>sp|P62633|CNBP_HUMAN Cellular nucleic acid-binding protein 0S=Homo sapiens 0X=9606
GN=CNBP PE=1 SV=1

MSSNECFKCGRSGHWARECPTGGGRGRGMRSRGRGGFTSDRGFQFVSSSLPDICYRCGES
GHLAKDCDLQEDACYNCGRGGHIAKDCKEPKREREQCCYNCGKPGHLARDCDHADEQKCY
SCGEFGHIQKDCTKVKCYRCGETGHVAINCSKTSEVNCYRCGESGHLARECTIEATA

>sp|P01344|IGF2 HUMAN Tnsulin-like growth factor IT 0S=Homo sapiens 0X=9606 GN=IGF2 PE=1
SV=1

MGIPMGKSMLVLLTFLAFASCCTAAYRPSETLCGGELVDTLQFVCGDRGFYFSRPASRVS
RRSRGIVEECCFRSCDLALLETYCATPAKSERDVSTPPTVLPDNFPRYPVGKFFQYDTWK
QSTQRLRRGLPALLRARRGHVLAKELEAFREAKRHRPL IALPTQDPAHGGAPPEMASNRK

>sp|P56270|MAZ HUMAN Myc-associated zinc finger protein 0S=Homo sapiens 0X=9606 GN=MAZ
PE=1 SV=1

MFPVFPCTLLAPPFPVLGLDSRGVGGLMNSFPPPQGHAQNPLQVGAELQSRFFASQGCAQ
SPFQAAPAPPPTPQAPAAEPLQVDLLPVLAAAQESAAAAAAAAAAAAAVAAAPPAPAAAS
TVDTAALKQPPAPPPPPPPVSAPAAEAAPPASAATTAAAAATAVVAPTSTVAVAPVASAL
EKKTKSKGPYTCALCAKEFKNGYNLRRHEATHTGAKAGRVPSGAMKMPTMVPLSLLSVPQ
LSGAGGGGGEAGAGGGAAAVAAGGVVTTTASGKR IRKNHACEMCGKAFRDVYHLNRHKLS
HSDEKPYQCPVCQQRFKRKDRMSYHVRSHDGAVHKPYNCSHCGKSFSRPDHLNSHVRQVH
STERPFKCEKCEAAFATKDRLRAHTVRHEEKVPCHVCGKMLSSAY ISDHMKVHSQGPHHV
CELCNKGTGEVCPMAAAAAAAAAAAAAAVAAPPTAVGSLSGAEGVPVSSQPLPSQPW

>sp|P09651 |ROAL HUMAN Heterogeneous nuclear ribonucleoprotein Al 0S=Homo sapiens 0X=9606
GN=HNRNPA1 PE=1 SV=5h

MSKSESPKEPEQLRKLF IGGLSFETTDESLRSHFEQWGTLTDCVVMRDPNTKRSRGFGFV
TYATVEEVDAAMNARPHKVDGRVVEPKRAVSREDSQRPGAHLTVKKIFVGGIKEDTEEHH
LRDYFEQYGKIEVIEIMTDRGSGKKRGFAFVTFDDHDSVDKIVIQKYHTVNGHNCEVRKA
LSKQEMASASSSQRGRSGSGNFGGGRGGGFGGNDNFGRGGNFSGRGGFGGSRGGGGYGGS
GDGYNGFGNDGGYGGGGPGYSGGSRGYGSGGAGYGNQGSGYGGSGSYDSYNNGGGGGEGG
GSGSNFGGGGSYNDFGNYNNQSSNFGPMKGGNFGGRSSGPYGGGGQYFAKPRNQGGYGGS

