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Figure S1. Length distribution of microRNAs (miRNAs) reads from immature dendritic cells (iDCs) and IL-27-treated iDCs (27DCs). Different colors represent
different samples.



14
1

12
L

-log10(p-value)
L]

i .r A
o T S A _.-._34*..

logFC

Figure S2. Volcano plot of known MicroRNAs (miRNAs) profiles. The x-axis shows the log2fold-change of
IL-27-treated iDCs (27DCs) vs. immature dendritic cells (iDCs), while the y-axis shows the —log10 P-value of
miRNA. The red point in the plot represents the differentially expressed miRNAs with statistical
significance. The vertical lines correspond to a two-fold change in expression (up or down).
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Figure S3. M-A plot. The MA plot shows for each microRNA (miRNA) (dot) the difference in expression levels between immature dendritic cells (iDCs) and IL-27-
treated iDCs (27DCs) (M, log2 fold change; y axis) compared to their mean expression level (A, log2 transformed normalized miRNA read count; x axis). Blue line

indicates twofold difference in expression.



Provisional ID :chr10_2389

Score total : 1958

Score for star read(s) 3.9

Score for read counts 189.3 Fea gy g

Score for mfe 1.7 = U S
Score for randfold 1.6

Score for cons. seed 1 -0.6

Total read count © 383

Mature read count : 358

Loop read count : 0

Star read count : 25

QXBT1

chr10:48966435..48966526:+

1
0.75
0.5
0.25
o
1 23 70 92 length
Star Mature
5'- cccagagacagggugcageuaca obs
o exp
- Ceeeeeeee ceee. o 21)).2)))22)))2)))).)))))1))))) reads mm sample
.ccagagacagggugcageuac . o ip7
.Acagagacagggugcageuaca . 1 1 in7
.ccagagacagggugeageuaca. ... .ii..s . 6 0 in7
. ccagagacagggugeageuacy. .« ... ... . . 2 1 ip7
. .cagagacagghugcageuac. . ... .. ... . . 1 1 in7
. .cagagacagggugeageuac. . ...t ininns . 1 0 ip7
. .cagagacaghgugcageuaca . 1 1 in7
- .cagagacagggugcageuaca . 4 0 ip7
. .cagagacagggugcageuac . 1 1 in7
. .cagagacagggugeageuacay. . . . . 1 1 in7
- .cagagacagggugcageuacag. - - - . s 0 ip7
. .cagagacagggugcagcuacaa. . . . . 1 1 in7
. . .ucaugugugucuguucccugucucuc. . - - .. 1 0 ip7
... UGUGUCUGUUCEEUGUEUE . ...ttt 2 0 ip7
. .uguguCUgUUCCCUgUCUCA . . . 1 1 in7
.ugugCeuguucceugucucuc . . 1 1 ip7
.ugugucuguucccugucucuc. . 10 o ip7
.ugugucuguuccCugucuCuY. . 1 1 in7
. UgUGUCUGUUCCEUGUCUCUTY . .. L .t et 1 1 ip7
. UgUGUCUGUUCCEUGUEUCUEC Lttt s 1 in7
. .ugugucuguucceuguCuCUCE. . - e 2 1 ip7
. UgUGUCUTLUCCEUGUCUCUCN .. sttt 1 1 ip7
. .ugugucuguucceugucucucy. . - . 12 o in7
.ugugucuguuccCuguCUCUCA. . . . s 1 ip7
L ugugUCUgUUCCEUGUCUCUCUA . L Lttt 1 0 ip7
.ugugucuguuCcCUgUCUCUCAa. - .. 2 1 ip7
.ugugucuguucccugucucucuag . . 1 0 ip7
il UJUGUCUGWMCCEUGUCUCHCUAT. . ...\t e eaes s 2 1 ip7
e PP <.i-.....gugucuguucccugucucua. . .. e 1 1 ip7
il .. .UGUCUGUUCCEUGUCUCHCN . L.ttt e s 3 0 ip7
. . ....gugucuguuccougucucucuy. . . 1 1 in7
. . ....Augucuguucccugucucucua. . .. 1 1 ip7
. .....gugucuguucccugucucucuac. . 1 1 ip7




