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Figure S1. The full scan MS spectrum of NCG standard.
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Figure S2. Product ion m/z 191.0>84.0 chromatogram of NCG in spiked compound feed.
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Figure S3. Product ion m/z 191.0>84.0 chromatogram of NCG in blank compound feed sample.
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Figure S4. Product ion m/z 191.0>130.0 chromatogram of NCG in spiked compound feed.
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Figure S5. Product ion m/z 191.0>130.0 chromatogram of NCG in blank compound feed sample.
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Figure S6. Product ion m/z 191.0>148.0 chromatogram of NCG in spiked compound feed.
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Figure S7. Product ion m/z 191.0>148.0 chromatogram of NCG in blank compound feed sample.
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w10 & [+ES] MRM Frag=50.0% CID@15.0 [191.00000 = §4.00000] NCG+3-3.d
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Figure S8. Product ion m/z 191.0>84.0 chromatogram of NCG in spiked concentrated feed.
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Figure S9. Product ion m/z 191.0>84.0 chromatogram of NCG in blank concentrated feed sample.
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Figure S10. Product ion m/z 191.0>130.0 chromatogram of NCG in spiked concentrated feed.
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Figure S11. Product ion m/z 191.0>130.0 chromatogram of NCG in blank concentrated feed sample.
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Figure S12. Product ion m/z 191.0>148.0 chromatogram of NCG in spiked concentrated feed.
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Figure S13. Product ion m/z 191.0>148.0 chromatogram of NCG in blank concentrated feed sample.
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Figure S14. Product ion m/z 191.0>84.0 chromatogram of NCG in spiked premix.
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Figure S15. Product ion m/z 191.0>84.0 chromatogram of NCG in blank premix sample.
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Figure S16. Product ion m/z 191.0>130.0 chromatogram of NCG in spiked premix.

16

1




w10 & [+ES] MRM Frag=50.0% CID@10.0 [191.00000 = 130.00000] MGk d
1

094
0.8+
0.7+
06+
054
0.4+
034
0.2+
0.1+

i 2 3 4 5 & 37 8 8§ 10 1 12 13 14 15 1B
Counts [%] vs. Acquisition Time [min]

Figure S17. Product ion m/z 191.0>130.0 chromatogram of NCG in blank premix sample.
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Figure S18. Product ion m/z 191.0>148.0 chromatogram of NCG in spiked premix.
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Figure S19. Product ion m/z 191.0>148.0 chromatogram of NCG in blank premix sample.
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Figure S20. Product ion m/z 191.0>84.0 chromatogram of NCG in spiked milk.
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Figure S21. Product ion m/z 191.0>84.0 chromatogram of NCG in blank milk sample.
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Figure $S22. Product ion m/z 191.0>130.0 chromatogram of NCG in spiked milk.
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Figure S23. Product ion m/z 191.0>130.0 chromatogram of NCG in blank milk sample.
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Figure S24. Product ion m/z 191.0>148.0 chromatogram of NCG in spiked milk.
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Figure S25. Product ion m/z 191.0>148.0 chromatogram of NCG in blank milk sample.
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Figure S26. Product ion m/z 191.0>84.0 chromatogram of NCG in spiked serum.
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Figure S27. Product ion m/z 191.0>84.0 chromatogram of NCG in blank serum sample.
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Figure S28. Product ion m/z 191.0>130.0 chromatogram of NCG in spiked serum.
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Figure S29. Product ion m/z 191.0>130.0 chromatogram of NCG in blank serum sample.
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Figure S30. Product ion m/z 191.0>148.0 chromatogram of NCG in spiked serum.
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Figure S31. Product ion m/z 191.0>148.0 chromatogram of NCG in blank serum sample.
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Figure $32. Product ion m/z 191.0>84.0 chromatogram of NCG in spiked meat.
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Figure $33. Product ion m/z 191.0>84.0 chromatogram of NCG in blank meat sample.
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Figure S34. Product ion m/z 191.0>130.0 chromatogram of NCG in spiked meat.
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Figure S35. Product ion m/z 191.0>130.0 chromatogram of NCG in blank meat sample.
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Figure S36. Product ion m/z 191.0>148.0 chromatogram of NCG in spiked meat.
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Figure S37. Product ion m/z 191.0>148.0 chromatogram of NCG in blank meat sample.
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Figure S38. Product ion m/z 191.0>84.0 chromatogram of NCG in spiked liver.
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Figure $39. Product ion m/z 191.0>84.0 chromatogram of NCG in blank liver sample.
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Figure S40. Product ion m/z 191.0>130.0 chromatogram of NCG in spiked liver.
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Figure S41. Product ion m/z 191.0>130.0 chromatogram of NCG in blank liver sample.
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Figure S42. Product ion m/z 191.0>148.0 chromatogram of NCG in spiked liver.
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Figure S43. Product ion m/z 191.0>148.0 chromatogram of NCG in blank liver sample.
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Figure S44. Product ion m/z 191.0>84.0 chromatogram of NCG in spiked kidney.
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Figure S45. Product ion m/z 191.0>84.0 chromatogram of NCG in blank kidney sample.
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Figure S46. Product ion m/z 191.0>130.0 chromatogram of NCG in spiked kidney.

16

20

1




w10 2
1.1
1_
09
03
07
05
05
0.4
03
0z
0.1

o4

+ES| MRM Frag=50.0% CIDe210.0 (191.00000 == 130.00000) NCG4idney-blank.d

1

Figure S47. Product ion m/z 191.0>130.0 chromatogram of NCG in blank kidney sample.
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Figure S48. Product ion m/z 191.0>148.0 chromatogram of NCG in spiked kidney.
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Figure S49. Product ion m/z 191.0>148.0 chromatogram of NCG in blank kidney sample.
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