=10:21722658..21727770:1;

parent_transcript=GRMZM2G001500_T02;

parent_gene=GRMZM2G001500
seq=translation; coord=10:21722658..21727770:1;

parent_transcript=GRMZM2G001500_T02;
parent gene=GRMZM2G001500

seq=translation; coord=2:209289645..209292956:-1;

parent_transcript=GRMZM2G113696_T01;
parent_gene=GRMZM2G113696

seq=translation; coord=2:209289645..209292956:-1;

parent_transcript=GRMZM2G113696_T01;
parent_gene=GRMZM2G113696

seq=translation; coord=2:209289645..209292956:-1;

parent_transcript=GRMZM2G113696_T01;
parent_gene=GRMZM2G113696

seq=translation; coord=2:209289645..209292956:-1;

parent_transcript=GRMZM2G113696_T01;
parent gene=GRMZM2G113696

seq=translation; coord=2:209289645..209292956:-1;

parent_transcript=GRMZM2G113696_T01;
parent_gene=GRMZM2G113696

seq=translation; coord=2:209289645..209292956:-1;

parent_transcript=GRMZM2G113696_T01;
parent_gene=GRMZM2G113696

seq=translation; coord=2:209289645..209292956:-1;

parent_transcript=GRMZM2G113696_T01;
parent_gene=GRMZM2G113696

seq=translation; coord=2:209289645..209292956:-1;

parent_transcript=GRMZM2G113696_T01;
parent gene=GRMZM2G113696

seq=translation; coord=2:209289645..209292956:-1;

parent_transcript=GRMZM2G113696_T01;
parent gene=GRMZM2G113696

seq=translation; coord=2:209289645..209292956:-1;

parent_transcript=GRMZM2G113696_T01;

parent_gene=GRMZM2G113696
seq=translation; coord=1:47172055..47173158:1;

parent_transcript=GRMZM2G112524_T02;

parent_gene=GRMZM2G112524
seq=translation; coord=1:47172055..47173158:1;

parent_transcript=GRMZM2G112524_T02;
parent gene=GRMZM2G112524

GRMZM2G001500_P02

GRMZM2G001500_P02

GRMZM2G001500_P02

GRMZM2G001500_P02

GRMZM2G001500_P02

GRMZM2G001500_P02

GRMZM2G113696_P01,GRMZM2G144030_P01

GRMZM2G113696_P01,GRMZM2G144030_P01

GRMZM2G113696_P01,GRMZM2G144030_P01

GRMZM2G113696_P01,GRMZM2G144030_P01

GRMZM2G113696_P01,GRMZM2G144030_P01

GRMZM2G113696_P01,GRMZM2G144030_P01

GRMZM2G113696_P01,GRMZM2G144030_P01

GRMZM2G113696_P01,GRMZM2G144030_P01

GRMZM2G113696_P01,GRMZM2G144030_P01

GRMZM2G113696_P01,GRMZM2G144030_P01

GRMZM2G112524_P02,GRMZM2G112538_P01

GRMZM2G112524_P02,GRMZM2G112538_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

ISLSDLDEVILVGGSTR

mAEVDDEAk

MELSTLTQANISLPFITATADGPk

mVEEADk

nQADSVVYQTEk

VVGIDLGTTNSAVAAMEGGKPTVVTNAEGAR

dDLRLPTDETLVAQlk

dLVVTVQSAMGEEQIcALk

dLVVTVQSAmMGEEQIcALk

eGFESGk

IPTDETLVAQIk

tEYQLIDISEDGFVSLLTSDGNTk

tEyQLIDISEDGFVSLLTSDGNTk

tEYQLIDISEDGFVSLLTSDGNTKDDLR

tYPQQAGTVR

tyPQQAGTVR

eSVTAIFk

gAEAYLVANPDAYN

95%

93%

95%

94%

95%

95%

93%

95%

95%

86%

95%

95%

95%

95%

89%

95%

95%

95%

n+304 (+304)

Oxidation (+16), n+304
(+304), K+304 (+304)

n+304 (+304), K+304 (+304)

Oxidation (+16), n+304
(+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),

K+304 (+304)
n+304 (+304), Oxidation

(+16), Carbamidomethyl
(+57), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), iTRAQ8plex
(+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), iTRAQSplex
(+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

51.28

28.33

36.73

27.70

64.79

28.88

26.34

40.68

48.72

26.19

32.90

55.83

35.50

38.48

26.78

30.56

34.17

68.92

25.39

25.00

25.01

25.00

25.00

25.00

25.00

25.01

25.49

25.89

25.37

25.00

25.00

25.00

25.00

26.21

26.23

25.00



443

444

445

446

447

448

449

450

451

452

453

454

455

456

457

458

seq=translation; coord=1:47172055..47173158:1;
parent_transcript=GRMZM2G112524_T02;

parent_gene=GRMZM2G112524
seq=translation; coord=1:47172055..47173158:1;

parent_transcript=GRMZM2G112524_T02;

parent gene=GRMZM2G112524
seqg=translation; coord=1:47172055..47173158:1;

parent_transcript=GRMZM2G112524_T02;

parent gene=GRMZM2G112524
seq=translation; coord=1:47172055..47173158:1;

parent_transcript=GRMZM2G112524_T02;

parent_gene=GRMZM2G112524
seq=translation; coord=1:47172055..47173158:1;

parent_transcript=GRMZM2G112524_T02;

parent_gene=GRMZM2G112524
seq=translation; coord=1:47172055..47173158:1;

parent_transcript=GRMZM2G112524_T02;

parent gene=GRMZM2G112524
seqg=translation; coord=1:47172055..47173158:1;

parent_transcript=GRMZM2G112524_T02;

parent_gene=GRMZM2G112524
seq=translation; coord=1:47172055..47173158:1;

parent_transcript=GRMZM2G112524_T02;

parent_gene=GRMZM2G112524
seq=translation; coord=1:47172055..47173158:1;

parent_transcript=GRMZM2G112524_T02;