Provisional ID schr2 7214
Score total B
Score for star read(s) -13
Score for read counts 23
Score for mfe 02
Score for randfold 16
Score for cons. seed 3
Total read count 1
Mature read count 7
Loop read count 0
Star read count 0
freq.
4
1
0.75
0.5
0.25
0
1

5'- auugcauuuugeucugugauaaggac

(G DD LG OO O L

5]
R
11l igu
u‘;cuaaclr 3:63“” ?
y ug U
Fya
45 67 length
Mature
NN DN DD (e Meenns
... .ugugucccuaugaaucucau. . .
.ugugucccuaugaaucucaug. .

sample
in4
in4
in4
in4

QXBT2

chr2:94772066..94772132:-



Provisional ID : chr9_19385
Score total C14
Score for star read(s) 413 aa
Score for read counts  : 0 st peaugagPuuuggaggg
Score for mfe : 1.7 ¢;--34_§-AZ A A 4 7
Score for randfold : 1.6 g9 =
Score for cons. seed  : -0.6
Total read count 155
Mature read count : 92
Loop read count : 10
Star read count : 53
frea.
1
0.75
0.5
0.25
o
1 29 51 75 length
Star Mature
si- 3
suguauuuugcasugugagaaa
e R 2 (e e 2223009000 220900909000 21030))) 202030000 ) oes reads

uugcaaugugagaaGgaca. . . . .

aagacaugagauuugggggacee.

aagacaugagauuugggggaccegg -

aagacaugagauuugggggacceggg- - - -
28gACAUGAGAUUUGIGIGACCCGGGU - - + « -« o+ttt tn e bt teete bt ta e e et

aagacaugagauuugggggacceggga. .

aagacaugagauuugggggaccegggaa. .
28gACAUGAGAUUUGIGIGACCOGGGAC - + « -+« + ¢ v et nt bt se ettt te e et e it te e eaens

aagacaugagauuugggggacccgggal. .

aagacaugagauuugggggacccgggacy.

. .acaugagauuugggggaccagggaca.

. ....ugagauuugggggacccgggaca.
Ceeeeeeeeeiiciiiieiiiil .. AgAUUUIGIIGACCAGITACAGA ¢ttt ettt

- .auuugggggaccAgggacag

.gaguaauaugauuuggeucug

«......gaguaauaugauuuggcucua. . .

. auaugauuuggcuGugu

.uguaccucucccaaaacucaug .

.uguaccucucccaaaacucauguggG. . -

.uguaccucucccaaaacucaugugga. . .
e e eiaiiiiiiaiiaiiiiiiiiii.ii.i..........UACCUCUCCCA@AACUCAUGUY. - - - .
.. .uaccucucccaaaacucaugugg. . . -
...uaccucucccaaaacucaugugC. . . .

...uaccCcucccaaaacucaugugg. - - -

...uaccucucccaaaacucauguga. . . .

e ieieiaiiiiiiiaiiiiiiiiiiiiiii.ii.........uUcCCUCUCCCA@AACUCAUGUITA. - .

.. .uaccucucccCaaacucaugugga. - -

MHEHEMEMOOOROORMMORMOREEEEOKREORORO OO K]

QXBT3

chr9:40297854..40297928:+



Provisional ID :chrl6_4548

Score total : 0.9
Score for star read(s) :  -1.3
Score for read counts  : 0
Score for mfe : 1.2 5
Score for randfold : 1.6 0 R A YT 1
Score for cons. seed o -0.6 3t caa uwuguca cuu
Total read count : 39 u a
Mature read count : 39 a9
Loop read count : 0
Star read count : 0
chr16:21647236..21647297:-
freq.
@~
1
0.75
0.59
0.25%
0
1 23 41 62 length
Mature
50- -3 exp
[ T b B B b B B I o P O O R A A S 1)) D)D) e reads mm sample
UGUGCUUGGACTIGUGCAARR - « ¢+« + s e e e aee et nae e nee e ne e e ae e e eaa e e ea it e e e e et et e e e e e e e e 1 0 De4
aaguuucccucacuguaaaca. .. . 1 0 D4
.. .uuucccucacuguaaacagag. 1 0 D4
1 1 D4
3 1 De4
10 0 D4
uucccucacuguaaacagag. . . 2 0 D4
uucccucacuguaaacagahu 1 1 D4
uucccucacuguaaacagagu. . 15 0 D4
4 1 D4
1 1 D4
1 0 D4
cagagugacuucaaaugacagu. 1 0 De4
. .gagugacuucaaaugacaguge. . 1 0 D4




