
 

Supplementary Information 

 

Figure S1. The nucleotide sequences of the real-time PCR primers. 

 

Figure S2. Nucleotide sequence of the human Refs/YKL-40 standard DNA. The human 

Refs/YKL-40 standard DNA (1581 nucleotides long) contained six cDNA fragments 

(shown in different colors) that covered the PCR target regions (shown in bold and 

underlined) and 44–143 nucleotides of the flanking regions and contained the Bg1II, SalI, 

XhoI, NotI and PstI restriction sites (shown in bold and italics). 
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Figure S3. Nucleotide sequence and calculated molecular weight of YKL-40 open  

reading frame. ATG start codon is highlighted in bold. Open reading frame of YKL-40 is  

shown underlined. 

 

Figure S4. Forward and reverse primers used to construct the standard template DNA. The 

primers contains the PstI recognition sequence (underlined) and the 4 bases-long extra 

nucleotides (boldfaced) to efficiently cleave close to the end of the amplified cDNAs by PstI. 

 

Figure S5. Primers for amplifying entire coding cDNAs by PCR. 


