Figure S5. Predicted docking structure of Arabidopsis nMAT2 and PMH2 proteins.
Aview of the model structure (see Figure S2) of PMH2 (yellow, orange and red) docked to
nMAT?2 protein (green, cyan and blue). Note that the model predicts that PMH2 binding to
nMAT?2 protein is mediated by amino acid residues found within a short linker regions between
the two DEAD box domains in PMH2 and a linker region between the fingers-palm and thumb

domains of NMAT?2.



