Figure S1: Multiple alignment of the nucleotide sequences of zebrafish IRF3a, IRF3b and IRF3c.
Identical residues are identified by stars, whereas similar residues are identified by single dots.

IRF3a ATTGTTCATTGTTATTTTTTAATGTAGCCAATAAACAAATAAATCTTATTTTAAAGTGCT
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IRF3a GTATAGTCTGACTGCATCATGACTCAAGCAAAACCGCTGTTCGTGCCCTGGTTGTATGAA
IRF3b = mmmmmmmmm————————— ATGACTCAAGCAAAACCGCTGTTCGTGCCCTGGTTGTATGAA
IRF3c = ——mmmmmmmm————— ACCATGACTCAAGCAAAACCGCTGTTCGTGCCCTGGTTGTATGAA
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IRF3a CAAATCCAGAGTGGACGTTATCCTGGAGTATGCTGGAAAAATGAAGACTGTACCCAGTTC
IRF3b CAAATCCAGAGTGGACGTTATCCTGGAGTATGCTGGAAAAATGAAGACTGTACCCAGTTC
IRF3c CAAATCCAGAGTGGACGTTATCCTGGAGTATGCTGGAAAAATGAAGACTGTACCCAGTTC
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IRF3a AGCATTCCCTGGAAACACGCTTTGAGACAGGACTCCAACAGCGACGATGTGCTCATATTC
IRF3b AGCATTCCCTGGAAACACGCTTTGAGACAGGACTCCAACAGCGACGATGTGCTCATATTC
IRF3c AGCATTCCCTGGAAACACGCTTTGAGACAGGACTCCAACAGCGACGATGTGCTCATATTC
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IRF3a AAGGCGTGGGCTCAGACTAGCGCTGCTGGTGATGGCAGATTGAATGGAGATCCGTCTGTG
IRF3b AAGGCGTGGGCTCAGACTAGCGCTGCTGGTGATGGCAGATTGAATGGAGATCCGTCTGTG

IRF3c AAGGCGTGGGCTCAGACTAGCGCTGCTGGTGATGGCAGATTGAATGGAGATCCGTCTGTG
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IRF3a TGGAAGAGAAACTTTCGCAGTGCTCTTCGCGCTAAAGGCTTCAAAATGATATCTGACAAA
IRF3b TGGAAGAGAAACTTTCGCAGTGCTCTTCGCGCTAAAGGCTTCAAAATGATATCTGACAAA
IRF3c TGGAAGAGAAACTTTCGCAGTGCTCTTCGCGCTAAAGGCTTCAAAATGATATCTGACAAA
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IRF3a AAGAATGATGGCGCCGATCCACATAAAGTCTATCAGTTTCCCTCCGATCCTCATTCTGCA
IRF3b AAGAATGATGGCGCCGATCCACATAAAGTCTATCAGTTTCCCTCCGATCCTCATTCTGCA
IRF3c AAGAATGATGGCGCCGATCCACATAAAGTCTATCAGTTTCCCTCCGATCCTCATTCTGCA
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TGGACCAACATTTAACTGGACTACACCTCCAGGACCCATCAGCACGAGTCCATATCATTT
——————————————————————————————————————————————— GTCCATATCATTT
TGGACCAACATTTTACTGGACTAAACCTTCAGGACCCATCAGCACACGTCTATAGAATTT
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TGAATCCAAATGACTTATATGTGGATCCAGGAACCCAGATATACGATTTTCAAGCAGTGG
TGAATCCAAATGACTTATATGTGGATCCAGGAACCCAGATATACGATTTTCAAGCAGTGG
TGAATCCAGATGACTTATATGTGGATCCAGGAACCCAGATACTCGATTTTCAAGCAGTGG
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TCCCTATTGAAGCCATATCCTCCTCAGATGAAGGTGCTGTCGGTGGTTTGGGACAGATTT
TCCCTATTGAAGCCATATCCTCCTCAGATGAAGGTGCTGTCGGTGGTTTGGGACAGATTT
TCCCTATTAAAGCCATATCCTCCTCAGATGAAGGTGCTGTCGGTGGTTTGGGAAAAATTT
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CGCCAACTGAGGGAGCGATGGCTGTCAATCACATTTCTCGGGAATATCAACAGACTGCCA
CGCCAACTGAGGGAGCGATGGCTGTCAATCACATTTCTCGGGAATATCAACAGACTGCCA
CACCGACTGAGGGAGCGACAACTGCCAATCATAATTCTCCAGAATATCAACAGACTGCCA
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CTCAACCACATTTAGGAGCTGTACCTGATCACACTGCCATTCCTGAGCCAAATCTGGCGA
CTCAACCACATTTAGGAGCTGTACCTGATCACACTGCCATTCCTGAGCCAAATCTGGCGA
CTCAACCACATTTAGGAGCTGTAACTGATCACACTGCCATTCCTGAGCCAAATCTGGCGA
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CATTTTTTCGGATCAAGGTTTATTATAAAGGGAAAATGGTGATGGAGCAGTTGGTGGAGA
CATTTTTTCGGATCAAGGTTTATTATAAAGGGAAAATGGTGATGGAGCAGTTGGTGGAGA
CATTTTTTCAGATCAAGGTTTATTACAGAGGGAAAATGGTGATGGAGCAGTTGGTGGAGA
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ACGACTCTGGTTTCAGACTGATGTACCACAGAAACATGGATGAGTCAGGCCTGCAGGATG
ACGACTCTGGTTTCAGACTGATGTACCACAGAAACATGGATGAGTCAGGCCTGCAGGATG

