Supplemental Materials

Figure S1. Multiple sequence alignment and main domains for the deduced amino
acid sequences of 39 CESA proteins from Physcomitrella paten, Arabidopsis thaliana,
Betula platyphylla, Populus tremuloides and Populus trichocarpa. The two
hypervariable regions (HVRI and HVRII) of the selected CesA gene products were
highly divergent and excluded for the alignment. Shown are the conserved processive
glycosyltransferase motif (D, D, D, QVLRW, black triangles). The GenBank
accession numbers are as follows: PpCESA8(DQ902549), AtCESAL(At4g32410),
AtCESA2(At4939350), AtCESA3(At5905170), AtCESA4(At5944030), AtCESAS5
(At5909870). AtCESAG(At5g64740), AtCESAT7(At5g17420), AtCESA8(At4g18780),
AtCESA9(At2921770),  AtCESA10(At2g25540), BpICESA8  (EU591529),
BpICESA3 (EU591530), BpICESA7 (EU591531), BpICESA4 (EU591532),
PtdCESA1 (AF072131), PtdCESA2 (AY095297), PtdCESA3 (AF527387),
PtdCESA4 (AY162181), PtdCESA5 (AY055724), PtdCESA6 (AY196961),
PtdCESA7 (AY162180), PtiCESAl-A (Pti835809), PtiCESA1-B (Pti763479),
PtiCESA3-A (Pti560520), PtiCESA3-B (Pti576348), PtiCESA3-C (Pti821409),
PtiCESA3-D (Pti706420), PtiCESA4 (Pti553321), PtiCESA6-A (Pti207792),
PtiCESA6-B (Pti819877), PtiCESA6-C (Pti818594), PtiCESA6-D (Pti551308),
PtiCESAG6-E (Pti806784), PtiCESA6-F (Pti784751), PtiCESA7-A (Pti717644),
PtiCESAT7-B (Pti262611), PtiCESA8-A (Pti235238), PtiCESA8-B (Pti555650).
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Figure S2. Gel electrophoresis result of Bplactin and BplCesAs RT-PCR products
from different birch tissues. a showing the stable trancript expression abundance of
Bplactin in leaves (Lanes 1-5) and stem (Lanes 6-10). b showing the specific
amplification of four BplCesAs (in the order of BplCesAl, BplCesA2, BplCesA3 and
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BplCesA4) in leaf (1-4) and stem (5-8) by specific primers.
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