Supplementary Information

Gene -Fth +Eth
Healthy TPD Healthy TPD
HbCuZnSoD ) ND  242E-0% 7,33E-03:
HbMRSOD 635E-022 ND  642E-03 1,18E-02
s |HbGCLI 1,01E-08* 105E-08 1,02E-08 1,02E-08*
% |HbGCL2 [144E-01= 1,10E-01* 1,15E-01* 1,24E-012
| HbAPX 1,01E-08* 1,05E-0% 102E-08 1,02E-08*
& |HbAPX2 654E02* 403E022 ND  3,04E03b
8 | HbCAs! ND  248E03 ND ND
8 |Fbcasz 1,01E-08 1,05E-08 1,02E-08 102E-08
2 | HbCASE ND  5,05E-0% 1,06E-025
& | HbM DHAR 194E-02: 2,25E-02= 4,17E-02%
HbRbohA 1,05E-03* 4,56E-03* 497E-04r 572E-042
HbRbohB
o | HbsAns 841E-05 641E-0¢ 1,19E-05 1,19E-05b
£ |Hbacs! 1,82E-03* S5A45E-03 481E-03 133E-03
£ |mHpAcs2 ND ND ND 6,06E-05%
E |HbACS3 142E-0¢ ND  3,01E-042 3,01E-04a
& |HpAcol 519E-04: 577E-04 1,69E-04 144E-04¢
B |HbACOZ 536E-03 130E-022 1,79E-03* 648E-03
& | Hbacos 633E05%  ND ND  6,74E-06b
HbETRI 352E03 658E-04 121E0% 2.86E03%
HbETRZ
HbEINZ
HbEINZ : % 142E-02% 120E-02
HbERF-Ib4 483E-0% ND  807E-03® 3,08E-022
HbERF-IBT 7,09E-03% 578E-0% 134E-02 538E-02%
HbERF-IbI 602E-05% ND  338E-042 681E-04s
HbERF-IIb2 7,4E-0% 651E-02: 234E-02: 294E-02*
HbERF-IIIb] 412E-04+ 2,90E-042 161E-04* 1325E-042
HbERF-Iijel 1,30E-04* 675E-06 107E-04 3 58E-043
HbERF-1Va3 1,01E-02: 594E-03 1,10E-02+ 220E-02%
HbERF-Va2 9.06E-03 607E-02+ 3,79E-03: 172E-02s
HbERF-VII 427E-03 3,50E-03 441E-03+ 124E-02%
HbERF-VIZ 3,07E-03 126E-03* 1,10E-03: 527E-03
HbERF-VIS 973E04 ND  1,82E0% 251E02s
HbERF-VI-L3 | 135E-02¢ 1,12E-02: 4,05E-03: 172E-02
HbERF-VI-L4  739E-02% 691E-02% 393E-02 908E-02
HbERF-Viial ND  2,15E-03 108E-03+ 132E-03%
HbERF-VIlal?  3,19E-03* 189E-03* 197E-03: 386E-04s
HbERF-VIla20 8 48E-02*
HbERF-VIiIad
HbERF-VIlIad
vo| HbERF-VIIIa®
5 |HbERFVIIIal0 |123E-02% 193B-02% 933E-0% 5,16E-02:
& |HbERF-VINIal2  2,57E-03* 126E-03* 106E-03: 230E-02
% | HbERF-VIal3 7,89E-03% 2,05E-022 195E-02: 146E-02
§ |HbERF-VIIIal4 7,23E-03% 216E-04= 129E-02% 727E-02%
Z|HbERFVIIIDI  8,84E-03: 1,18E-02: 2,20E-03 221E-032
= | HbERF-IXa3 566E-03 732E-03+ 629E-03 677E-03
mbEre-Ixp] BB 7 8SE-02+ 9,66E-03 7,32E-03=
HbERF-IXb2 844E-0% 549E-02 2,11E-03 465E-03
HbERF-IXb3 245E-04+ 190E-04+ 771E-05 1,94E-04s
HbERF-IXc ! 446E-03 3,80E-03 264E-03* 2,68E-03:
HbaRF-Ike¢ | HADBEIOM 744E-02
HbERF-IXcS 842E-05 2,11E-05 150E-042 1,65E-04a
HbERF-IXc6 684E-04+ 778E-04+ 278E-04* 555E-04
HbERF-Xa2 1,99E-02: 575E-02: 6,05E-02: 345E-023
HbERF-Xa8 4,10E-03 ND  478E-03* 573E-032
HbERF-Xb1 630E-03 1,54E-02% 807E-03+ 1,78E-02%
HbAP2-1 377E-04+ 144E-04+ 138E-04: 7,16E-05
HbAP2-3 2,50E-02+ 5,10E-02+ 249E-02: 7,79E-03
HbAP2-5 1,62E-03: 942E-04» 853E-048  7,87E-04»
HbAFP2-6 743E-02
HbAP2-7 597E-03 7,79E-03* 292E-03: 562E-03
HbAP2-8 2,24E-03 146E-03* 235E-04* 2,54E-03
HbAP2-9 302E-02 431E-02 169E-03 7,39E-03
HbAP2-10 263E-02+ 1,17E-0% 1,14E-02% 341E-02s
HbAP2-11 546E-03 934E-03* 108E-03* 438E-03
HbAP2-13 2,17E-03 4,51E-03+ 430E-042 3,92E-04a
HbAP2-15 880E-03 543E-03+ 251E-03 191E-03
HbRAV-4 352E-048 745E-048 143E-042 1323E-04s