ACGACTCTGGTTTCAGACTGGTGTACCAC-—-————-—————— GAGTCAGGCCTGCAGGACA
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GTGCGGGTCTCCCAGTGGTCACTCTTCCTCCAGCTGAAGGAATGCCGGATCAAATGCAGA
GTGCGGGTCTCCCAGTGGTCACTCTTCCTCCAGCTGAAGGAATGCCGGATCAAATGCAGA
GTGCAGGTCTCCCAGTAGTCACTCTTCCTCCAGCTGAAGGAATACCGGATCAAGTGCAGA
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CCAGGCTTACTAATGATATTCTGGATAATCTGGGTGGTCTGGAGATTCGGAGATCAGACG
CCAGGCTTACTAATGATATTCTGGATAATCTGGGTGGTCTGGAGATTCGGAGATCAGACG
CTGGGCATACTAATAATATTCTGGATAACCTGGGTGGTCTGGAGATTCGGAGATCAGACG
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GAGTGATTCACGGTCACCGTTGGGGGTCCAGCAGGATCTACTGGGGTCTGTGCAAGCATG
GAGTGATTCACGGTCACCGTTGGGGGTCCAGCAGGATCTACTGGGGTCTGTGCAAGCATG

GAGTGATTTACGGTCACCGTTGGGGGTCCAGCAAGATCTACTGGGGTCAGTGTAAACATG
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AAAGAAGCCAAACACCCAGAGAACTGTCCAAAAACACACCTCAACCCATTTACCTCATGA
AAAGAAGCCAAACACCCAGAGAACTGTCCAAAAACACACCTCAACCCATTTACCTCATGA
AAAGAAGCCAAACACCCAGAGAACTGTCCAAAAACACACCTCAACCCATTTACCTCATGA
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AAGATTACAT T TC——————————m e
AAGATTACATTTCAGGTGGTAGGCCGGTCAATTTTTTGGCCGAGGTCGATCTCAATAAAC
AAGAT TACAT TTC———————————mm e e
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———————————————————————————— AGGTTTGATGCAGTTTATTCAGACAGGAGGTG
ATGGATGTCTGATGGTGTATCGTTCTGTAGGTTTGATGCAGTTTATTCAGACAGGAGGTG

———————————————————————————— AGGTTTGATGCAGTTTATGCAGACAGGAGGTG
hokkkkkkkkkkkkhkkkk kA Khkhkkhokkk Kk