parent_gene=GRMZM2G112524
seq=translation; coord=1:47172055..47173158:1;

parent_transcript=GRMZM2G112524_T02;

parent gene=GRMZM2G112524
seqg=translation; coord=1:47172055..47173158:1;

parent_transcript=GRMZM2G112524_T02;
parent_gene=GRMZM2G112524

seq=translation; coord=5:9471280..9475018:-1;
parent_transcript=GRMZM2G152466_T01;
parent_gene=GRMZM2G152466

seq=translation; coord=5:9471280..9475018:-1;
parent_transcript=GRMZM2G152466_T01;
parent_gene=GRMZM2G152466

seq=translation; coord=5:9471280..9475018:-1;
parent_transcript=GRMZM2G152466_T01;
parent_gene=GRMZM2G152466

seq=translation; coord=1:278130299..278132841:1;
parent_transcript=GRMZM2G328500_T01;

parent_gene=GRMZM2G328500
seq=translation; coord=1:278130299..278132841:1;

parent_transcript=GRMZM2G328500_T01;

parent_gene=GRMZM2G328500
seq=translation; coord=6:91630823..91634799:1;

parent_transcript=GRMZM2G428518_T01;
parent gene=GRMZM2G428518

GRMZM2G112524_P02,GRMZM2G112538_P01

GRMZM2G112524_P02,GRMZM2G112538_P01

GRMZM2G112524_P02,GRMZM2G112538_P01

GRMZM2G112524_P02,GRMZM2G112538_P01

GRMZM2G112524_P02,GRMZM2G112538_P01

GRMZM2G112524_P02,GRMZM2G112538_P01

GRMZM2G112524_P02,GRMZM2G112538_P01

GRMZM2G112524_P02,GRMZM2G112538_P01

GRMZM2G112524_P02,GRMZM2G112538_P01

GRMZM2G112524_P02,GRMZM2G112538_P01

GRMZM2G112524_P02,GRMZM2G112538_P01

GRMZM2G152466_P01,GRMZM2G152466_P03,
GRMZM2G153292_P01,GRMZM2G153292_P02,
GRMZM2G153292_P03,GRMZM2G153292_P04,

GRMZM2G153292 P08
GRMZM2G152466_P01,GRMZM2G152466_P03,

GRMZM2G153292_P01,GRMZM2G153292_P02,
GRMZM2G153292_P03,GRMZM2G153292_P04,

GRMZM2G153292 P08
GRMZM2G152466_P01,GRMZM2G152466_P03,

GRMZM2G153292_P01,GRMZM2G153292_P02,
GRMZM2G153292_P03,GRMZM2G153292_P04,
GRMZM2G153292 P08

GRMZM2G328500_P01,GRMZM2G328500_P02,
GRMZM2G328500_P03

GRMZM2G328500_P01,GRMZM2G328500_P02,
GRMZM2G328500_P03

GRMZM2G428518_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

gAEAYLVANPDAYN

gAEAYLVANPDAYN

IEFLDADKk

ILPGVEVk

nTLIEGGGIGVAIETATSHIk

qFNFTSVMPFSFMk

qFNFTSVmMPFSFMk

qFNFTSVMPFSFmk

gFNFTSVmMPFSFmk

VASHVVASAQPVEGDGGVGSVR

VEPAAGGGSVVk

aVFVDLEPTVIDEVR

aYHEQLSVAEITNSAFEPSSMMAk

tIGGGDDAFNTFFSETGAGkK

gAHGLCILTEWDEFk

iSSVNAISALCEATGANVTEVAYAVGk

dEATYGVDR

94%

95%

90%

95%

95%

95%

93%

92%

94%

95%

91%

95%

95%

95%

95%

95%

93%

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), Oxidation
(+16), K+304 (+304)

n+304 (+304), Oxidation
(+16), K+304 (+304)

n+304 (+304), Oxidation
(+16), Oxidation (+16),
K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),

K+304 (+304)
n+304 (+304),

Carbamidomethyl (+57),
K+304 (+304)

n+304 (+304)

31.33

42.98

26.38

37.96

96.76

30.06

27.31

26.69

28.55

87.41

28.28

64.68

36.64

44.29

29.15

31.45

28.09

25.00

25.00

26.13

25.00

25.00

25.25

25.00

25.00

25.00

25.00

25.33

25.99

25.00

25.00

25.05

2531

25.00



460

461

462

463

464

466

467

468

470

471

472

473

474

475

476

seq=translation; coord=6:91630823..91634799:1;
parent_transcript=GRMZM2G428518_T01;

parent_gene=GRMZM2G428518
seq=translation; coord=6:91630823..91634799:1;

parent_transcript=GRMZM2G428518_T01;

parent gene=GRMZM2G428518
seq=translation; coord=6:91630823..91634799:1;

parent_transcript=GRMZM2G428518_T01;

parent gene=GRMZM2G428518
seq=translation; coord=6:91630823..91634799:1;

parent_transcript=GRMZM2G428518_T01;

parent_gene=GRMZM2G428518
seq=translation; coord=1:125074232..125080812:-1;

parent_transcript=GRMZM2G048371_T01;

parent_gene=GRMZM2G048371
seq=translation; coord=1:125074232..125080812:-1;

parent_transcript=GRMZM2G048371_T01,;

parent gene=GRMZM2G048371
seqg=translation; coord=1:125074232..125080812:-1;

parent_transcript=GRMZM2G048371_T01;

parent_gene=GRMZM2G048371
seq=translation; coord=1:125074232..125080812:-1;

parent_transcript=GRMZM2G048371_T01;

parent_gene=GRMZM2G048371
seq=translation; coord=1:125074232..125080812:-1;

parent_transcript=GRMZM2G048371_T01;

parent_gene=GRMZM2G048371
seq=translation; coord=1:125074232..125080812:-1;

parent_transcript=GRMZM2G048371_T01;

parent gene=GRMZM2G048371
seqg=translation; coord=1:125074232..125080812:-1;

parent_transcript=GRMZM2G048371_T01;