Figure S1. Relative transcript abundance profile of 70 genes of Hevea brasiliensis involved
in ROS-scavenging system, ethylene biosynthesis and signalling during the occurrence of
Tapping Panel Dryness in latex of 6-year-old mature trees. The relative transcript abundance
was measured by real-time RT-PCR. Tapping without ethephon (—Eth) and with ethephon
(+Eth) were applied in both studied tissues. Values are the means of three biological
replicates. Heat map representation was used for values ranging as follows >1, 107!, 1072,
1073 and <10™* from dark to light green. Values of relative transcript abundances were
analysed with XLSTAT after LOG(X) transformation. The statistical analysis was
performed with an ANOVA followed by the Student Newman—Keuls test.



-Eth tEth

Gene  Healy  TPD  Heallly  TFD
HbCUZnSOD  3.48E-04* 8,15E-05% 2,11E-0% 3,17E-05"
HbMnSOD

& | HbGCLI 1,83E-02 2,25E-02% 5,54E-022 7,36E-02%
% |HbGCL2
& | HbAPXI
B|HbAPX2 1,16E-02+ 1,33E-02+ 7,17E-03 9,35E-03*
£ |HbCast 2,79E-03 2,50E-03 843E-03+ 1,96E-02
2 |Ebcas? 6,86E-03 T 48E-03¢ 4,46E-02%
2 | HbCAs3
& |HbMDHAR ~ 1,70E-02° 1,81E-02 2 92E-02% 2 43E-02
HbRbohA
HbRbohB
u | HbSAMS [I84ESTE 5 osE-02+
£ |FpACs! 2,25E-02+ 3,43E-02 1,71E-02* 4,76E-03
E|Hbacs2 6,93E-03 9,11E-03* 3,37E-03* 1,38E-02
3 |FbACS3 2,49E-0% 7,11E-03 3,05E-03 2,74E-03
& |Hpacol 6,16E-04+ 3.23E-03* 2,20E-04* 1,26E-042
&|HbACO2 339E-01 3.77E-01 ISOERO0SBER00N
& | HbAacos3 345E-03 1,29E-02+ 1,67E-03 247E-03
HbETRI 923E-02: 7,34E-02* 4,83E-02* 569E-02
HbETR2
HbEIN?
HbEIN3
HbERF-Ib4 STE-022
HbERF-Ib7

