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GGGGGGGGGCCGTGTATCCTGACGTGATTCCCGCGGAGTCTGCAGAAGCTCAGCCAAAAG
GCAGAGGATAATGCATAAAAGAGCAGCACTTTGCATTTAGGATTACATTTAGAATCAAGA
TGAAAATAATTACCGTGGTCGTTTTGCCTGTATTGGAGCTGTCAAACTGCTTTGCACAAT
M KTITTVVVLPVLETLTS SNTCTFANAQ

CAGGAGACAGCTTTTTATTATACAATGTGGACTCTAATAAATGCCTGACTAGCACTTTGA
S GDSFLLYNVDSNI KT CLTS STL
ACAGGCTTGTCACCTGTGACCCACACAGTGCCCAACAAAAGTTCCGCTGGACTTCAAGTA
NRLVTCDPHSAQQKT FIRWTS S
ACCGCATTTTGAACACTTTCACAAAGACGTGTCTTGGAGTGGGAAGTAAAGCGGTGGGCA
NRILNTY FTI KTZ CLG GV GS KAUVG
AAACTCTGCAGCCCTTAAAGTGCAACGATGACAATGCTCTGCAGAAGTGGGAATGCCATG
K TLQPL LI KT CNDUDNALIGQI KWETCH
GGAACACATTGCTTGGACTAAAGAATGAGACTCTGTTCCTGGCTGTAGATTTTAGGGGTT
G NTLULGLI KNETULT FLAVDTFTRGEG
TACCTGAGATTTCTAATAAGACTGGAATCAGAAGCAAATGGACAATTCATGGCACACAGG
LPETISNI KT GTIURSI KWTTIHGTAQ
ACAGCATTTGCTCTCGGCCTTATGAAGAAATCTACAGCATTGATGGAAATGGATTTGGGC
DSICST RPYEETIYSTIDG GNSGTFSG
AGACATGCAAGTTTCCTTTTTTGTATGAGAAAAAGTGGTATGCAGATTGTACCACAGTTG
Q T CKFPFULYEIKI KWYADT CTTYV
ATGAACCGGACCAGCGTCTGTGGTGCGCAACCAAGACTGACTACAGTTTATATGAGCAGT
DEPDAQRLWCATI KTDYS STILYEQ
GGGGATACTGTCCAACACGTGATAGTAAATACTGGACAAAACATCCTCTAACAAACGTCT
WG6GYCPTIRDS S KYWTIE KHZPTLTNYV
ACTACCAGCTGAATGACAGGTCAACTCTGACATGGTACCAGGCTAGAAAGAGCTGTCAGC
Y YQLNDIRSTILTWYQARIKTSCAQ
AGCAAGGCGCTGAATTGCTGAGCATATCTGAACCTCACGAACAATCCTTCATAGCAGGAA
Q Q GAELULZSTISETPHEHZ QST FTIASG
TGTTTCAGAAGTCACAAGGCTCACTATGGATAGGACTGAACAAGTTAGATGTGTCCAGTG
M FQ KSQGSLWIGLNIKTLUDVSS
GATGGCAGTGGAGCAATGGACAGCCTTTACGCTATTTGAAATGGCTCAGTGGATTCCCAA
GWQ WSNGQPLI RYLIKWLSGTFP
GCTCACAACCAGGCTACAATTGTGGCGTCTTGAAAAATGGCTATAATTCAGAATGGTCAA
S SQP GYNCGVLI KNGYNSEWS
ATGATGCTTGCTCTGAAAAACGTGGATACATCTGCCAACGAGGTCATTCTGTTCCTACTG
NDACSEI KRGYTIU C®QURGHSVPT
TTCCACCAGAAGTGACGACTGGATTTTGCCAAAGCCCCTGGATTCCACATTCTGGCAACT
VPPEVTTGFOCQSPWTIPHSGN
GTTATTTTCTACACCGCACTAAGCAAACATGGCTGGAGGCACGGGACATCTGTCTGCGGG
CYFLHRTI KA QTWLEARDTITCTLR
AAGGAGGAGACCTGCTAAGTATTCTCAGCACAGAAGAGCAAAGCTTTGCCATCACACAGC
EGGDILTLU STIULU STEEA QST FATITAQ
TTGGATACTCAAAGACTGATCAGCTGTGGATTGGTTTCAATGACCGCAAAACACAGATGT
L GYSKTDA QULWTIGTPFNDT RIKTAQM

Figure S1. Cont.