Provisional ID : chr4_10978

Score total : 651
Score for starread(s)  : 3.9 sre
Score for read counts  :  56.7 - o
Score for mfe : 0 3 I Ty - .
Score for randfold : 16 u s S & & 7TFR
Score for cons. seed : 3 <
Total read count : 123
Mature read count : 63
Loop read count : 0
Star read count : 60
freq.
1
0.75
0.5
0.25
o
1 24 s 65 length
Star Mature
s -3
uuaugucuaccguccccucaageaca
e (e (G (G O L2 02))) 222000000000 01000000 e eee e e e )))) e ) ) s reads
... CECACCCUGEUGACCUGUIAC - .« .ttt 1
e eeteetiieeeii......scacecuggugaceugugaca. ... 1
. acceuggugaccugugacasa. - 2
... cacccuggugaccugugacaaag. - 7
.. cacccuggugaccugugacaaaga. 1
1
2
1
il .8CCCUGGUGACCUGUGACARAGEA . -« . ks n sttt 1
e iiiiiii....aCCCUGEUGACCUGUGACARAGEAGU ¢ -\t n ittt ettt 1
il .CCCUGGUGACCUGUEACARA . ...kttt 1
... .eceuggugaceugugacassg. - - - . - 3
.eceuggugaceugugacasagg. - -« - - - 7
.Uccuggugaccugugacaaagga. - - -« - 1
.cccuggugaccugugacaaaggy. - - -« - 1
-cccuggugaccugugacaaagga- - - - - - 13
e iiieiiieiiiiiii.....cccuggugaccugugacaaaggG. ... .. 2
... CCCUGGUGACCUGUGACARAGEAG - « ¢« st n skt h sttt 2
... .CCCUGGUGACCUGUGACARAGEAR  « ...kt n s h st 1
... cccuggugaceugugacaaaggagu. - . - 2
... .cccuggugaccugugacaaaggalu. - . - 1
.. .cecuggugaccugugacaaaggagug. - - 1
.. -cccuggugaccugugacaaaggagugu. - 4
.. -cccuggugaccugugacaaaggagusC. - 1
... .CCCUGGUGACCUGUGACARAGEAGUTUC ¢ <« . sttt sttt s 1
il CUGGUGACCUGUEACARAGEGEU K ¢« .ttt n sttt 1
... ‘eet.....cuggugaceugugacaasggagu. . . - ... 1
. .. .gugaceugugacaaaggagug. - - 2
. . .cucugucccaggeccagacuC. -« - v« - -« - . 1
. . .cucugucccaggeccagacuy.- -« - .« - -« . . 2
. .. .ucuguccCaggECCagAaC. - -ttt uenne .. 1
s 11
- .. UcugucccagEECEagaCT. .t Lt ittt 1

MooomoomMROOROROMORKEOOOOOROOKO OO OY

QXBT5

chr4:77048486..77048550:-



0.75"