parent_gene=GRMZM2G048371
seq=translation; coord=1:125074232..125080812:-1;

parent_transcript=GRMZM2G048371_T01;

parent_gene=GRMZM2G048371
seq=translation; coord=1:125074232..125080812:-1;

parent_transcript=GRMZM2G048371_T01;

parent_gene=GRMZM2G048371
seq=translation; coord=1:125074232..125080812:-1;

parent_transcript=GRMZM2G048371_T01,;

parent gene=GRMZM2G048371
seqg=translation; coord=1:125074232..125080812:-1;

parent_transcript=GRMZM2G048371_T01;

parent gene=GRMZM2G048371
seq=translation; coord=1:125074232..125080812:-1;

parent_transcript=GRMZM2G048371_T01;

parent_gene=GRMZM2G048371
seq=translation; coord=5:18767810..18770458:1;

parent_transcript=GRMZM2G087326_T01;
parent_gene=GRMZM2G087326

GRMZM2G428518_P01

GRMZM2G428518_P01

GRMZM2G428518_P01

GRMZM2G428518_P01

GRMZM2G048371_P01,GRMZM2G048371_P03

GRMZM2G048371_P01,GRMZM2G048371_P03

GRMZM2G048371_P01,GRMZM2G048371_P03

GRMZM2G048371_P01,GRMZM2G048371_P03

GRMZM2G048371_P01,GRMZM2G048371_P03

GRMZM2G048371_P01,GRMZM2G048371_P03

GRMZM2G048371_P01,GRMZM2G048371_P03

GRMZM2G048371_P01,GRMZM2G048371_P03

GRMZM2G048371_P01,GRMZM2G048371_P03

GRMZM2G048371_P01,GRMZM2G048371_P03

GRMZM2G048371_P01,GRMZM2G048371_P03

GRMZM2G048371_P01,GRMZM2G048371_P03

GRMZM2G087326_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

gVLVSPVLEPGATTVEAYFPAGR

gVLVSPVLEPGATTVEAYFPAGR

WIQLGAFYPFAR

WIQLGAFyPFAR

aAVPSGASTGVYEALELR

dPTAQTEIDNFMVQQLDGTk

gNPTVEVDVFcSDGTFAR

iEEELGAIAVYAGAk

IAMQEFMILPTGAASFk

IAMQEFmMILPTGAASFk

MGVEVYHHLk

mTEEIGEQVQIVGDDLLVTNPTR

scNALLLk

sFVSEYPIVSIEDPFDQDDWVHYAk

SGETEDTFIADLAVGLSTGQlk

VNQIGSVTESIEAVK

IGDAMVTWIEAWDELNPAGPAAGk

95%

95%

94%

93%

95%

95%

92%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

n+304 (+304)

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304)

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), Oxidation
(+16), K+304 (+304)

n+304 (+304), K+304 (+304)
n+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),
K+304 (+304)

n+304 (+304), K+304 (+304)
n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

52.48

53.77

31.70

26.81

61.54

32.54

26.35

37.70

50.33

30.84

28.82

31.43

40.91

41.14

54.23

44.52

51.17

25.33

25.00

26.13

25.30

26.04

25.00

25.00

25.17

25.45

25.44

25.19

25.11

25.15

25.00

25.69

25.76

25.42



477

478

479

480

481

482

483

484

485

486

487

488

seq=translation; coord=8:134521573..134531903:1;
parent_transcript=GRMZM2G067985_T04;
parent_gene=GRMZM2G067985

seq=translation; coord=8:134521573..134531903:1;
parent_transcript=GRMZM2G067985_T04;
parent_gene=GRMZM2G067985

seq=translation; coord=8:134521573..134531903:1;
parent_transcript=GRMZM2G067985_T04;
parent_gene=GRMZM2G067985

seq=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent_gene=GRMZM2G456217

seq=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent gene=GRMZM2G456217

seqg=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent_gene=GRMZM2G456217

seq=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent_gene=GRMZM2G456217

seq=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent_gene=GRMZM2G456217

seq=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent_gene=GRMZM2G456217

seqg=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent_gene=GRMZM2G456217

seq=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent gene=GRMZM2G456217

seq=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent_gene=GRMZM2G456217

GRMZM2G067985_P04,GRMZM2G067985_P05,
GRMZM2G067985_P06,GRMZM2G067985_P09,
GRMZM2G067985_P10,GRMZM2G067985_P12,
GRMZM2G067985_P15,GRMZM2G104017_P02,
GRMZM2G104017_P03,GRMZM2G104017_P04,
GRMZM2G110378_P01,GRMZM2G110378_P02,
GRMZM2G110378_P04,GRMZM2G110378_P05

GRMZM2G067985_P04,GRMZM2G067985_P05,
GRMZM2G067985_P06,GRMZM2G067985_P09,
GRMZM2G067985_P10,GRMZM2G067985_P12,
GRMZM2G067985_P15,GRMZM2G104017_P02,
GRMZM2G104017_P03,GRMZM2G104017_P04,
GRMZM2G110378_P01,GRMZM2G110378_P02,
GRMZM2G110378_P04,GRMZM2G110378_P05

GRMZM2G067985_P04,GRMZM2G067985_P05,
GRMZM2G067985_P06,GRMZM2G067985_P09,
GRMZM2G067985_P10,GRMZM2G067985_P12,
GRMZM2G067985_P15,GRMZM2G104017_P02,
GRMZM2G104017_P03,GRMZM2G104017_P04,
GRMZM2G110378_P01,GRMZM2G110378_P02,
GRMZM2G110378_P04,GRMZM2G110378_P05