SSSSSYGSGRRF

>sp|P19338|NUCL HUMAN Nucleolin 0S=Homo sapiens 0X=9606 GN=NCL PE=1 SV=3
MVKLAKAGKNQGDPKKMAPPPKEVEEDSEDEEMSEDEEDDSSGEEVV IPQKKGKKAAATS
AKKVVVSPTKKVAVATPAKKAAVTPGKKAAATPAKKTVTPAKAVTTPGKKGATPGKALVA
TPGKKGAATPAKGAKNGKNAKKEDSDEEEDDDSEEDEEDDEDEDEDEDE TEPAAMKAAAA
APASEDEDDEDDEDDEDDDDDEEDDSEEEAMETTPAKGKKAAKVVPVKAKNVAEDEDEEE
DDEDEDDDDDEDDEDDDDEDDEEEEEEEEEEPVKEAPGKRKKEMAKQKAAPEAKKQKVEG
TEPTTAFNLFVGNLNFNKSAPELKTGISDVFAKNDLAVVDVRIGMTRKFGYVDFESAEDL
EKALELTGLKVFGNEIKLEKPKGKDSKKERDARTLLAKNLPYKVTQDELKEVFEDAAETR
LVSKDGKSKGIAYIEFKTEADAEKTFEEKQGTEIDGRS ISLYYTGEKGQNQDYRGGKNST
WSGESKTLVLSNLSYSATEETLQEVFEKATFIKVPQNQNGKSKGYAFTEFASFEDAKEAL
NSCNKRETEGRATRLELQGPRGSPNARSQPSKTLFVKGLSEDTTEETLKESFDGSVRART



VTDRETGSSKGFGFVDFNSEEDAKAAKEAMEDGE IDGNKVTLDWAKPKGEGGFGGRGGGR
GGFGGRGGGRGGRGGFGGRGRGGFGGRGGFRGGRGGGGDHKPQGKKTKFE

>sp|P06748 || NPM_HUMAN Nucleophosmin 0S=Homo sapiens 0X=9606 GN=NPM1 PE=1 SV=2
MEDSMDMDMSPLRPQNYLFGCELKADKDYHFKVDNDENEHQLSLRTVSLGAGAKDELHIV
EAEAMNYEGSPIKVTLATLKMSVQPTVSLGGFEITPPVVLRLKCGSGPVHISGQHLVAVE
EDAESEDEEEEDVKLLS TSGKRSAPGGGSKVPQKKVKLAADEDDDDDDEEDDDEDDDDDD

FDDEEAEEKAPVKKS TRDTPAKNAQKSNQNGKDSKPSSTPRSKGQESFKKQEKTPKTPKG
PSSVEDIKAKMQASTEKGGSLPKVEAKF INYVKNCFRMTDQEA TQDLWQWRKSL

>sp|P35637|FUS HUMAN RNA-binding protein FUS 0S=Homo sapiens 0X=9606 GN=FUS PE=1 SV=1
MASNDYTQQATQSYGAYPTQPGQGYSQQSSQPYGQASYSGYSQSTDTSGYGASSYSSYGQ
SONTGYGTQSTPQGYGSTGGYGSSQSSQSSYGQASSYPGYGQAPAPSSTSGSYGSSSQSS
SYGQPQSGSYSQQPSYGGAAQASYGAAQSYNPPQGYGQANQYNSSSGGGGGGGGGGNYGQD
QSSMSSGGGSGGGYGNQDRSGGGGSGGYGRQDRGGRGRGGSGGGGGGGGGGYNRSSGGYE
PRGRGGGRGGRGGMGGSDRGGFNKFGGPRDQGSRHDSEQDNSDNNT IFVQGLGENVTIES
VADYFKQIGITKTNKKTGQPMINLYTDRETGKLKGEATVSFDDPPSAKAATDWEDGKEFS
GNPTKVSFATRRADFNRGGGNGRGGRGRGGPMGRGGYGGGGSGGGGRGGFPSGGGGGGGQ
QRAGDWKCPNPTCENMNFSWRNECNQCKAPKPDGPGGGPGGSHMGGNYGDDRRGGRGGYD
RGGYRGRGGDRGGFRGGRGGGDRGGFGPGKMDSRGEHRQDRRERPY

>sp|QINUX5|POTEL HUMAN Protection of telomeres protein 1 0S=Homo sapiens 0X=9606 GN=POT1
PE=1 SV=1
MSLVPATNYTYTPLNQLKGGTIVNVYGVVKFFKPPYLSKGTDYCSVVTIVDQTNVKLTCL
LFSGNYEALPTTYKNGDIVRFHRLKIQVYKKETQGITSSGFASLTFEGTLGAPIIPRTSS
KYFNFTTEDHKMVEALRVWASTHMSPSWTLLKLCDVQPMQYFDLTCQLLGKAEVDGASFL
LKVWDGTRTPFPSWRVLIQDLVLEGDLSHTHRLONLTIDILVYDNHVHVARSLKVGSFLR
TYSLHTKLQSMNSENQTMLSLEFHLHGGTSYGRGIRVLPESNSDVDQLKKDLESANLTAN
QHSDVICQSEPDDSFPSSGSVSLYEVERCQQLSATILTDHQYLERTPLCAILKQKAPQQY
RTRAKLRSYKPRRLFQSVKLHCPKCHLLQEVPHEGDLD I TFQDGATKTPDVKLQNTSLYD
SKIWTTKNQKGRKVAVHFVKNNGILPLSNECLLLIEGGTLSETCKLSNKFENSVIPVRSGH
EDLELLDLSAPFLIQGT ITHHYGCKQCSSLRSTQNLNSLVDKTSWIPSSVAEALGIVPLQY
VEVMTFTLDDGTGVLEAYLMDSDKFFQTPASEVLMDDDLQKSVDMIMDMFCPPGIKIDAY
PWLECFIKSYNVTINGTDNQICYQIFDTTVAEDVI