0.25+

Provisional ID :chr3_8327
Score total : 1.9
Score for star read(s) -1.3 51
Score for read counts ~: 0 LI A A A T A T S A S O A A
Score for mfe : 22 a cacucgucucguu_cggacaa g
Score for randfold : 1.6
Score for cons. seed : -0.6
Total read count : 19
Mature read count : 19
Loop read count : 0
Star read count : 0
eq.
N
3
3
3
3
—e e
1 27 49 73 length
Mature
5'- acaacaugguaacccccaaggg -3
...... [ S A A P P P C e C e D D D R D D D R R D D DD D DR DD D DS IS D IS IS DI D I reads
€CaaCAgYCCUUGEUCUGEUCT .+ v v v vvvveeennnnnnnnnnns 1
.caacaggccuugcucugcucacag. . 1
. .caacaggccuugcucugcucacagU. 1
. .caacaggccuugcucugcucacaga. 1
aacaggccuugcucugcucaca 1
aacaggccuugcucugcucacag 1
aacaggccuugcucugeucacagy 2
23CaggCCUUGCUCUGCUCACAGA L + v v v vvvvvnnrnnnnnns 3
23CaggCCUUGCUCUGEUCACAGUC . + v v v vvesvreneennns 1
....................................................................... 2CagGCCUUGCUCUGCUCACAG  + v v v v vvvvvvnrnnnnnns 2
....................................................................... 2CaggCCUUGEUCUGEUCACAGC  + v v vvvveenenannnans 1
....................................................................... acaggeCUUgEUCUGEUCACAG. « v vttt et ae e 2
........................................................................ CaggecuUgeUCUgEUCACAGG . « « v v v e v s enneennenn 1
........................................................................ CaggeCUUgCUCUGCUCACATA . « « v v s v renneannnenn 1

exp

©r KR OKROROOOROR]

QXBT6

chr3:52523356..52523428:+



Provisional ID
Score total

Score for star read(s)
Score for read counts
Score for mfe

Score for randfold
Score for cons. seed
Total read count
Mature read count
Loop read count
Star read count

chr10_1977

freq.

"

Star

a-a

n-Q
a-Q

a-q
(=]
a-Q
-0
-

B

Q-0
-0
L-p

23 10 63 length

auuuccaaaucugaaugugguucaugcac

Mature

e OO e eaa e 23)))0)))0)))03)))+22)))))33)))03)))))))II) eeeen

e eiiiii.i.... .. UGACACAGAGAGAGAGACAG. <t h ki ittt

e iieiiiiii..i......UgACACAgAgAGAGAGACAGTAR. it ittt

. .cacacugacacagagagagaga.

.cugacacagagagagag. -

.cugacacagagagagagacy.

.acugacacagagagagagacagg.

. .ugacacagagagagagacagga. .

- .ugacacagagagagagacaggaau.

.uuGeugucucucucucuce .

. .ucugucucucucucuccguguca

. ..cugucucucucucuccgugucagu. . .

«....ugucucucucucuccguguc .

.ugucucucucucuccgugucaga. . .
.ugucucucCeucuccgugucagu. . .

.ugucucucucucuccgugucagu. . .

.ugucucucucucuccgugucagC. . .

- UGUCUCCCUCUCUCCGUTUCAGUG - -« v v e e v vt

.ugucucucucucuccgugucagug. . .

-ugucuCuCUCUCUCCgUGUCAgUA. . . . -

-ugucucucucucuccgugucagugu. -

-ugucCcucucucuccgugucagugu. - . «

-ugucucucucucuccgugucagugC. .

.ucucucucucuccguguc .

.ucucucucucuccguguca

.ucucucucucuccgugucags. . . .
.ucucucucucuccgugucagC. . . .
.ucucucucucuccgugucagug. . -
.ucucCeucucuccgugucagugu. .

.ucucucucucuccgugucagugu. -

.ucucucucucuccgugucagugC. .
e eieii.. . UCUCUCUCUCUCCGUGUCAGUTA- -« .« cvnneen

.ucucucucucuccgugucaguguc.

et iieis.. . UCUCUCUCUCUCCGUGUCAGUGUG. - -« v vne o

emMmMREORORMOOREORORRORNOOOROOOO RO O O]

QXBT7

chr10:48827482..48827544:+



Provisional ID :chrl5_4958
Score total 1.6
Score for star read(s) -13
Score for read counts 0
Score for mfe 21
Score for randfold <22
Score for cons. seed 3
Total read count 22
Mature read count 22
Loop read count 0
Star read count 0
freq.
3
14
0.75%
0.54
0.254
0
1

a—
Q-
Q-
0
-
q-
-
Q-
Q-
a
Q-
Q-

a a a a g 2
40 63 length
Mature

- -agggagcggagaagcgagegeag
agggagcggagaagegagegeal.
agggagcggagaagcgagegeagC.
agggagcggagaagcgagegeagy.
agggagcggagaagcgagegeaga. .
agggagcggagaagegagegeagUu.