GRMZM2G456217_P01

GRMZM2G456217_P01

GRMZM2G456217_P01

GRMZM2G456217_P01

GRMZM2G456217_P01

GRMZM2G456217_P01

GRMZM2G456217_P01

GRMZM2G456217_P01

GRMZM2G456217_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

eEYDESGPAIVHR

IAYIALDYEQELETAk

IAyIALDYEQELETAk

aNAGcNGGLMDYAFQYIAk

aVAHQPVSVAIEASGSHFQFYSEGVFSGR

cGTELDHGVAAVGYGVTADGTk

dQGQcGScWAFSTIAAVEGINAIKk

dVPASVDWR

eGHCcGIAMEASYPVk

eGHcGIAMEASYPVk

fGDMTADEFR

fGDMTADEFR

95%

95%

95%

90%

95%

89%

95%

93%

95%

95%

95%

92%

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), iTRAQ8plex
(+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),
K+304 (+304)

n+304 (+304)

Carbamidomethyl (+57),
n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),
Carbamidomethyl (+57),
K+304 (+304)

n+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),

K+304 (+304)
n+304 (+304),

Carbamidomethyl (+57),
Oxidation (+16), K+304
(+304)

n+304 (+304)

n+304 (+304), Oxidation
(+16)

72.35

61.48

39.89

25.59

41.62

25.15

50.59

29.71

65.01

34.38

35.11

28.90

25.00

25.75

25.00

25.00

25.00

25.00

25.00

25.00

25.00

25.00

25.00

25.00



489

491

492

493

494

495

496

497

499

500

501

503

504

505

506

seq=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent_gene=GRMZM2G456217

seq=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent gene=GRMZM2G456217

seqg=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent gene=GRMZM2G456217

seq=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent_gene=GRMZM2G456217

seq=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent_gene=GRMZM2G456217

seq=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent gene=GRMZM2G456217

seq=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent_gene=GRMZM2G456217

seq=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent_gene=GRMZM2G456217

seq=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;
parent_gene=GRMZM2G456217

seq=translation; coord=1:205422404..205424254:-1;

parent_transcript=GRMZM2G456217_T01;

parent gene=GRMZM2G456217
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;
parent gene=GRMZM2G057576

GRMZM2G456217_P01

GRMZM2G456217_P01

GRMZM2G456217_P01

GRMZM2G456217_P01

GRMZM2G456217_P01

GRMZM2G456217_P01

GRMZM2G456217_P01

GRMZM2G456217_P01

GRMZM2G456217_P01

GRMZM2G456217_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

gAVTDVk

hGGVAAEDAYPYR

hGGVAAEDAYPyR

kSPAPVVTIDGYEDVPANDESALk

IIHEFNR

nSWGPEWGEk

QqGSSASASSFMYADAR

GSSASASSFMyADAR

sPAPVVTIDGYEDVPANDESALk

VHAVVDEDGSSHDEL

aAEEANVYNDLVk

aDDAAHFLDVIR

aFMTADLPHELIELLEK

aHMGIFTELGVLYAR

aHMGIFTELGVLYAR

aNLPGAENLVVQR

aVHFYLQEHPDLINDMLNVLALR

eAAELAAESPQGLLR

87%

95%

91%

95%

89%

95%

93%

95%

95%

95%

95%

95%

94%

95%

95%

95%

95%

95%

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), iTRAQ8plex
(+304)

K+304 (+304), n+304
(+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

Pyro-cmC (-17), n+304
(+304), iTRAQ8plex (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304)

n+304 (+304)

n+304 (+304)

28.48

49.45

28.38

40.73

25.01

43.94

29.43

37.89

63.46

46.86

43.67

50.80

25.67

66.61

29.40

53.25

37.60

56.86

28.19

25.00

25.00

25.00

25.00

25.00

25.00

25.00

2531

25.00

25.21

25.02

25.15

25.28

25.80

26.33

25.56

26.27



507

508

509

510

511

512

513

514

515

517

518

519

521

522

523

524

seq=translation; coord=10:1135114..1145295:1;
parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;
parent gene=GRMZM2G057576

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

eALTLTSLGIAPQFVTFTHVTMESEk

eGLVSEAIESFIR

eVcFACVDAEEFR

fGFVPDLTHYLYTNNMLR

fNLNVQAVDVLLDNIR

fQELFAQTk

gCFSELIALMESGLGLER

gNMQLFSVDQQR

gQcDDELINVTNk

ilYAFISNWAk

INAFESLELSR

qVGYTPDYLFLLQTILR

qVGyTPDYLFLLQTILR

rDPTLAVVAYR

sHQMPEQVVFWk

tANLANNQIINYR

tVDNDLALk

VDGELIFAYAk

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

89%

95%

95%

95%

95%

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),
Carbamidomethyl (+57)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),
K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

29.03

31.75

64.97

34.23

62.18

38.14

44.20

35.52

41.37

30.48

41.82

39.16

34.79

25.20

33.03

55.34

37.70

37.24

25.00

25.00

25.00

25.00

25.21

25.00

25.00

25.00

25.00

25.40

25.00

25.44

25.00

25.13

26.21

25.90

26.41

25.54



525

527

528

529

530

531

532

533

535

536

537

538

539

540

541

542

seq=translation; coord=10:1135114..1145295:1;
parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent_gene=GRMZM2G057576
seq=translation; coord=10:1135114..1145295:1;

parent_transcript=GRMZM2G057576_T01;

parent gene=GRMZM2G057576
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent_gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent_gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent_gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent_gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent_gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent_gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01,;

parent gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent_gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent_gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;
parent gene=GRMZM2G094712

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G057576_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

VEEDAVWSQVAk

VvLQPENEYR

VNPGNAPLVVGQLLDDECPEDFIk

VVGNENPSTLICFASk

WLVLIGIAPGAPERPQLVk

YKkEAAELAAESPQGLLR

aEQMLINNPSR

dSEMFNEWTLELk

eYLPITGLAEFNk

eyLPITGLAEFNk

gTPGDWSHIlk

iSMAGLSMR

IIFGADSPAIQENR

mFVADGGELLMAQSYAk

mFVADGGELLMAQSYAk

qEYHIYMTSDGR

qIGMFTFTGLNSEQVAFMR

qQLFNALK

95%

88%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

95%

91%

95%

95%

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),

K+304 (+304)
n+304 (+304),

Carbamidomethyl (+57),
K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), iTRAQ8plex
(+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), Oxidation
(+16), K+304 (+304)