>sp|P54132|BLM _HUMAN Bloom syndrome protein 0S=Homo sapiens 0X=9606 GN=BLM PE=1 SV=1
MAAVPQNNLQEQLERHSARTLNNKLSLSKPKFSGFTFKKKTSSDNNVSVTNVSVAKTPVL
RNKDVNVTEDFSFSEPLPNTTNQQRVKDFFKNAPAGQETQRGGSKSLLPDFLQTPKEVVC
TTQNTPTVKKSRDTALKKLEFSSSPDSLSTINDWDDMDDFDTSETSKSFVTPPQSHFVRV
STAQKSKKGKRNFFKAQLYTTNTVKTDLPPPSSESEQIDLTEEQKDDSEWLSSDVICIDD
GPIAEVHINEDAQESDSLKTHLEDERDNSEKKKNLEEAELHSTEKVPCIEFDDDDYDTDF
VPPSPEET ISASSSSSKCLSTLKDLDTSDRKEDVLSTSKDLLSKPEKMSMQELNPETSTD
CDARQTSLQQQLTHVMEHICKLIDTIPDDKLKLLDCGNELLQQRNIRRKLLTEVDENKSD
ASLLGSLWRYRPDSLDGPMEGDSCPTGNSMKELNFSHLPSNSVSPGDCLLTTTLGKTGFS



ATRKNLFERPLENTHLQKSFVSSNWAETPRLGKKNESSYFPGNVLTSTAVKDQNKHTAST
NDLERETQPSYDIDNFDIDDFDDDDDWEDIMHNLAASKSSTAAYQPIKEGRPIKSVSERL
SSAKTDCLPVSSTAQNINFSESTIQNYTDKSAQNLASRNLKHERFQSLSFPHTKEMMKIFH
KKFGLHNFRTNQLEAINAALLGEDCF ILMPTGGGKSLCYQLPACVSPGVTVVISPLRSLI
VDQVQKLTSLDIPATYLTGDKTDSEATNIYLQLSKKDPIIKLLYVTPEKICASNRLISTL
ENLYERKLLARFVIDEAHCVSQWGHDFRQDYKRMNMLRQKFPSVPVMALTATANPRVQKD
ILTQLKILRPQVFSMSFNRHNLKYYVLPKKPKKVAFDCLEWIRKHHPYDSGIIYCLSRRE
CDTMADTLQRDGLAALAYHAGLSDSARDEVQQKWINQDGCQV ICATIAFGMGIDKPDVRF
VIHASLPKSVEGYYQESGRAGRDGEISHCLLEYTYHDVTRLKRL IMMEKDGNHHTRETHF
NNLYSMVHYCENITECRRIQLLAYFGENGFNPDFCKKHPDVSCDNCCKTKDYKTRDVTDD
VKSIVRFVQEHSSSQGMRNIKHVGPSGRFTMNMLVDIFLGSKSAKIQSGIFGKGSAYSRH
NAERLFKKLILDKILDEDLYINANDQATAYVMLGNKAQTVLNGNLKVDFMETENSSSVKK
QKALVAKVSQREEMVKKCLGELTEVCKSLGKVFGVHYFNIFNTVTLKKLAESLSSDPEVL
LQIDGVTEDKLEKYGAEVISVLQKYSEWTSPAEDSSPGISLSSSRGPGRSAAEELDEETP
VSSHYFASKTRNERKRKKMPASQRSKRRKTASSGSKAKGGSATCRKISSKTKSSSIIGSS
SASHTSQATSGANSKLGIMAPPKPINRPFLKPSYAFS