HbERF-Ib!]  650E-04 9,11E-05 1,82E-04s 2,30E-0d2
HbERF-IIb2  2,01E-04 $,82E-05 557E-04+ 137E-03
rpERF-1Tb; (RO ©,52E-04* 1,05E-04* 1,25E-03
HbERF-Ille]  1,90E-02* $41E-03* 1,60E-03 1,93E-03
HbERF-IVa3 1,57E-02+ 1,10E-02+ 1,77E-03: 1,38E-02
HbERF-Va?  3,60E-02 2,89E-02* 3,62E-03 2,13E-03
HbERF-VII  6,05E-04s 638E-04% 372E-05
HbERF-VI3  470E-03 2,86E-03* 8,02E-03:
HbERF-VIS ~ 4,13E-02+ 6,00E-02+ 1,52E-02¢ 3 26E-02
HbERF-VI-L3 4,25E-02% 547E-02% 5,09E-02%
HbERF-VI-L4 $33E-03 179E-02* 3,92E-03: 140E-02
HbERF-VTlal 3,14302‘_2,78]5—03" 4,41E-03
HbERF-VIlal2 116E-02 2,89E-02+ 1,68E-03% §,15E-03
HbERF-VIla20 5,16E-02s 2,53E-02+
HbERF-VIlIad
HYERF-VIlIad
HbERF-VIIIa9 634E-02% 7,54E-02% 583E-02+ 3 86E-02
HYERF-VIIIal0)

HbERF-VIllal2

HbERF-VIllal3 6,96E-02 691E-02
HbERF-VIllal4 6 91E-02 8,20E-02+ 4,83E-02+ 6,23E-02
HbERF-VIIIb] 159E-04 3 41E-04s 8,34E-05
HbERF-IXa3 470E-02+ 7.97E-02* 539E-02+ 9,24E-02
HbERF-IXb]  475E-02: [B0BEM0IS 3,56E-02: 4,45E-02
HOERF-IXb2 4,50E-03% 8,88E-02* 1,69E-03% 4,21E-03
HbERF-IXb3  2,04E-03+ 1,81E-03* 2,90E-03* 9,29E-03
HbERF-IXc] 8,10E-02
HbERF-IXcd  2,80E-02+ 9,80E-02+ 4,50E-02:
HbERF-IXc5 7,34E-03 1,19E-02% 3,05E-02* 6,65E-02%
HbERF-IXc6  1,J7E-02 4,36E-02+ 6,78E-02+ 6,51E-02*
HbERF-Xa2  4,J2E-02* 3,69E-02* 9,49E-02
HbERF-Xa8  5,11E-04 321E-04% 9,19E-04s 3,12E-03
HbERF-Xbl  3,89E-04s 2,98E-04s 347E-04 7,66E-04s

Ethylene signalling

HbAP2-1 7,16E-05¢ 3,79E-05% 1,02E-08 3,21E-05¢
HbAP2-3 7,22E-04+ 4,81E-04+ 889E-04* 141E-03
HbAP2-5 4,37E-03+ 148E-03+ 2,09E-03+ 1,89E-03
HbAP2-6 1,26E-02+ 633E-03+ 1,05E-02¢ 1,86E-02+
HbAP2-7 3,35E-03+ 2,08E-03+ 1,68E-04 1,94E-04>
HbAP2-8 1,14E-02% 5,92E-03% 1,16E-03% 3 38E-03
HbAP2-9 7,95E-022 4,07E-02 4,57E-02s

HbAP2-10 1,38E-02: 463E-03 176E-03 640E-03
HbAP2-11 523E-04s 3,89E-04s 139E-04s 3,33E-04
HbAP2-13 1,88E-04+ 1,57E-04 2 25E-05% 107E-04
HbAP2-15  7,85E-03 6,07E-03+ 8,14E-04> 5,77E-04
HbRAV-4 577E-05+ 147E-04s 3 00E-05¢ 3,08E-05

Figure S2. Relative transcript abundance profile of 70 genes of Hevea brasiliensis involved
in ROS-scavenging system, ethylene biosynthesis and signalling during the occurrence of
Tapping Panel Dryness in bark of 6-year-old mature trees. The relative transcript abundance
was measured by real-time RT-PCR. Tapping without ethephon (—Eth) and with ethephon
(+Eth) were applied in both studied tissues. Values are the means of three biological
replicates. Heat map representation was used for values ranging as follows >1, 107!, 1072,
107 and <10~* from dark to light green. Values of relative transcript abundances were
analysed with XLSTAT after LOG(X) transformation. The statistical analysis was
performed with an ANOVA followed by the Student Newman—Keuls test.
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