-gggagcggagaagegagegeag

.gggagcggagaagcgagegeaga .
. .ggagcggagaagegagege .
. .ggagcggagaagcgagegeag

ceoomrmorkrrooroo oy

QXBT8

chr15:45167265..45167327:-



Provisional ID :chrl7_8017
Score total : 1.5
Score for star read(s) :  -1.3
Score for read counts  : 0
Score for mfe : 2 sia N e R
Score for randfold 22 ?T?TT??»?fﬁﬁilié.\aag
Score for cons. seed 3 g cucaac gc v g8 © 9
Total read count : 40 g
Mature read count : 37
Loop read count : 0
Star read count : 3
freq.
+»
14
0.75F
0.59
0.259
o
1 23 39 62 length
Star Mature
50- -3t
B O G O O G O G e B B N O G ¢ O N G N A Y O Y O A PP NN )N eenn 1)) ). reads
agaguugcugccgeugeuguct. . . 2
1
.gaagcagcgecugucgcaacuc 1
gaagegegeeugUCgEaBEUCg . .« vt et e eaen e 1
gaagcagegeCugUCgCaaCUCA . « v v ne e enennns 3
gaageagegecuguegeaacuel. v e ee e enenenenns 1
.gGagcagcgecugucgcaacucg . 1
.gaagcagcgccugucgcaacucg . 20
.gaagcagegccugucgcaacucgl 1
gaageagegeouguegeaacuege. « . u .t u s antaenas 1
gaagcagegeeuguegeaacuegee . v va it tnssteens 2
gaagcagegeouguegeaacuegel. v v au . eurs rnns 1
aagcagegecugucgeaacucg . 1
aagcagegecugucgcaacucgl 1
aagcagegecugucgeaacucge. . 1
aagcagegecugucgeaacucgee 1
aagcagegecuguegeaacucgecalu. v e e e ee e vnens. 1

meororookrorkRrKEooRg

QXBT9

chrl7:78140754..78140815:+



Provisional ID :chrl_171
Score total 124
Score for star read(s)  : 39
Score for read counts  : 83
Score for mfe =07
Score for randfold : 1.6
Score for cons. seed 0.6
Total read count : 28
Mature read count : 27
Loop read count : 0
Star read count : 1
freq.
»
14
0.75F
0.5
0.254
L e =

Star
5'- auuuuaguggcaacagcuuugaacu
a
B N e O A P A A A

. .uuuaguggcaacagcuuugaacu.

QXBT10

chr1:19910424..19910514:+

69 91 length
Mature
-3 obs
exp
RRR DRI R RS DS DD DR R D DR B D ) R reads mm sample
1 0 ip7
.auaauguaguugccacuagg. 2 0 ip7
. .uaauguaguugccacuaggas. . . . . e 1 4 ip7
uaaCguaguugccacuaggag . 1 1 ip7
uaauguaguugccacuaggag. 6 0 ip7
uaauguaguugccacuaggagU. 5 1 ip7
UAAUGUAGUUGCCACUAGYAGA .+« + e nrrraaens 6 0 ip7
\i.....U3AUGUAGUUGCCACUGGTAGA .+ v v rrrrrrrnrnnnnns 1 1 ip7
....................... UaAUGUAGUUGCCACUAGFARR .+« et ennnrtaess 1 1 ip7
....................... UaaUGUAGUUGCCACUAgFAGAC .+« e nnnnnrtaass 1 1 ip7
....................... UAAUGUAGUUGCCACUAgYAGAA .« -ttt 1 1 ip7
....................... uaauguaguugccacuaggagaul. . . ......uuaai.s 1 1 ip7
‘ii.....33UGUAGUUGCCACUAGIAGU .ttt rrrraeatiannns 1 1 ip7



