Supplementary Information

Table S1. Protrusion Index (PI) from Elipro [32] for the predicted epitopes
(Blue = residue 3749, Yellow = 104-112 and Green = residue 125-148).

Residue Number Residue Name Protrusion Index (PI)
37 PHE 0.340
38 HIS 0.859
39 PRO 0.908
40 PHE 0.976
41 VAL 0.786
42 PRO 0.728
43 LYS 0.369
44 SER 0.398
45 GLU 0.646
46 GLU 0.398
47 ALA 0.175
48 ARG 0.311
49 GLU 0.451

0.451
0.597
0.786
0.762
0.728
0.908
0.956
0.981
0.937
125 THR 0.597
126 ASP 0.549
127 ARG 0.126
128 ASP 0.451
129 THR 0.597
130 ALA 0.311
131 GLN 0.175
132 GLN 0.549
133 THR 0.510
134 LYS 0.204
135 ILE 0.291
136 ASP 0.597
137 LYS 0.549
138 ILE 0.272
139 ASP 0.549
140 GLU 0.786
141 ILE 0.510
142 ILE 0.398
143 ASN 0.786
144 ASN 0.589

145 LEU 0.646
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Table S1. Cont.

Residue Number Residue Name Protrusion Index (PI)
146 ASN 0.835
147 GLU 0.859
148 ARG 0.917
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