AATCTCCTTCTTGCACTCTTTACTTCTTCCTGGGGGAGAAGTGGCCAGACCCTAAAATGA
AATCTCCTTCTTGCACTCTTTACTTCTTCCTGGGGGAGAAGTGGCCAGACCCTAAAATGA
AATCTCCTTCTTGCACTCTTTACTTCTTCCTGGGGGAGAAGTGGCCAGACCCTAAAATGA
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AGCCTTGGGAGAAGAAACTCATCATGATTGAGGTTAATCTGACCGCACTGGAGTTTTTGA
AGCCTTGGGAGAAGAAACTCATCATGATTGAGGTTAATCTGACCGCACTGGAGTTTTTGA
AGCCTTGGGAGAAGAAACTCATCATGATTGAGGTTAATCTGACCGCATTGGAGTTTTTGA
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AGTCTATGGCTGTTGAACAAGGAGCGTCTTCACTGCAGTCAGACGAGCTGCAGCTTTCCC
AGTCTATGGCTGTTGAACAAGGAGCGTCTTCACTGCAGTCAGACGAGCTGCAGCTTTCCC

AGTCTATGGCTGTTGAACAAGGAGCGTCTTCACTGCAGTCAGACGAGCTGCAGCTTTCCC
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TGGAGCAAATGATGGAGCTCTGCTAAAAACAACCTCCTGGGTTAACCTGTTTACACTGTG
TGGAGCAAATGATGGAGCTCTGCTAR- —= === === === === === ———— oo

TGGAGCAAATGATGGAGCTCTGCTG-—————== == === === === —— - oo
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GTCGTCCGGATCCTCTTCTGATTCTTTCTCCTCCATGGACAGATCTCTGAGCTCGGACAG
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Figure S2: Multiple alignment of the protein sequences of zebrafish IRF3a, IRF3b and IRF3c-1.
Identical residues are identified by stars, whereas similar residues are identified by single dots.

IRF3a MTQAKPLFVPWLYEQIQSGRYPGVCWKNEDCTQFSIPWKHALRQDSNSDDVLIFKAWAQT
IRF3b MTQAKPLFVPWLYEQIQSGRYPGVCWKNEDCTQFSIPWKHALRQDSNSDDVLIFKAWAQT
IRF3c-1 MTQAKPLEFVPWLYEQIQSGRYPGVCWKNEDCTQFSIPWKHALRQDSNSDDVLIFKAWAQT
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IRF3a SAAGDGRLNGDPSVWKRNFRSALRAKGFKMISDKKNDGADPHKVYQFPSDPHSAASGSEG
IRF3b SAAGDGRLNGDPSVWKRNFRSALRAKGFKMISDKKNDGADPHKVYQFPSDPHSA-——-—-—
IRF3c-1 SAAGDGRLNGDPSVWKRNFRSALRAKGFKMI SDKKNDGADPHKVYQFPSDPHSAASGSEG
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IRF3a SQETDISPHLYVDNVETASFDLDQHLTGLHLQDPSARVHI I LNPNDLYVDPGTQTYDFQA
1832 ) S VHITILNPNDLYVDPGTQIYDFOA
TRF3c-1 QBT D= == == = = —
IRF3a VVPTEATSSSDEGAVGGLGOTSPTEGAMAVNHI SREYQQTATOPHLGAVPDHTAT PEPNL
IRF3b VVPTEATSSSDEGAVGGLGOTSPTEGAMAVNHI SREYQQTATQPHLGAVPDHTAT PEPNT,
TRE3C-1 e
TRF3a ATFFRIKVYYKGKMVMEQLVENDSGFRLMYHHRNMDESGLODGAGLPVVTLPPAEGMPDOM
TRF3b ATFFRIKVYYKGKMVMEQLVENDSGFRLMYHRNMDESGLODGAGLPVVTLPPAEGMPDOM
TRE3C-1 e
IRF3a QTRLTNDILDNLGGLETRRSDGVIHGHRWGSSRIYWGLCKHERSQTPRELSKNTPQPTIYL
IRF3b QTRLTNDILDNLGGLETRRSDGVIHGHRWGSSRIYWGLCKHERSQTPRELSKNTPQPTIYL
TRE3C-1 e
IRF3a e GLMQFIQTGGESPSCTLYFFLGEKWPDPK
IRF3b MKDY T SGGRPVNFLAEVDLNKHGCLMVYRSVGLMQFIQTGGESPSCTLY FFLGEKWPDPK
TRE3C-1 e
TRF3a MKPWEKKLIMIEVNLTALEFLKSMAVEQGASSLOSDELQLSLEQMMELC

TRF3b MKPWEKKLIMIEVNLTALEFLKSMAVEQGASSLOSDELQLSLEQMMELC

TRF3C-1 mmmmmm



Figure S3: Multiple alignment of the protein sequences of zebrafish IRF3a, IRF3b and IRF3c-2.
Identical residues are identified by stars, whereas similar residues are identified by single dots.

