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Table S1. The standardized FPKM values of 16 PpPG genes in RNA-seq of QJB fruit.

Postharvest Days (d)
0 2 4
PpPG1 15 2 17.5

PpPG6 315 38 27
PpPG10 0 3 245
PpPG11 345 18 9
PpPG12 75 170 1235
PpPG13 1335 364 2935
PpPG14 4235 416 2475
PpPG15 1 10 53.5
PpPG21 6 2896 30,400
PpPG22 25 1435 15,699
PpPG23 71 2055 3125
PpPG24 6955 933 858
PpPG25 7515 898 1193
PpPG35 18 8.5 16
PpPG38 1017 963.5 874.5
PpPG39 1.5 0.5 0.5

Name
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Table S2. Sequences of the primers used for quantitative reverse transcription PCR analysis.

Gene Name GenBank Accession No. Primers for qRT-PCR (5-3')
F: GTGTTGGACTATGGTGCTA

frret Ppa01&l1dm R: AGATTGGTTTGACGAGGAA
PpPG39 ppa021427m F: CGTTCCACCGAAGAGATT

R: GAGACCGCTTACACCATT




