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Supplementary Figure S1. Quantification of nuclear foci of SMN proteins. Graph
shows the quantification of the number of nuclear foci per cell in HeLa cells not
transfected, endogenous SMN (Endo. SMN), or transfected with the indicated SMN
protein construct. Quantification of the confocal fluorescence images from two different
transfection experiments in at least 45 cells for each construct were analyzed and data
shows the average number of foci found per cell as mean + S. E. M.
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Supplementary Figure S2. Comparisons of the time-course of degradation of SMN
and SMNA?7 tagged at the N- or C-terminus. The data for these plots are derived from
previous results shown in Figs. 2 and 3. Asterisks indicate a statistical significant
difference between pairs ( ** p < 0.01, Student's t-test). n.s., not significant.



1.2

—O—Flag-SMNK0 12 & Flag SMNA7KO
| —o—SMNK0-V5 ——SMNA7K0-V5
n.s.
2 0.1
g
S 0.6
% n.s.
< 0.4
o~
0.2
0 T T 0 T T
0 10 20 30 0 10 20 30
Time (h) Time (h)

Supplementary Figure S3. Comparisons of the time-course of degradation of SMN
and SMNA?7 Lys-less (K0) mutants tagged at the N- or C-terminus. The data for these
plots are derived from previous results shown in Figs. 4 and 5. Asterisks indicate a
statistical significant difference between pairs (* p <0.05, Student's t-test). n.s., not

significant.