Provisional ID :chr9_16125
Score total : 5.8
Score for star read(s) : -13
Score for read counts  : 0
Score for mfe : 2.5 -
Score for randfold : 1.6 3! gcug cc < guaga "
TIT7 00 TTITTT \
Score for cons. seed : 3 u cgac Gg g c auc
- u
Total read count : 27 g
Mature read count : 26
Loop read count : 0
Star read count : 1
freq.
@~
14
0.757
0.5%=
0.259
° e
1 23 47 70 length
Mature Star
5- -3
uagagagcauaaaaaugauaaaau
OO OO CCCCCCCCCCCOCCa e e ) D)) ) e 1222001101110 NN e reads

.uaaaGgcuguccacuguagagu. . .

.uaaaagcuguccacuguagagu.

.uGaaagcuguccacuguagagu.

.uaaaagcuguccacuguagagC.

aaaagcuguccacuguagaguu

.aGagcuguccacuguaga

.aaagcuguccacuguagaguu

MR OROROKRKEKEEOORKE O

QXBT11

chr9:32456301..32456370:-



Provisional ID :chrd4_12297

Score total B 0.4
Score for star read(s)  :  -1.3 - .
Score for read counts 0 e v c®coac o gacuag a
Score for mfe : 0.9 Py Ll TR Ll !
Score for randfold : -2.2
Score for cons. seed : 3
Total read count : 31071
Mature read count 31071
Loop read count : 0
Star read count : 0

freq.

1

0.75

QXBT12

chr4:165400665..165400731:-

o N
1 24 s 67 length
Mature
5i- S3r exp
R O O O O O G e N N e N N N e2)22)))))0)) reads mm sample
.. . PO 1 pe7
.. 2 1 pe7
.. 1 1 pe7
.. uacucccacugcuucacuugacuageeuc. 1 1 pe7
.. .acucccacGgeuucac. ... . ... 1 1 pe7
.. -acucccacugeuucacu. 18 o pe7
.. .acucccacugcuucacuu 3 o pe7
.. acucceacugcuucacuug. . . . 2 o pe7
.. acucccacugcuucacuuga. . . s 0 pe7
.. acucccacugeuucacuugac. . 12 o pe7
.. .acucccacCgcuucacuugacu. . . . . . . O 1 1 pe7
.. .acucccacugcuucacuugaca. 1 1 pe7
.. .acucccacugcuAcacuugacu. 1 1 pe7
.. . Ceucceacugcuucacuugacu . 2 1 pe7
... BCUCCCACUGEUUEACUGACH . . ¢ ¢t ettt n ettt et e e e et eeeeeeiiiiiiiiiiiiieieaaaaa. 69 o pe7
.. .acucccacugcuucacuugacua. . . . . 69 o pe7
.. .acucccacugcuucacuugacGa. . . . . 1 1 pe7
.. acucccacugcuncacuugacuag. - . . 1 1 pe7
.. acucccacugeuucacuugacuac. . . . 2 1 pe7
.. .acucccacugcuucacuugeuag. . . . 1 1 pe7
.. .acucccacugcAucacuugacuag. - . . 1 1 pe7
.. . acucccacugcuucacuugacuag 257 o pe7
.. .acucccacCgcuucacuugacuag 1 1 pe7
P ¥ 1 pe7
O ¥ 1 pe7
. . aAucccacugcuucacuugacuag 1 1 pe7
. .acAcccacugcuucacuugacuag 1 1 pe7
. acucccacugeuucacaugacuag. - . . . 1 1 pe7
. acucccacugeuucacuugacuage . . . . 54 0 pe7
.. acucccacugcuucacuugacucge. - . . 1 1 pe7
.. . acucccacugcuucUcuugacuage. - - . 1 1 pe7
o .acucccacugcuucacuugachagee. . . 1 1 pe7
. .acucccacugcuucacuuaacuagee. . . 1 1 pe7




Provisional ID
Score total

Score for star read(s)
Score for read counts
Score for mfe

Score for randfold
Score for cons. seed
Total read count
Mature read count
Loop read count
Star read count

freq.

