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Table S1. Primers were used for the qPCR.

Gene ID Protein qPCR Primers (5’ to 3')

F: TGGTCAACGAGCTACCGAAT
R: GTCGTTGAGTTGTATCGGCA
F: TGAGGTTGATGCCGATGGTA

Unigene0009307 apolipoprotein D

Unigene0019519 calmodulin-like R: ACATGTCTCAATICAGCAGCA

. . . . F: TCCAAGCCAAACAAAACCCT
Unigene0022395 Breakpoint cluster region protein R: AGGGAATCTCATGGTGCTCA

) _ F: CAGGGCATTACTGTGGAGGA
Unigene0017154 serine protease R: AGCGAGTCTGTTCAGTTCCA
Uni 0015558 Intestinal-t Ikaline phosphatase 1 F: CAAAGAGTCGCACTGGTACA

nigen ntestinal- in
sene COTATYpe aTRaTIne prospraTase R: GITTCCGTTTCCTGGTCCAC
F: AGGAAACATTGAAGCCGATCA

Unigene0054633 Cu/Zn superoxide dismutase

R: GTCCACCAGCATTTCCTGTG
F: TTGTACCCCAACACCTTCCA
R: ATTCCCACCAGCGAGAAGAA
F: ACCATCGCCACACTTTTCAG
R: TGAGGTCAATAAGGTCAGCGA
F: GGTTGTATGCTACGCTGTGG
R: TACCTTCAGTCGCACCCATT

Unigene0021115 microtubule-associated proteins 1A/1B light chain 3A-like

Unigene0022207 DNA repair endonuclease XPF-like

Unigene0024951 autophagy-related 4
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COG Function Classification of Panonychus_citri-Unigene.fa Sequence

A RNA processing and modification

4000 — B: Chromatin structure and dynamics

C: Energy production and conversion

D: Cell cydie control, cell division, chromosome partitioning
E: Amino acid transport and metabolism

F: Nucleotide transport and metabolism

G: Carbohydrate transport and metabolism

H: Coenzyme transport and metaboiism

I: Lipid transport and metabolism

J: Translation, ribosoma structure and biogenesis

K: Transcription

L: Repiication, recombination and repair

M: Cell wallmembrane/envelope biogenesis

N: Cell motility

Q: Posttranslational modfication, protein turnower, chaperones
P: Inorganic ion transport and metabolism

Q: Secondary metabolites biosynthesis, transport and catabolism
R: General function prediction only

S: Function unknown

T: Signal transduction mechanisms

U: Intraceliular trafficking, secretion, and vesicular transport
V: Defense mechansms

Number of Unigenes
|

W: Extracelular structures

Y: Nudlear structure
Z: Cytoskeleton
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Figure S1. COG (Clusters of Orthologous Groups) function classification annotation of unigenes from P. citri transcriptome.
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Figure S2. P53 signaling pathway for unigene annotated by KEGG. The unigenes with significant different expression are marked in red box. More information can refer
to KEGG pathway: map04115 (Available online: http://www.genome.jp/dbget-bin/www_bget?pathway+map04115).
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