IRF3a MTQAKPLFVPWLYEQIQSGRYPGVCWKNEDCTQFSIPWKHALRQDSNSDDVLIFKAWAQT
IRF3b MTQAKPLFVPWLYEQIQSGRYPGVCWKNEDCTQFSIPWKHALRQDSNSDDVLIFKAWAQT
IRF3c-2 -—————- MFI-———-—————————— IC-—————
* IS
IRF3a SAAGDGRLNGDPSVWKRNFRSALRAKGFKMISDKKNDGADPHKVYQFPSDPHSAASGSEG
IRF3b SAAGDGRLNGDPSVWKRNFRSALRAKGFKMISDKKNDGADPHKVYQFP-——-—-—————-———
IRF3c-2 ACAGAHRL-----—- FORHTQSL-—--——————————————————————————————————
T Lok L%
IRF3a SQETDISPHLYVDNVFTASFDLDQHLTGLHLQDPSARVHIILNPNDLYVDPGTQIYDFQA
IRF3b = mmmmmmmmm o SDPHSAVHIILNPNDLYVDPGTQIYDFQA
IRF3c-2 ———--KISPHLYVDNVFTASLDLDQHFTGLNLQDPSAHVYRILNPDDLYVDPGTQILDFQA
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IRF3a VVPIEAISSSDEGAVGGLGQISPTEGAMAVNHISREYQQTATQPHLGAVPDHTAIPEPNL
IRF3b VVPIEAISSSDEGAVGGLGQISPTEGAMAVNHISREYQQTATQPHLGAVPDHTAIPEPNL
IRF3c-2 VVPIKAISSSDEGAVGGLGKISPTEGATTANHNSPEYQQTATQPHLGAVTDHTAIPEPNL
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IRF3a ATFFRIKVYYKGKMVMEQLVENDSGFRLMYHRNMDESGLQDGAGLPVVTLPPAEGMPDQOM
IRF3b ATFFRIKVYYKGKMVMEQLVENDSGFRLMYHRNMDESGLQDGAGLPVVTLPPAEGMPDQOM
IRF3c-2 ATFFQIKVYYRGKMVMEQLVENDSGFRLVYH----ESGLQDSAGLPVVTLPPAEGIPDQV
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IRF3a QTRLTNDILDNLGGLEIRRSDGVIHGHRWGSSRIYWGLCKHERSQTPRELSKNTPQPIYL
IRF3b QTRLTNDILDNLGGLEIRRSDGVIHGHRWGSSRIYWGLCKHERSQTPRELSKNTPQPIYL
IRF3c-2 QTGHTNNILDNLGGLEIRRSDGVIYGHRWGSSKIYWGQCKHERSQTPRELSKNTPQPIYL
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IRF3a MKDYIS---—-—-——-——————————————-—— GLMQFIQTGGESPSCTLYFFLGEKWPDPK

IRF3b MKDYISGGRPVNFLAEVDLNKHGCLMVYRSVGLMQFIQTGGESPSCTLYFFLGEKWPDPK

IRF3c-2 MKDYIS--—--———————————————————-— GLMQFMQTGGESPSCTLYFFLGEKWPDPK
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IRF3a MKPWEKKLIMIEVNLTALEFLKSMAVEQGASSLQSDELQLSLEQMMELC

IRF3b MKPWEKKLIMIEVNLTALEFLKSMAVEQGASSLQSDELQLSLEQMMELC

IRF3c-2 MKPWEKKLIMIEVNLTALEFLKSMAVEQGASSLQSDELQLSLEQMMELC
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