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1. Ethical Statements

Rice transgenic plants were used in this study. The T-DNA insertion mutant rocl (PFG_3A-09378)
was obtained from the SALK rice T-DNA population (http://signal.salk.edu/cgi-bin/RiceGE/, Kyung
Hee University, Yongin, Korea). The mutant lines were derived from the Japonica rice cultivar
“Dongjin”. Transgenic plants, e.g.,, ROC1 RNAi- and ROC1-Myc- expressing lines, were generated
from the Japonica rice cultivar “Nipponbare”.

Table S1. Positive interactions from a yeast one-hybrid screen.

Description Locus No. Clone Numbers Identified
ATP binding protein LOC_0Os09g30200 2
Putative zinc finger protein LOC_0Os01g54930 2
Z059-17 - C2H2 zinc finger protein  LOC_0Os(09g38340 5
60S ribosomal protein L.29-2 LOC_0Os05g28750 2
40S ribosomal protein 54 LOC_0s02g01560 1
Expressed protein LOC_0Os08g19050 1
MYB family transcription factor =~ LOC_0Os02g41510 2

Table S2. Primer sequences.

Primers Sequences
ROC1 Myc-F GATTCATACAAGCTTATGGCGGCCGCCTCGTCCGCACCCTTC
ROC1 Myc-R AGATCTGCGGCGGCCATGTTTGCCGGGTCCAGTGAGCCGAC
ROC1 Ri-F TCTAGAGGCGCGCCATCTCATCATGGGCTCCATG
ROCI1 Ri-R GGATCCATTTAAATAATTCTGATATGATGAAATG
ROC1 BD-F GAATTCATGGCGGCCGCCTCGTCCGCACCCTT
ROC1 BD-R GTCGACTCAGTTCATGTTTGCCGGGTCCAG
ROC1 GST-F GAATTCAAGAAGAAGAGGAACCAGCC
ROC1 GST-R GTCGACGGGCGGCATGCGCGCGTTC
CBF3 F ATGTGCGGGATCAAGCAGGAGATG
CBF3 R CTAGTAGCTCCAGAGTGGGACGTC
CBF1F GTGAACCAGAGAGAGTCATCCATG
CBF1R TTAGTAGCTCCAGAGCGGCATGTC
P1F GGATCCGTCCCTGTTTGATAGCTTG
P1R CAAGCTATCAAACAGGGACGGATCC
P2 F ACCCTGCAGAAACAGCCCCAAAAAC
P2R GTTTTTGGGGCTGTTTCTGCAGGGT
mP1F GGATCCGTCTTTTTTTGATAGCTTG
mP1R CAAGCTATCAAAAAAAGACGGATCC
P1 ChIP-F CTAGATAGAGTTACAGTC
P1 ChIP-R CITCAAACCAAAATTACC
P2 ChIP-F TACACCTCACCITACCAC
P2 ChIP-R CAGCTTCACGGCGTTTTC
pCBF1 F GAATTCACGAGGAAAATATAACTTTGAC

pCBF1 R GAGCTCGGATGACTCTCTCTGGTTCACT
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Table S2. Cont.

Primers Sequences

ROC1 RT-F ACCGGGATCAAGAAGCACTACTG

ROC1 RT-R GATCAAACTGAGAGGCGCCATTG

Ubiquitin-F GCACAAGCACAAGAAGGTGA

Ubiquitin-R GCCTGCTGGTTGTAGACGTA
RrRoC1 1 WS SAPFFGLGDTQMPPPONPTNPALHHEPNPSPAPY.
IDl B 2 O ——-EZRAIIAS
ROC1 RRRVYHC PEPSCVHHD
ID1 RERVYNC PEPECVHHDEM
(o R K] T.G DL.TGI KR HY@RRHGERRWRCDR CEKRYAV|$ S DWRAHSKICGTRE YRCDCGIWLFSRRDSRETHRAFC
8o IR -l 7 1.G DTG T KRHERRHGERRWRCERC[ER R YA Vi SOWK AHWRRCGTRE YRCDCGMLF SR RDSHELTHRAFCT
ROC1 202 ﬂ Y PP IGAGVYGGAGNMILGLT G RN B LPAGFPDOAGH AGDVLRLGG GAS[e FDH!
ID1 174 EeBNEfshASbd-——— - m NSSSIT’I“I‘TC# I8§————————~| -—
ROC1 272 aS SGss'!E'REQ ss caaEHARoDFGEEDGOSQAGRGS Gl;Pm DRt oLrvREQOE
1Dl 213 sifnsnnifrrfyissiElprriyde-—-rsTTjIENeNEN-—————- QBRI T Cenleln nliHlel . TiRTeygole)d= K]
ROC1 342 NGNLLNLGERSES OFNEGAGRIGGS TSSGHRGNEGGEEecreRLY 3P AGTLP nsf-‘TAg
ID1 273 PPAYFDH GGlg-—-vITlgss Dofs GDVMﬂ~——~m DSVEFG Gs---VTi mgsnu
ROC1 412 LOGEAAQMGATTSSY GAGGASSLLRGASSHG?SE ERSSYQNLII"C%} -ﬁs SsFEe
ID1 332 GRFRLTRDFLGVDHDRYe----——------- EVDENE# AD————————- Esu aklcdecmgy: A
ROC1 482 ESGFGGAV NGRLS[iE GVVQGISGSARMGYREGAAGLEGSLDP,
1p1 381 Ble----cadgrrrek) R———————————— ———————fynmws P

Figure S1. Sequence alignment of ROC1 and ID1. Identical and similar amino acids are shown in black

and gray boxes, respectively. Red horizontal bars under the sequences indicate the ID domain.
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Figure S2. Binding specificity of ROC1 to the P1 sequences. A competition assay was performed with
an unlabeled probe to P1 (core sequences: CCTGTTT) and its mutation mP1 (core sequences:
TTTTTTT). ROC1 bound to the labeled P1 probe was only significantly affected by increasing amounts
of unlabeled P1, whereas mP1 slightly interfered with binding.
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Figure S3. Expression patterns of ROCI. qRT-PCR was performed on mRNA from the roots
and leaves of one-week-old rice plants, shoot apices of three-week-old plants and flowers of
three-month-old plants. The mRNA levels were normalized to that of Ubiguitin mRNA. Error bars

represent the + SE of the means from three replicates.