Pyro-cmC (-17), n+304
(+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

36.47

26.35

64.03

30.11

31.20

58.37

42.17

30.60

31.95

33.96

36.52

40.37

63.48

55.63

47.72

27.15

85.83

37.73

25.93

25.00

25.42

25.80

25.00

26.01

25.00

25.00

25.56

25.00

26.52

25.00

25.74

25.00

25.22

25.00

25.00

26.35



543

544

545

546

547

549

550

551

553

554

555

556

557

558

559

560

seq=translation; coord=3:195313538..195319148:1;
parent_transcript=GRMZM2G094712_T01;

parent_gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent_gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent_gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent_gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent_gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent_gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent gene=GRMZM2G094712
seq=translation; coord=3:195313538..195319148:1;

parent_transcript=GRMZM2G094712_T01;

parent_gene=GRMZM2G094712
seq=translation; coord=1:231336278..231341950:-1;

parent_transcript=GRMZM2G415359_T02;

parent_gene=GRMZM2G415359
seq=translation; coord=1:231336278..231341950:-1;

parent_transcript=GRMZM2G415359_T02;

parent_gene=GRMZM2G415359
seq=translation; coord=1:231336278..231341950:-1;

parent_transcript=GRMZM2G415359_T02;

parent gene=GRMZM2G415359
seqg=translation; coord=1:231336278..231341950:-1;

parent_transcript=GRMZM2G415359_T02;

parent gene=GRMZM2G415359
seq=translation; coord=1:231336278..231341950:-1;

parent_transcript=GRMZM2G415359_T02;

parent_gene=GRMZM2G415359
seq=translation; coord=1:231336278..231341950:-1;

parent_transcript=GRMZM2G415359_T02;

parent_gene=GRMZM2G415359
seq=translation; coord=1:231336278..231341950:-1;

parent_transcript=GRMZM2G415359_T02;
parent gene=GRMZM2G415359

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G094712_P01

GRMZM2G415359_P02

GRMZM2G415359_P02

GRMZM2G415359_P02

GRMZM2G415359_P02

GRMZM2G415359_P02

GRMZM2G415359_P02

GRMZM2G415359_P02

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

rAEQMLINNPSR

SLLPFFDSAYQGFASGSLDk

SLLPFFDSAYQGFASGSLDkDAQSVR

tEEGKPLVLNVVR

tIYIPQPTWGNHPk

tVPHLADAIHAAVTQLk

VATVQCLSGTGSLR

VFTLSGLNVR

VGGEFLAR

VKEYLPITGLAEFNk

VNLGVGAYR

eFAPSIPEk

eLVSDDEWLNGEFITTVQQR

gAAIIk

iVQGLPIDEFSR

kMDATAQELTEEk

INVQVSDVk

mDATAQELTEEk

91%

95%

95%

95%

92%

95%

95%

95%

88%

95%

88%

94%

91%

92%

95%

95%

95%

95%

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304
(+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

K+304 (+304), n+304
(+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

27.19

48.61

52.96

29.98

28.23

31.69

47.32

32.61

26.95

28.18

26.20

30.85

25.06

28.69

45.26

39.66

30.61

40.59

26.23

25.56

25.00

25.00

25.49

25.00

25.00

25.00

26.29

25.00

25.00

26.71

25.00

27.28

25.44

25.53

26.60

25.00



561

563

564

565

566

567

568

569

571

572

573

574

575

576

577

seq=translation; coord=1:231336278..231341950:-1;

parent_transcript=GRMZM2G415359_T02;
parent_gene=GRMZM2G415359

seq=translation; coord=1:231336278..231341950:-1;

parent_transcript=GRMZM2G415359_T02;
parent gene=GRMZM2G415359

seq=translation; coord=1:231336278..231341950:-1;

parent_transcript=GRMZM2G415359_T02;
parent gene=GRMZM2G415359

seq=translation; coord=1:231336278..231341950:-1;

parent_transcript=GRMZM2G415359_T02;
parent_gene=GRMZM2G415359

seq=translation; coord=1:231336278..231341950:-1;

parent_transcript=GRMZM2G415359_T02;
parent_gene=GRMZM2G415359

seq=translation; coord=1:231336278..231341950:-1;

parent_transcript=GRMZM2G415359_T02;

parent gene=GRMZM2G415359
seqg=translation; coord=6:87119198..87122939:1;

parent_transcript=GRMZM2G027995_T01;

parent_gene=GRMZM2G027995
seq=translation; coord=6:87119198..87122939:1;

parent_transcript=GRMZM2G027995_T01;

parent_gene=GRMZM2G027995
seq=translation; coord=6:87119198..87122939:1;

parent_transcript=GRMZM2G027995_T01;

parent_gene=GRMZM2G027995
seq=translation; coord=9:87062457..87064566:1;

parent_transcript=GRMZM2G153541_T06;

parent gene=GRMZM2G153541
seq=translation; coord=9:87062457..87064566:1;

parent_transcript=GRMZM2G153541_TO06;
parent_gene=GRMZM2G153541

seq=translation; coord=9:122220190..122226863:-1;

parent_transcript=GRMZM2G152908_T01;
parent_gene=GRMZM2G152908

seq=translation; coord=9:122220190..122226863:-1;

parent_transcript=GRMZM2G152908_T01;
parent_gene=GRMZM2G152908

seq=translation; coord=9:122220190..122226863:-1;

parent_transcript=GRMZM2G152908_T01;
parent gene=GRMZM2G152908

seqg=translation; coord=9:122220190..122226863:-1;

parent_transcript=GRMZM2G152908_T01;
parent gene=GRMZM2G152908

seq=translation; coord=9:122220190..122226863:-1;

parent_transcript=GRMZM2G152908_T01;
parent_gene=GRMZM2G152908

seq=translation; coord=9:122220190..122226863:-1;

