Supplementary Information

Table S1. The sequence of primers used for real-time qPCR and amplifying the 3'UTR of Cav-1 mRNA.

Gene Accession number Sequence (5'-3") Product size

F: CAGCCAAGGAAGAGTCAGC
R: CCTGGAAGGTGTGTTGAGAG

F: GAGCACCATAACCTTAGATGGA
ab? HM453202 R: AAATTCTGGTAGCCGTGACA 121bp

F: AGGACTACCAAAGTGCCATCAAA

perilipin A NM_001038638.1 107 bp

PFARy NM_214379 R: GAGGCTTTATCCCCACAGACAC 142 bp
F: GGAGAGAGGAAGGGAAAACAGAG
LPL NM_214286.1 R: AGACCGACCAATAAACTGCAAAG 150 bp
, F: GGACTTCGAGCAGGAGATGG
fractin NM_007393 R: AGGAAGGAGGGCTGGAAGAG 138 bp
F: ATCCCAAGCATCTCAA
Cav-1 NM 2144382 CCCAAGCATCTCAACG 157 bp

R: AAGAGGGCAGACAGCAAA

ol FUTR F: CCGCTCGAGAGGCAGTAACGAAAGA 08k
av- R: ATTTGCGGCCGCGAAGGGTAAACTTTGG p
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Figure S1. Original data of one independent flow cytometry assay.

File analyzed: Data.002

Date analyzed: 24-Dec-2013
Model: 1nnOn DSD

Analysis type: Manual analysis

Ploidy Mode: First cycle is diploid

Diploid: 100.00 %
Dip G1: 61.00 % a8t 49.25
Dip G2: 2.08 % at 91.12
Dip S: 36.92 % G2/G1:1.85
%CV: 16.23

Total S-Phasa: 36.92 %
Total B.AD.: 0.00 % no debris no aggs

Debris: %

Aggregates: 0.00 %

Modeled events: 4471

All cycle events: 4471

Cycle events per channel: 104
RCS: 2.265
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File analyzed: Data.004

Date analyzed: 24-Dec-2013
Model: 1nnOn DSD

Analysis type: Manual analysis

Ploidy Mode: First cycle is diploid

Diploid: 100.00 %
Dip G1: 58.32 % al 50.29
Dip G2: 4.47 % at 93.04
Dip S: 37.21 % G2/G1: 1.85
%CV: 13.20

Total S-Phase: 37.21 %
Total BAD.:0.00 % no debris no aqgns

Debris: %

Agaregates: 0.00 %

Modeled events: 6184

All cycle events: 6184

Cydle events per channel: 141
RCS: 2.259
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File analyzed: Data.003

Date analyzed: 24-Dec-2013
Model: 1nnOn DSD

Analysis type: Manual analysis

Ploidy Mode: First cycle is diploid

Diploid: 100.00 %
Dip G1: 59.06 % a8t 49.33
Dip G2: 3.78 % at 91.26
Dip S: 37.16 % G2/G1: 1.85
%CV: 14.67

Total S-Phase: 37.16 %
Total BAD.: 0.00 % no debris no agas

Debris: %

Agqgregates: 0.00 %

Modaled events: 4309

All cycla avents: 4309

Cvcle events per channel: 100
RCS: 1.999

S4



Int. J. Mol. Sci. 2014, 15

&0 0
Channels (FL2-A)

Figure S1. Cont.

Hl Op G
Bl opG2
=] ops

150

File analyzed: Data.007

Date analyzed: 24-Dec-2013
Meodel: 1nnOn DSD

Analysis type: Manual analysis

Ploidy Mode: First cycle is diploid

Diploid: 100.00 %
Dip G1: £5.25 % at 52.70
Dip G2: 2.72 % at 97.50
Dip S: 4203 % G2/G1:1.85
%CV: 13.86

Total S-Phase: 42.03 %
Total BAD.: 0.00 % no debris no agas

Debris: %

Agareqgates: 0.00 %

Modeled avents: 5247

All cycla events: 5247

Cvycle events per channel: 115
RCS: 1.449
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=] opsS Date analyzed: 24-Dec-2013

2 Model: 1nnOn DSD
Analysis type: Manual analysis

Ploidy Mode: First cycle is diploid

Diploid: 100.00 %
Dip G1: 56.59 % at 52 48
Dip G2: 3.97 % at 97.09
Dip S: 39.44 % G2/G1:1.85
%CV: 12.95
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Total S-Phase: 39.44 %
Total BAD.-0.00 % no debris no aqgas

Numbar
100
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Debris: %

Agqregates: 0.00 %

Modealad avents: 5465

All cycle events: 5465

Cycle events per channel: 120
RCS: 1.603
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5p-3 B o G2 File analyzed: Data.008

=] OipsS Date analyzed: 24-Dec-2013
N Model: 1nnOn DSD
Analysis type: Manual analysis

Ploidy Mode: First cycle is dipleid

Diploid: 100.00 %
Dip G1: 55.43 % at 54.71
Dip G2: 1.80 % at 101.21
Dip S: 4277 % G2/G1: 1.85
%CV: 12.42

Total S-Phase: 42.77 %
Total B.AAD.: 0.00 % no debris no aqqs

Debris: %

Aggregates: 0.00 %

Modeled events: 4960

All cycle events: 4960

Cvycle events per channel: 104
RCS: 1.526
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