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TGTTTGAATGGAGTGACCAGTCTAGCGTCCCGTTTGCCTCATGGGAGGTTGGCGAGCCGA
LFEWSDAQSSVPFASUWEVGEFP
CTCACAGTGCTCAGCATGCCGAAGACTGCGTGTTAATGAGAGGGGAGGAGGGAAAGTGGG
THSAQHAEDT CVLMRGETETGT KW
CTGATGATGTTTGTGAAAAAAAATATGGCTTCATCTGTAAGAGAAAGACCAGCACTAAAG
A DDV CEZ KI KYGTFTIU CIKT RI KT STK
CCTCAAATAATGACACGGTTGTCGCAAATCCAGGATGCAAAAAGGGCTGGATCAGGTATG
AASNNDTVVANZPGT CIKI KSGWTITR RY
GGTACTATTGTTACATGGCAGGATCCGAGACAAAGACCTCCGAAGAGGCAAAACAGACGT
GYYCYMAGSETI KTS SEEATI KA QT
GTGAAAAAGCAGAGTCTCGACTTGTAGATGTTTCATCCAGAGTAGAAAATGCATTCCTGG
C EXKAESURLVDVS SRV ENATFIL
TTAATCTAGTAGGAGCACGACCAGAGAAGTACTTCTGGATTGGACTGTCTAATCAGAAGG
VNLVGARPEI KYTFWTIGLSNA QEK
ACGTACACACTTTTGAGTGGACCAACACTAAGCAAGTCCCATTCACTCACTTCAACTCTG
DVHTT FEWTNTI KA QV?PFTHTFNS
GGATGCCAGGAAGAAAACAAGGCTGTGTTGCAATGACGACTGGAATAGTTGCTGGGCTTT
GMPGRI KQGCVAMTTGTIVASGTL
GGGATGTGCTTAGCTGTTCAAATAAGGAAAAATACATCTGCAAGCAAAGAGCTGATGCTC
WDVLSCSNI KEIZ KYTITZ CI KT G QIRATDA
TAGTAACAACCGCAGCCCCGCCAACCACCCCTTCCCTGGACTGTCCCACAGAATGGACTT
LvTTAAPZPTTUZPSLDT CPTEWT
CAATTGGGACAAGAGACCTCTGTGTCAAGCATTTCAATGTACCTTCACTGCAAATGAAAA
S I GTRDULZ CVKHFNVPSILAQQMEK
CATGGGATCAAGCCCTGGACTACTGCAGAGAACTCGGTGGTGACCTCCTGAGCATCCATC
TWDAQALDYTCRELSGSGDTLT LS STIH
ATGAATCTGATATTCCCTGGAAACAAGGAGGAGGGTATCCATCTTGGATTGGTTACAGAA
HESDTIPWKAQGGGYPSWIGTYR
TGTATGATCCCTCTGTGGGTTACGTTTGGAGTGACGGCTCTTCGTCGTCCTATCAAAGCT
MYDPSVGYVWSDGSSSSY QS
GGGCCAGCGATGAACCAAACAACCTAAACAACATGGAAAATTGTGTTGAAATGAGAGTGT
WASDEPNNLNNMENTCVEMMR RYV
CGCTGTGGGACGATGATGGGATGTGGAATGACGTGAACTGTAAAGACAAGAAGGACTGGT
S LwWDDDGMWNDVNTCIKDI KT KTDW
ACTGTCAGATCCACAAAGGAAAGACTCCAGTTGAGGTGAATATTACAGAACCAGTTTATA
Y CQ I HKGXKTU®PVEVNTITEPVY
ATGTAACAGAGGATGGCTGGATTGAATTCAGAGGTAGCCAGTATTATGGGTCCGAGTACT
NVTEDGWTIETFT RGSQYYGS EY
CAGCGATGTCTATGCATGAAGCACGGGCGTTCTGTAAAAGAAATCATGGCGATCTTGTAG
S AMSMHEARAFUCIKT RNHGTDTLYV
TCATCAACGATGAGGAGGAGCGACTGTTCCTCTGGCATAAGTCTAAAGAGTTGTACAACG
