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Figure S1. Histogram illustrating the distribution of cytotoxicity phenotypes in LCLs.
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Figure S2. Additional association study results: (A,B) TGIF1 mRNA expression by RNAseq and HOXD10 protein associations were non-significant; and (C) TGIF1 gene expression by Illumina array was lower in the GG genotype group as compared to the AA genotype (* = p = 0.05).
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