Supplementary Materials

Figure S1. Five remaining EST-SSRs mutated in the repeat motif in Frankliniella occidentalis.
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Repeat motif: TA
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Figure S2. Mutational patterns of EST-SSRs in Frankliniella occidentalis.
(A) microsatellites which have one SSR in the flanking region; (B) microsatellites which
have indels in the flanking region.
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B) WFT66 Repeat motif: ACT
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