VI NDETEET RTLT FLWHI KSI KETLTYN
ATTTTCTCATTGGCTTGACGGTTGATCTGGATGGATCTTTCCAGTGGATGGATGGGTCTC
D FLTIGLTU VDLV DG GS ST FAQWMMDGS
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CTGTTGTGTTTCAAGCTTGGGAAGCAAATCAACCTGCCTTTAAAAACAGTGAGGAAAGGT
PVVFQAWEANAGQPAFI KNSEER
GCGCAAAGATGACCATATCTCAAGGACTCTGGGAAACCGTCAACTGTGGTGATGAATATA
C AKMTTISAQGLWETVNTCGTDEYY
ATTATTTTTGCAAGCGAAGTGAGGCTCCTCCAGTTAATGCTACTGTGGCCCCTACACAGC
NYFCKIRSEAPPVNATVAPTAQ
CACCAAAAGGAGGCTGTGCGCCTGAGTGGACACAGTTCGAGGGAAAGTGCTACAATGTGA
PPKGGCAPEWTA QFEG GI KT CYNYV
GGGGGGAAATGAAAAAATGGAGCGAAGCAAGAGAATACTGCAGAGAACACGGTGGAGATC
R GEMIKI KWS EAREYTCREUHGGD
TGACAGCTATTATGAGCAAATTCCAGCAAACATTTTTAAGCACAATGATTCGAGATAAAT
LTAIMSZI KT FQQTU FILSTMTITR RDK
CCACTAACTTTTGGATTGGATTCAGCAATCTGGCAAATGGAAGGTTCAAGTGGACAGATG
S TNFWIGTPF SNLANGTRTFI KWTD
GGAGTAAAGTTTCATTCACAGAGTGGGCTGAAGGGGAACCTCATTCCTTAGTATGGTCAC
G S KVSFTEWAEGEUPHS ST LVWS
GTTCATACTACTGGACAAAATACTTTTCGGACGAGCCGGAATGTGTTTTTATGGGCAGGA
RSYYWwWTI KYVFSDEZPET CVFMGTR
GTTCAGGATCTCACTTTAGCAAGTGGGTGGCAGACGACTGTAATTCTACTAATGGCTTCA
S SGS HFSI KWV ADDT CNS STNGTF
TTTGCAGTCGTGATGTTGATCCAGGTATCCCCTCAGTGCCAACTGAGATTCCTAAAACCT
1 ¢S RDVDPGIUPSUVPTETITPIKT
TTGTCAAGCTTGGAAATTCATCTTTCAAAGTGATTCAAGAAAACCTAACGTGGATTGAGG
FVKLGNSS ST FIKVIQENVLTWTIE
CAAATCGTCGCTGTAAGGCAGAAGGGGGTCATCTGGCCAGTATTCGGGACTTGATATCAC
A NRRCIKAEGGHTLASTI RDTLTIS
AAGCTTACATTGAGTTGCAGGTCTTCAGACTCAAGCAGCCTATGTGGATTGGTCTCAACA
Q AYIE ELAGQQVFRLI KA QPMWTIGTLN
GTGAACAGTCAAATGGATATTTTCTGTGGGTGAATAAATGGCCAATGACCATGGAGAAAT
S EQ S NGYFLWVNI KWPMTMEK
GGGCGATATCTGAACCTAGGCCCAACAAACCTTGTGCACACATGAAAATAAATGGAGAAT
WATISEPRPNIEKPUCAHMMEKTINGE
GGAAAACGTCTCTATGCAATGAAACCTTCTACAGTGTCTGTGAGCAAACAACGGACATTC
WKT SU LU CNETUZFYJSVCEA QTTDTI
CGCCAACCCTTCCAGCACAGCAGCCCGGACACTGTCCAAAGCAAGAAAATTACAGTCCCC
PPTLUPAQQPGHT CPI KU QENYSFP
TGAGGTGGATACCTTTCAGAGACAGCTGCTATGCTTTTGTGACAGAAATGAAATCATGGA
LRWIPFRDST CYAFVTEMKT SW