-1.3
o
0.5
=22
3
124795
124795
o

0

chrl4_3835
: 0

QXBT13

: : - w - Teaeh chr14:16057563..16057625:+

Mature

5'- ugugaacugcaggacacauugaucau -3t exp
e e L L e e €O L2 20)000) ) 02000 00020000 0 ) e ) D) . reads . sample
£ GUGAACUGEAGIACACAUN - -« ¢ .ottt st 1 o ip4
- GUGAACUGEAGIACACAUNG . - - <. -t e sttt it et e et 1 o ip4
.gugaacugcaggacacauugauc. .. 1 o ips
. .ugaacugcaggaGacauu. . . .. .. 1 1 ips
. .ugaacugcaggacacauu. . . .. .. 2 o ips
. .ugaacugcaggacacauugau. . . 1 o ips
...gashugcaggacacauu. . . .. . 1 1 ips
.. .gaaGugcaggacacauugauc. . 1 1 ips
... .aacugcaggacacauugaucaucgacac.. . . 1 o ips
.. .aacugcaggacacauugaucaucgacacu. . 1 o ips
© L BCUGEAGgACACAUUGAUCANCE -« ¢« s tn it a s h et e et 1 o ip4
© . BGUGCAGgACACAUUGAUCAUCEAC  « « . ¢\t .t n ittt sttt 1 1 ip4
.....aAugcaggacacauugaucaucgaca. . . .. 1 1 ips
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C . UGCAGgACACAUUGAUCAUCEACA £ .t t.t ittt e et 12 o ips
L. UgCAggACACAUUGAUCAUCEACAET ¢ L\t .kt n sttt 1 1 ip4
.......ugcaggacacauugaucaucgacacu. .. . . .. 9 o ips
.......ugcaggacacauugaucaucgacacuu. . . . .. 1 o ips
.......ugcaggacacauugaucaucgacacuuU. . . . 1 1 ips
........gcaggacacauugauca . N o ips
+......gcaggacacauugauce . 1 1 ip4
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Score total : 196949
Score for star read(s)  : 3.9
Score for read counts  :  19693.7
Score for mfe : 02 =
Score for randfold : 22 s
Score for cons. seed  :  -0.6 ;¢ 3 LT
Total read count : 38640 s e hdes
Mature read count ;38019 3r FTEETETR
Loop read count : 7 e
Star read count : 6la
freq.
o

