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Figure S1. Growth curve from larvae fed with different caloric diets. Standard Length (mm) 
measurement at selected time points during zebrafish larval development. Larvae were fed 
with standard diet (StF), high glucose diet (HGD) or high fat diet (HFD). Error bars represent 
Standard Deviation. 

Table S1. Overview of all adipocyte measurements of fish exposed to different diets. All images 
made with SRS imaging can be found in the supplementary materials. 

 
average number 
of adipocytes 

average volume 
per fish in pL 

StF 2.0 76 

HGD 1.5 14 

HFD 5.0 132 
 

FISH ID 
number of 
adipocytes 

adipocyte 
volume in pL 

approximate 
diameter in µm 

total volume per 
fish in pL 

StF 1 3 29 38 281 
  77 53  
  174 69  
StF 2 2 5 21 45 
  40 42  
StF 3 3 1 13 34 
  25 36  
  8 25  
StF 4 2 28 38 39 
  11 28  
StF 5 2 37 41 39 
  2 17  
StF 6 1 82 54 82 
StF 7 1 9 26 9 

StF 

HFD 
HGD 



HGD 1 1 26 37 26 
HGD 2 1 27 37 27 
HGD 3 1 0.1 5 0.1 
HGD 4 2 8 25 11 
  2 16  
HGD 5 1 0.1 6 0.1 
HGD 6 3 0.3 8 20 
  2 14  
  19 33  
HFD 1 5 0.3 9 98 
  1 13  
  58 48  
  30 39  
  9 26  
HFD 2 3 6 23 13 
  3 18  
  3 19  
HFD 3 2 10 26 24 
  15 30  
HFD 4 6 3 17 232 
  0.1 5  
  128 63  
  6 22  
  90 56  
  6 22  
HFD 5 8 23 36 208 
  2 16  
  22 35  
  68 51  
  52 46  
  11 27  
  30 39  
  1 12  
HFD 6 3 7 24 38 
  0.7 11  
  30 39  
HFD 7 8 12 28 308 
  7 23  
  191 71  
  0.4 9  
  0.04 4  
  67 50  
  28 38  
  3 17  

 

  



Table S2. Information about the genes selected for the obesity array. 
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Figure S2. Dose-response curves for selected environmental chemicals, showing percentage of 
deformed larvae after exposure to (a) TDCiPP, (b) TBT. The red arrows indicate the non-toxic 
concentrations selected for this study. 

  



Table S3. Overview of all adipocyte measurements of fish exposed to different environmental 
chemicals. All images made with SRS imaging can be found in the supplementary materials. 

 
average number 
of adipocytes 

average volume 
per fish in pL 

solvent control 3.0 229 

TDCiPP 2.5 25 

TBT 4.6 164 
 

FISH ID 
number of 
adipocytes 

adipocyte 
volume in pL 

approximate 
diameter in µm 

total volume per 
fish in pL 

solvent 1 1 80 53 80 
solvent 2 1 209 74 209 
solvent 3 1 90 56 90 
solvent 4 3 58 48 160 
  100 58  
  1 13  
solvent 5 3 3 17 46 
  21 34  
  23 35  
solvent 6 4 71 51 1235 
  70 51  
  137 64  
  958 122  
solvent 7 1 4 19 4 
solvent 8 10 0.1 6 12 
  1 13  
  3 17  
  0.1 6  
  1 14  
  0.3 8  
  0.1 5  
  6 22  
  0.1 5  
  1 12  
TDCiPP 1 1 26 37 26 
TDCiPP 2 4 0.1 5 16 
  8 25  
  6 22  
  2 17  
TDCiPP 3 1 12 29 12 
TDCiPP 4 4 0.6 10 13 
  2 16  
  0.03 4  
  10 27  
TDCiPP 5 1 7 24 7 
TDCiPP 6 6 3 19 34 
  1 14  
  3 17  
  3 18  
  16 31  
  7 24  
TDCiPP 7 1 1 12 1 
TDCiPP 8 2 78 53 91 
  13 29  
TBT 1 2 177 70 216 
  39 42  
TBT 2 6 169 69 550 
  280 81  



  39 42  
  43 43  
  11 28  
  7 24  
TBT 3 3 1 12 8 
  5 21  
  2 16  
TBT 4 3 61 49 387 
  214 74  
  112 60  
TBT 5 14 12 28 61 
  0.2 8  
  5 21  
  1 13  
  26 37  
  0.3 9  
  0.4 9  
  0.4 9  
  0.6 10  
  11 28  
  1 13  
  0.05 4  
  0.5 10  
  2 15  
TBT 6 5 0.2 7 28 
  0.1 6  
  1 13  
  2 17  
  25 36  
TBT 7 2 0.5 10 48 
  47 45  
TBT 8 2 3 18 15 
  12 28  

 