GCAGAGCAGCAAGACTTTGTATGACATGGGGAGCTTCTCTTGCCAGCATCAGAGATGAAG
S RAARLCMTWGAS ST LASGSTITR RTDE
CGGAGGAGAAGTTTATAGAAAGCAACCTCTTGCTCCTTGAAAGTTATAAAGAATTTTGGA
AEEKXKV FTIESNLILTLTILES SYZKTETFW
TTGGATTGTTACACAACCATAAAGGACACTGGTTATGGGCAGACAACAGTGTGGTAGATT
I GLLHNHIKG GHWLWADNSUV VD
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4021 ACACTAACTGGGCACTAACTGAGACCGGTGGTGACTATGAAGAATTTTCTTATAATCCTG

1301 Y TNWALTETSGSGDYEETFS SYNTP
4081 ACTGCGCATTTATCTCTGCCACGTCTAAAAATTGGAAAAAACGCCACTGTGATTACACAG
1321 DCAFISATSI KNWIEKTI KT RIHCDTYT
4141 TTTTACCGTTCATCTGCAAAACCGCCAAAGTGATTAGCCCAACTATTAAGTCCCCACATC
1341 vL.PFTI CKTAKVYVYTISPTTIZI KSTPH
4201 AAGATATTAAACCTCATAGGGTTAAAACTGGATTGGCTGTATTCTTGACTATTGCAGTGA
1361 Q DI KPHRVKTS GLAVFULTTIAYV
4261 TTGCCATACTTGGAGCTCTAGCCTATGTTTACTACAGAAGGTCACAACATCGCTTCCTGC
1381 I A ILGALAYVYYRI RS QHTRTFIL
4321 CTACATTTGAAAATCCCATGTATAATAACGCAGAGTCTGCTTATTCAGATAAAGATAACA
1401 P TFENPMYNNAETGSAYSDI KT DN
4381 AATCATTGCTTGAGGTTGCAGAATAGACCTGTACATGTAGTCATCTGGCCAGTATCATAA
1421 K SLULEVAE *

4441 AATAAACAATGGCAGGGATCATCAAGTTTATTTTGTGATATCGGCTCCCTACTTCTTTTA
4501 CATGGCTGGATGCCAAATAAATAATTGATTTGGTTAGAAAAGGAACGTAGCCATGTAAAT

4561 CAGTTGTCATTTAAAGAGGGACCTATTATGCCCCTCTTTACAAGATTTAAAATAAGTCTC
4621 TGATGTCTCTAGAGCGTGTATGTGAAGTTTTATCCCAAAATACCTCACCAATAATGATTT
4681 ATTACTGCCCCTTCTAGGCTTTGATCCTAACTGTGTTATTTTGGTGACTGTTGCTTTAAG

4741 TTGAAATAAGATTGTGCTTTTAGCCCTCTTTTCAAAAGAGTGCAGAGCTACAAATGCCTT
4801 TGTGTCAGCATAGTGGCAGATTCAAAAACAGGACTAACTTCTTACGCTAATGAGGGAGAC
4861 ATCATCATTAATAGGTGGGGCTTTCCCCTTCATGTACAAAGGGAGAATGTCAATCAAAGT
4921 ATTTGTGTAGAACTTTTTGAAGTGTGATTAGAAAAATTAAAGTTATTTTTTACCATTAGA
4981 AACGGGTTATATTCACACAGTCGCCACACAACTGTTTAAACCCCTTATAAAGGTGATTTT
5041 TGCATAATGGATCCCCTTTAATTAGTTTAAAAGTCATTATGATCAAATAAATAATAATAA
5101 AATCTGACTGCACAATGGTGCAACTGGCTAATCATATCATACTACAATTGCTGGTTTTAA
5161 TTATTTTCTCCAAAAGCTTTTGAACATCAGACTTTGTTATTAAATGTTAAAGTTCAAAAA