parent_transcript=GRMZM2G152908_T01;
parent_gene=GRMZM2G152908

seq=translation; coord=9:122220190..122226863:-1;

parent_transcript=GRMZM2G152908_T01;
parent gene=GRMZM2G152908

GRMZM2G415359_P02

GRMZM2G415359_P02

GRMZM2G415359_P02

GRMZM2G415359_P02

GRMZM2G415359_P02

GRMZM2G415359_P02

GRMZM2G027995_P01,GRMZM2G027995_P02

GRMZM2G027995_P01,GRMZM2G027995_P02

GRMZM2G027995_P01,GRMZM2G027995_P02

GRMZM2G153541_P06

GRMZM2G153541_P06

GRMZM2G152908_P01

GRMZM2G152908_P01

GRMZM2G152908_P01

GRMZM2G152908_P01

GRMZM2G152908_P01

GRMZM2G152908_P01

GRMZM2G152908_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

mELVDAAFPLLk

mELVDAAFPLLk

SQASALEAHAAPNck

VLVTGAAGQIGYALVPMIAR

VLVTGAAGQIGYALVPMIAR

VLVVANPANTNALILk

dQIYDIFQLLPSk

gFkDQIYDIFQLLPSk

iLASGVHVVVGTPGR

mVPTkPMVVETFSQYPPLGR

tHINIVVIGHVDSGk

aMENEMLLR

aSALLVDFFDk

dGAFEDVLR

dTVGQYESHMAFTMPGLYR

eSMYPLLNFLR

fNIVSPGADLSIYFPYTESHk

gMLQPHQIIAEYNNAIPEAER

95%

90%

95%

95%

95%

95%

95%

94%

95%

95%

95%

95%

95%

95%

95%

93%

95%

95%

n+304 (+304), K+304 (+304)
Oxidation (+16), n+304

(+304), K+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),
K+304 (+304)

n+304 (+304)

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304
(+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

34.48

26.20

29.27

50.37

35.40

61.82

40.66

25.32

41.55

37.98

27.76

32.36

44.72

40.63

44.52

29.70

61.23

47.03

25.75

25.63

25.02

25.00

25.00

25.00

25.15

25.00

2531

25.00

25.56

25.00

25.88

25.00

25.00

25.05

25.48

25.00



seq=translation; coord=9:122220190..122226863:-1;
579 parent_transcript=GRMZM2G152908_T01;

parent_gene=GRMZM2G152908
seq=translation; coord=9:122220190..122226863:-1;

580 parent_transcript=GRMZM2G152908_T01;

parent gene=GRMZM2G152908
seqg=translation; coord=9:122220190..122226863:-1;

581 parent_transcript=GRMZM2G152908_T01;

parent gene=GRMZM2G152908
seq=translation; coord=9:122220190..122226863:-1;

582 parent_transcript=GRMZM2G152908_T01;

parent_gene=GRMZM2G152908
seq=translation; coord=9:122220190..122226863:-1;

583 parent_transcript=GRMZM2G152908_T01;

parent_gene=GRMZM2G152908
seq=translation; coord=9:122220190..122226863:-1;

GRMZM2G152908_P01 TRUE TRUE gMTMMLNDR 91%  n+304 (+304) 28.10 25.00

GRMZM2G152908_P01 TRUE TRUE  iGDSLSAHPNELVAVFTR 92%  n+304 (+304) 27.90 25.91

GRMZM2G152908_P01 TRUE TRUE  IFHDKESMYPLLNFLR 94%  n+304 (+304), K+304 (+304) 26.77 25.75

GRMZM2G152908_P01 TRUE TRUE  IKDGAFEDVLR 95%  n+304 (+304), K+304 (+304)  37.59 26.00

n+304 (+304),

GRMZM2G152908_P01 TRUE TRUE ILPDATGTTcGQR 95% . 38.44 25.00
Carbamidomethyl (+57)

584 parent_transcript=GRMZM2G152908_T01; GRMZM2G152908_P01 TRUE TRUE  nLTGLVELYGR 95% n+304 (+304) 40.54 25.00
parent gene=GRMZM2G152908
seqg=translation; coord=9:122220190..122226863:-1; n+304 (+304),

585  parent_transcript=GRMZM2G152908_T01; GRMZM2G152908_P01 TRUE TRUE  qcGLDITPk 91%  Carbamidomethyl (+57), 28.24 25.53
parent_gene=GRMZM2G152908 K+304 (+304)
seq=translation; coord=9:122220190..122226863:-1;

586  parent_transcript=GRMZM2G152908_T01; GRMZM2G152908_P01 TRUE TRUE  tMASTVPLAVEGEPSSk 95%  n+304 (+304), K+304 (+304)  30.39 25.28
parent_gene=GRMZM2G152908
seq=translation; coord=9:122220190..122226863:-1; n+304 (+304)

587 parent_transcript=GRMZM2G152908_T01; GRMZM2G152908_P01 TRUE TRUE  vLGTEHCcHILR 95% ! 38.99 25.11

parent_gene=GRMZM2G152908 Carbamidomethyl (+57)

seq=translation; coord=9:122220190..122226863:-1;
588 parent_transcript=GRMZM2G152908_T01;

parent gene=GRMZM2G152908
seqg=translation; coord=9:122220190..122226863:-1;

589 parent_transcript=GRMZM2G152908_T01;

parent_gene=GRMZM2G152908
seq=translation; coord=9:122220190..122226863:-1;

590 parent_transcript=GRMZM2G152908_T01;

parent_gene=GRMZM2G152908
seq=translation; coord=7:10651271..10653006:1;

591 parent_transcript=GRMZM2G162359_T01;

parent_gene=GRMZM2G162359
seq=translation; coord=7:10651271..10653006:1;

