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Bifidobacterium longum subsp. suillum Su 851 AB924514
Bifidobacterium longum subsp. suis LMG 21814 JGZA01000002
A Strain XZ01

Bifidobacterium longum subsp. longum JCM 1217 AP010888
Bifidobacterium lemurum DSM 28807 BDIS01000043
Bifidobacterium eulemuris DSM 100216 MWWZ01000028

subtile DSM 20096 AUFH01000011

Figure S1. Gram staining results (a) and phylogenetic tree (b) of Bifidobacterium

longum subsp. longum XZ01.
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Figure S2. SEM images of S-EPS-1. A. 50 x; B. 100
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x; C. 1000 x;D.3000 x.



Table S1. PCR primer sequences.

Primer name Sequence (5°—3’)
Forward GTGTTCCTACCCCCAATGTGT
GAPDH
Reverse ATTGTCATACCAGGAAATGAGCTT
Forward CTTCAGGCAGGCAGTATCACTC
IL-1B
Reverse TGCAGTTGTCTAATGGGAACGT
Forward CCTACCCCAATTTCCAATGCTC
IL-6
Reverse GGTCTTGGTCCTTAGCCACTC
Forward GATCGGTCCCCAAAGGGATG
TNF-a

Reverse GTGGTTTGTGAGTGTGAGGGT