Mature Star

et chr22:11629695..11629789:+

gaaaacugugguaauucuagageu gecccucucu exp
R T T S P A P S R A R A T A R A AR AL

mm sample
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- . .aacugugguaauucuagy 1 in2
- . .aacugugguaauucuagag- o ip2
- . .aacCgugguaauucuagag- 1 ip2
. ..aacugugguaauCcuagag .. 1 ip2
. AACUGUGGUARUUCUAGAR - « -+« ¢ s s ettt st e et e e e e 1 ip2
.. . AACUGUGEUARUUCUGGAG - - - <« - s e e e s e 1 ip2
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Provisional ID schr2_19753
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...................................................................... ACUCCUCAUUUGUARACUCAGC . « -« nneeennaes 1
R N i .acuccucauuuguaaacucagg. - - - - - [ 1
...................................................................... ACUCCUCAUUUGUARACUCATGA . « -« nne et 1
. acuccucauuuguaaacut . 1
acuccucauuuguaaacuca. . . . 1
acuccucauuuguaaacucag. . . 2
acuccucauuuguaaacucagg. . s
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.......................................................................... CUCAUUUGUAAACUCATIECA - - -t e et 1
........................................................................... ucauuuguaaacucaggecaala. . .. ......... 1
R i e .acuccCcauuuguaaacucag. . 1
.........acuccucauuuguaaacucag. . 2
........acuccucauuuguaaacucagh. 1
.........acuccucauuuguaaacucagg. 3
e iieeiiiiiiiiiiii..........8CUCCUCAUNUGUAAACUCAG. - -« . .rreniiiinnns 1
...................................................................... acUCCUCAUUGUARACUCAR . - .\ttt 1
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...................................................................... acuccucauuugUaaacucagl. . ... ..aieaaa.s 2
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Provisional ID : chr17_5067
Score total : 229
Score for star read(s) 39 5'a o
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eeeieeeiieeeeise...BCCCUCAGUCCGUAUUGGUCUCH « v st sesssssnsssssssnssesnnseenssesenseessnsesssessnsessnsesansees 10
acccucaguccguauuggucucC. . . . . . 8
acccucaguccguauuggucucua. . . . . 1
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..................... CCCCCAGUCCGUAUNGGUCUCH . + 4+ s e s e s s e s e s e s e s s sanesessnsnsesensssssnsssesesessnsnsasensnans 1
..................... BT T P 3
..................... CCCUCAGUCCGUAUGGUCUCHA . « 1 1+ e vs e e ensesennessanseeansseanneeanneeenneeaannnennneernneeennees 1
...................... CCUCAGUCCGUANUGGUCUCT . + v v e eese e eaee e ennseensseensseennesennneeaneneaineennneeeanesennees 1
.ccucGguccguauuggucucu. . . . . 1
.ccucaguccguauuggucucuau. . . 3
e teiieeitiiseiieiessieseeseeesse... gaggccauucggcucugaglu. . 1
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e eeeeeeeieteiiieeeiieeeiiiieaiseenss . JAGYCCAUUCTGCUCUGAGGUCT L. ittt ntreeanneeaneeaineeaineaes 1
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Provisional ID : chr22_7796
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. .gaaagcccgugggggaceugu. . . 1 o pea
. .gaaageccgugggggaceuguu. . 1 0 pCa
. .gaaagcccgugggggaccuguuc . 2 o pea
. -gaaagcccgugggggaccuguua. 2 1 pe4
- -gaaagcccgugggggaccuguucy 2 1 pe4
aaagcccgugggggaccuguuc . 4 0 pCa
aaagccegugggggaccuguuca 1 0 pCa
.aagcccgugggggaccuguuc.. 1 0 pCa
agcccgugggggaccuguucacu . 1 1 pea

+ .cccgugggggaccuguul. 1 1 pC4
..cgugggggaccuguuca. . 2 0 pCa

.. .uucacugcaAccaugaac. . . 1 1 pea
..aacaugauccucceggace. 1 1 pCa

.aacaugauccucceggacuuc. 1 0 pCa

.aacaugauccucceggacuul. 1 1 pe4

.aacaugauccucceggacuucC, 1 1 pCa

acaugauccucceggacuuca. 1 o pCa

2 o pC4

Figure S4. Twenty-two novel miRNA structures and reads mapping graphs (A-V) from a miRDeep2 analysis. For each novel miRNA graph, the upper left table
gives the miRDeep2 score break-down for the reported miRNA. The upper right figure shows the predicted miRNA hairpin structure. The middle density plot
shows the distribution of reads in the predicted precursor sequence. The sequences below indicate reads align to the precursor with the positions of the mature,
loop and star strand. The red color denotes the mature sequence; the yellow color denotes the loop sequence and the purple color denotes the star sequence.



A. Tagman advanced miRNA assay

micro RNA
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Figure S5. The schematic diagram for advanced and traditional microRNA (miRNA) gPCR assays. (A) In the advanced miRNA assay, the universal RT primer
(containing ploy(T)) binds to the polyA tail to synthesize cDNA. (B) In the traditional miRNA assay, the miR specific RT primer binds to miRNA to form
cDNA/primer dimer.



Table S1. Summary of sequenced immature dendritic cells (iDCs) and IL-27-treated iDCs (27DCs) small RNA library.

Sample Yield M Number of raw Number of clean Percentage of clean reads Number of mapped Percentage of mapped reads
ID bases) reads reads (%) reads (%)
iDC_2 2968 58182414 24040126 41.32 23200067 96.51
iDC_4 2918 57207937 27830481 48.65 27209972 97.77
iDC_7 3503 68673789 34474974 50.20 33435206 96.98
27DC_2 2513 49259191 21794678 44.24 21211384 97.32
27DC_4 2624 51456830 27426267 53.30 26484335 96.57
27DC_7 3224 63214830 24401275 38.60 23652580 96.93