GRMZM2G152908_P01 TRUE TRUE  vNVSELAVEELR 95%  n+304 (+304) 65.16 25.98

GRMZM2G152908_P01 TRUE TRUE  VvPEYLQFk 95%  n+304 (+304), K+304 (+304)  30.98 25.48

GRMZM2G152908_P01 TRUE TRUE  yLEMLYALKk 95%  n+304 (+304), K+304 (+304)  37.58 25.88

GRMZM2G162359_P01 TRUE TRUE  aDNYGGFMIWDR 95%  n+304 (+304) 42.11 25.00

592 parent_transcript=GRMZM2G162359_T01; GRMZM2G162359_P01 TRUE TRUE alLDTGIFER 95% n+304 (+304) 43.91 25.00
parent gene=GRMZM2G162359
seq=translation; coord=7:10651271..10653006:1; n+304 (+304),

593  parent_transcript=GRMZM2G162359_T01; GRMZM2G162359_P01 TRUE TRUE  eAcDSGLYTMVIMSFLDVYGPQR 95%  Carbamidomethyl (+57), 27.93 25.00
parent gene=GRMZM2G162359 iTRAQS8plex (+304)
seq=translation; coord=7:10651271..10653006:1; n+304 (+304), Oxidation

594 parent_transcript=GRMZM2G162359_T01; GRMZM2G162359_P01 TRUE TRUE  fYVGLTASEmTHGWVHPk 95% (+16), K+304 i+304) 29.46 25.00
parent_gene=GRMZM2G162359 !
seq=translation; coord=7:10651271..10653006:1;

595 parent_transcript=GRMZM2G162359_T01; GRMZM2G162359_P01 TRUE TRUE gSPADRYDVLALELAk 95% n+304 (+304), K+304 (+304)  34.20 25.66
parent_gene=GRMZM2G162359
seq=translation; coord=7:10651271..10653006:1; n+304 (+304)

596 parent_transcript=GRMZM2G162359_T01; GRMZM2G162359_P01 TRUE TRUE  iYDDADCEAR 95% ! 48.61 25.00

parent gene=GRMZM2G162359

Carbamidomethyl (+57)



597

598

599

600

601

603

604

605

606

607

608

609

610

611

seq=translation; coord=7:10651271..10653006:1;
parent_transcript=GRMZM2G162359_T01;

parent_gene=GRMZM2G162359
seq=translation; coord=7:10651271..10653006:1;

parent_transcript=GRMZM2G162359_T01;

parent gene=GRMZM2G162359
seq=translation; coord=7:10651271..10653006:1;

parent_transcript=GRMZM2G162359_T01;

parent gene=GRMZM2G162359
seq=translation; coord=7:10651271..10653006:1;

parent_transcript=GRMZM2G162359_T01;

parent_gene=GRMZM2G162359
seq=translation; coord=7:10651271..10653006:1;

parent_transcript=GRMZM2G162359_T01;

parent_gene=GRMZM2G162359
seq=translation; coord=7:10651271..10653006:1;

parent_transcript=GRMZM2G162359_T01;
parent gene=GRMZM2G162359

seq=translation; coord=4:238121524..238123238:-1;

parent_transcript=GRMZM2G389768_T01;
parent_gene=GRMZM2G389768

seq=translation; coord=4:238121524..238123238:-1;

parent_transcript=GRMZM2G389768_T01;
parent_gene=GRMZM2G389768

seq=translation; coord=4:238121524..238123238:-1;

parent_transcript=GRMZM2G389768_T01;
parent_gene=GRMZM2G389768

seq=translation; coord=4:238121524..238123238:-1;

parent_transcript=GRMZM2G389768_T01;
parent_gene=GRMZM2G389768

seq=translation; coord=4:238121524..238123238:-1;

parent_transcript=GRMZM2G389768_T01;
parent_gene=GRMZM2G389768

seq=translation; coord=4:238121524..238123238:-1;

parent_transcript=GRMZM2G389768_T01;
parent_gene=GRMZM2G389768

seq=translation; coord=4:238121524..238123238:-1;

parent_transcript=GRMZM2G389768_T01;
parent_gene=GRMZM2G389768

seq=translation; coord=4:238121524..238123238:-1;

parent_transcript=GRMZM2G389768_T01;
parent_gene=GRMZM2G389768

seq=translation; coord=4:238121524..238123238:-1;

parent_transcript=GRMZM2G389768_T01;
parent gene=GRMZM2G389768

GRMZM2G162359_P01

GRMZM2G162359_P01

GRMZM2G162359_P01

GRMZM2G162359_P01

GRMZM2G162359_P01

GRMZM2G162359_P01

GRMZM2G389768_P01

GRMZM2G389768_P01

GRMZM2G389768_P01

GRMZM2G389768_P01

GRMZM2G389768_P01

GRMZM2G389768_P01

GRMZM2G389768_P01

GRMZM2G389768_P01

GRMZM2G389768_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

nVYYDVAPSAQk

rPFGDAWLDGVDLFLER

WHLAWDEWTAAYPATR

WHLAWDEWTAAYPATR

yDVLALELAK

yDVLALELAK

aVDVTGPDGSFVR

cGEPGHMAR

dcPSADGGGGYGGGGYGGGGYGGGGGGGGGCFk

dcSSGGGGYGGGGGGGGGGCYNCGQAGHMAR

dcSSGGGGYGGGGGGGGGGCyNcGQAGHMAR

dcSSGGGGYGGGGGGGGGGCYNCcGQAGHMAR

dcSSGGGGYGGGGGGGGGGCYyNcGQAGHMAR

fGGGGGGGGDR

sCYNcGEAGHIAR

95%

95%

95%

95%

95%

94%

95%

95%

95%

95%

95%

95%

95%

95%

95%

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), iTRAQ8plex
(+304)

n+304 (+304), K+304 (+304)

n+304 (+304), iTRAQ8plex
(+304), K+304 (+304)

n+304 (+304)

Carbamidomethyl (+57),
n+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),
Carbamidomethyl (+57),