5221 TAAATGTCTCTAATAACCTTCAGTTTTTACACTATGGTATATTTGCATTGACTGGATTAA
5281 CACTCACAATGCAAAAAGTTTTAAGGAAGGAAACAATGTCAACTTTTTTTGTGCCAAAAA
5341 ATTGTGGATGTAAGGTCAGCTGACACTTGAAAGCTGACAGAGTTAGCATTTGGAGAGACT
5401 TGTGCAAATGTTATATTTATACTGTAAATGAACACTCCAAAAGTTCTTTATATATTCATA
5461 TTCTATGACTAATCCATAATGAATACAGAATAGGGGACTTTGGGTGGGAACGATTCCGAA
5521 AATCACCAACTGATAAATGTGATGTGTGCATTATTGGTTTAGGAGAGCATTTCAATAACA
5581 ACAATATACAGTCAGATCAACTGAATACAGAAAGAACATCTATATTACAGTGCAGCAGTA
5641 TCTGTACTCAGATTCATTAATCCAATATCTACAAAGGCATTTATGAGGTATATACAAATG
5701 CATAGAAACAATTTTCAAGCTATAGTGTTGCCACAAACTAATGCATAGAGTACTCAGGAA
5761 ACATACAGGTATCAAATGTAAATAAAAGATATTGTTTCAGATGCATTGAGGATATGATAT
5821 TGCCATCTTTTGATTAACAGTTTCAACAAAAGTGAAAACAAAACATTTACCATGCTGTTG
5881 TAATGAAACAAGTATTGTACCTATTTTTGTCAGTATATTTGTGTGTCTTTTAACTTTATG
5941 AAGATAAAAGTAAAAAAAAAAAAATCATACATACAGGATTGTACATATTTCAATAAACAT
6001 TCTGAAAATCATAAATACATGCATATGGTTGGCTAAAAATGATCACGTTGTATATATTAT
6061 TAATATGGAAATACAGAACCTAAAACATCAACAGTGTTCATTTGCAATAACTTTGCATGA

6121 GCAAAGTACACATAATATGGCTCGAGAGTTGATTTACATGATTGTGGTCTTTGTATTGAC
6181 AAAAATGATTCTTTATTAATAAACAGGAAATTGAATATCTTAAAAAAAAAAAAAAAAAAA
6241 AAAAAAAA

Figure S1. Nucleotide and deduced amino acid sequences of MR from Danio rerio.
The start codon (ATG) was shown by bold letters. The termination code (TAG) was
shown by bold letters and marked with an asterisk below, and the putative signal peptide
was underlined. The motif associated with mRNA instability (ATTTA) was in bold.
The polyadenylation signal (AATAAA) was tagged with bold italic.
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Figure S2. The expression of MR in the liver and spleen of zebra fish with or without the
infection of Aeromonas sobria. The upper part of the figure is MR, the lower part of the
figure is B-actin. Lane: 1: liver of control fish; 2: liver of infected fish; 3: spleen of control
fish; 4: spleen of infected fish.



