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Figure S1. The established interactions of the most stable conformations of protein-ligand complex 

structures of: A – indomethacin (IND), B – p-coumaric acid (p-CA), and C – ferulic acid (FA) and COX-

1. 
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Figure S2. The established interactions of the most stable conformations of protein-ligand complex 

structures of: A – chlorogenic acid (CA), B – p-hydroxybenzoic acid (p-HBA), and C – synapic acid (SYN) 

and COX-1. 
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Figure S3. The established interactions of the most stable conformations of protein-ligand complex 

structures of: A – chrysoeriol (CHR), B – naringin (NAR), and C – rutin (RU) and COX-1. 
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Figure S4. The established interactions of the most stable conformations of protein-ligand complex 

structures of: A – NS398, B – p-coumaric acid (p-CA), and C – ferulic acid (FA) and COX-2. 
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Figure S5. The established interactions of the most stable conformations of protein-ligand complex 

structures of: A – chlorogenic acid (CA), B – p-hydroxybenzoic acid (p-HBA), and C – synapic acid (SYN) 

and COX-2. 
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Figure S6. The established interactions of the most stable conformations of protein-ligand complex 

structures of: A – chrysoeriol (CHR), B – naringin (NAR), and C – rutin (RU) and COX-2. 

 