K+304 (+304)
n+304 (+304),

Carbamidomethyl (+57),
Carbamidomethyl (+57),

Carbamidomethyl (+57)
n+304 (+304),

Carbamidomethyl (+57),
Carbamidomethyl (+57),
iTRAQSplex (+304),

Carbamidomethvl (+57)
n+304 (+304),

Carbamidomethyl (+57),
Carbamidomethyl (+57),
Carbamidomethyl (+57),

Oxidation (+16)
n+304 (+304),

Carbamidomethyl (+57),
Carbamidomethyl (+57),
iTRAQS8plex (+304),
Carbamidomethyl (+57),
Oxidation (+16)

n+304 (+304)

n+304 (+304),
Carbamidomethyl (+57),
Carbamidomethyl (+57)

45.95

58.09

62.16

29.97

33.41

25.37

53.84

30.80

34.57

174.05

34.83

39.47

27.90

46.31

74.37

25.51

25.00

25.00

25.00

2531

25.00

25.01

25.00

25.00

25.00

25.00

25.00

25.00

25.00

25.00



612

613

614

615

616

617

618

619

620

621

622

623

624

625

626

627

628

seq=translation; coord=4:238121524..238123238:-1;

parent_transcript=GRMZM2G389768_T01;
parent_gene=GRMZM2G389768

seq=translation; coord=4:238121524..238123238:-1;

parent_transcript=GRMZM2G389768_T01;
parent_gene=GRMZM2G389768

seq=translation; coord=4:238121524..238123238:-1;

parent_transcript=GRMZM2G389768_T01;
parent gene=GRMZM2G389768

seq=translation; coord=4:238121524..238123238:-1;

parent_transcript=GRMZM2G389768_T01;
parent gene=GRMZM2G389768

seq=translation; coord=8:170762955..170767680:-1;

parent_transcript=GRMZM5G833389_T02;
parent_gene=GRMZM5G833389

seq=translation; coord=8:170762955..170767680:-1;

parent_transcript=GRMZM5G833389_T02;
parent_gene=GRMZM5G833389

seq=translation; coord=8:170762955..170767680:-1;

parent_transcript=GRMZM5G833389_T02;
parent gene=GRMZM5G833389

seq=translation; coord=8:170762955..170767680:-1;

parent_transcript=GRMZM5G833389_T02;
parent_gene=GRMZM5G833389

seq=translation; coord=1:287062939..287065014:-1;

parent_transcript=GRMZM2G026703_T01;
parent_gene=GRMZM2G026703

seq=translation; coord=1:287062939..287065014:-1;

parent_transcript=GRMZM2G026703_T01;
parent_gene=GRMZM2G026703

seq=translation; coord=1:287062939..287065014:-1;

parent_transcript=GRMZM2G026703_T01;
parent gene=GRMZM2G026703

seq=translation; coord=1:287062939..287065014:-1;

parent_transcript=GRMZM2G026703_T01;
parent gene=GRMZM2G026703

seq=translation; coord=1:287062939..287065014:-1;

parent_transcript=GRMZM2G026703_T01;
parent_gene=GRMZM2G026703

seq=translation; coord=1:287062939..287065014:-1;

parent_transcript=GRMZM2G026703_T01;
parent_gene=GRMZM2G026703

seq=translation; coord=1:287062939..287065014:-1;

parent_transcript=GRMZM2G026703_T01;
parent gene=GRMZM2G026703

seq=translation; coord=1:287062939..287065014:-1;

parent_transcript=GRMZM2G026703_T01;
parent gene=GRMZM2G026703

seq=translation; coord=1:287062939..287065014:-1;

parent_transcript=GRMZM2G026703_T01;
parent_gene=GRMZM2G026703

GRMZM2G389768_P01

GRMZM2G389768_P01

GRMZM2G389768_P01

GRMZM2G389768_P01

GRMZM5G833389_P02

GRMZM5G833389_P02

GRMZM5G833389_P02

GRMZM5G833389_P02

GRMZM2G026703_P01

GRMZM2G026703_P01

GRMZM2G026703_P01

GRMZM2G026703_P01

GRMZM2G026703_P01

GRMZM2G026703_P01

GRMZM2G026703_P01

GRMZM2G026703_P01

GRMZM2G026703_P01

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

TRUE

scyNcGEAGHIAR

sGGGGGPGAcYk

SLAEGEEVEFSVSEGDDGR

sYGGSWGGGR

aLEIAEk

aLEYADFDNFDR

eSFESGTLHLIGLLSDGGVHSR

iILDAVEQVGGIYLVTADHGNAEDMVk

aFLQPSHYDADEVMFVk

eGEGVIVLLR

fTHELLEDAVGNYR

gEITTASEEQIR

gSMMAPSYNTR

AIVLK

ILAFGADEEQQVDR

ILDMDVGLANIAR

VAELEAAPR

95%

95%

95%

90%

91%

95%

95%

94%

94%

95%

95%

95%

95%

94%

95%

88%

95%

n+304 (+304),
Carbamidomethyl (+57),
iTRAQSplex (+304),

Carbamidomethyl (+57)
n+304 (+304),

Carbamidomethyl (+57),
K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304), K+304 (+304)

n+304 (+304)

n+304 (+304)

n+304 (+304)

37.07

38.82

102.09

27.23

28.16

53.24

61.07

25.53

25.06

43.22

32.46

59.98

35.72

27.89

64.97

27.77

34.89

25.00

25.00

25.00

25.00

25.92

25.00

25.69

25.00

25.00

26.09

25.00

25.00

25.00

25.00

25.00

26.50

27.43



629

630

631

632

633

635

636

637

638

639

640

641

642

643

644

645

seq=translation; coord=1:287062939..287065014:-1;

parent_transcript=GRMZM2G026703_T01;
parent_gene=GRMZM2G026703

seq=translation; coord=1:287062939..287065014:-1;

parent_transcript=GRMZM2G026703_T01;

parent gene=GRMZM2G026703
seq=translation; coord=5:59268337..59270968:1;

parent_transcript=GRMZM2G084521_T01;

parent gene=GRMZM2G084521
seq=translation; coord=5:59