>sp|Q9IBX63 |FANCJ HUMAN Fanconi anemia group J protein 0S=Homo sapiens 0X=9606 GN=BRIP1
PE=1 SV=1

MSSMWSEYTIGGVKIYFPYKAYPSQLAMMNS TLRGLNSKQHCLLESPTGSGKSLALLCSA
LAWQQSLSGKPADEGVSEKAEVQLSCCCACHSKDF TNNDMNQGTSRHFENYPSTPPSERNG
TSSTCQDSPEKTTLAAKLSAKKQASTYRDENDDFQVEKKRIRPLETTQQIRKRHCFGTEV
HNLDAKVDSGKTVKLNSPLEKINSFSPQKPPGHCSRCCCSTKQGNSQESSNTTKKDHTGK
SKTPKIYFGTRTHKQTAQITRELRRTAYSGVPMT ILSSRDHTCVHPEVVGNFNRNEKCME
LLDGKNGKSCYFYHGVHKISDQHTLQTFQGMCKAWD TEELVSLGKKLKACPYYTARELTQ
DADITFCPYNYLLDAQIRESMDLNLKEQVVILDEAHNTEDCARESASYSVTEVQLRFARD
ELDSMVNNNTRKKDHEPLRAVCCSLINWLEANAEYLVERDYESACKIWSGNEMLLTLHKM
GITTATFPILQGHFSAVLQKEEKISPIYGKEEAREVPVISASTQIMLKGLFMVLDYLFRQ
NSRFADDYKTATQQTYSWTNQIDISDKNGLLVLPKNKKRSRQKTAVHVLNFWCLNPAVAF
SDINGKVQTIVLTSGTLSPMKSFSSELGVTFTIQLEANHI TKNSQVWVGTIGSGPKGRNL
CATFONTETFEFQDEVGALLLSVCQTVSQGILCFLPSYKLLEKLKERWLSTGLWHNLELV
KTVIVEPQGGEKTNFDELLQVYYDATKYKGEKDGALLVAVCRGKVSEGLDFSDDNARAVT
TIGIPFPNVKDLQVELKRQYNDHHSKLRGLLPGRQWYETQAYRALNQALGRCIRHRNDWG
ALTLVDDRFRNNPSRYTSGLSKWVRQQTQHHSTFESALESLAEFSKKHQKVLNVSIKDRT
NIQDNESTLEVTSLKYSTPPYLLEAASHLSPENFVEDEAKICVQELQCPKI ITKNSPLPS
STTSRKEKNDPVFLEEAGKAEKIVISRSTSPTENKQTKRVSWSSENSLGQYFTGKTPKAT
PELGSSENSASSPPRFKTEKMESKTVLPFTDKCESSNLTVNTSFGSCPQSETITSSLKID
ATLTRKNHSEHPLCSEEALDPDIELSLVSEEDKQSTSNRDFETEAEDESTYFTPELYDPE
DTDEEKNDLAETDRGNRLANNSDCILAKDLFEIRTIKEVDSAREVKAEDCIDTKLNGILH
TEESKIDDIDGNVKTTWINELELGKTHETETKNFKPSPSKNKGMFPGFK

>sp|Q9H2U1 |DHX36 HUMAN ATP-dependent RNA helicase DHX36 0S=Homo sapiens 0X=9606 GN=DHX36
PE=1 SV=2
MSYDYHQNWGRDGGPRSSGGGYGGGPAGGHGGNRGSGGGGGGGGGGRGGRGRHPGHLKGR



ETGMWYAKKQGQKNKEAERQERAVVHMDERREEQTVQLLNSVQAKNDKESEAQISWFAPE
DHGYGTEVSTKNTPCSENKLDIQEKKLINQEKKMFRIRNRSY IDRDSEYLLQENEPDGTL
DQKLLEDLQKKKNDLRY IEMQHFREKLPSYGMQKELVNLIDNHQVTVISGETGCGKTTQV
TQFTLDNYTERGKGSACRIVCTQPRRISATSVAERVAAERAESCGSGNSTGYQIRLQSRL
PRKQGSILYCTTGIILQWLQSDPYLSSVSHIVLDEIHERNLQSDVLMTVVKDLLNFRSDL
KVILMSATLNAEKFSEYFGNCPMIHIPGFTFPVVEYLLEDVIEKIRYVPEQKEHRSQFKR
GFMQGHVNRQEKEEKEATYKERWPDYVRELRRRYSASTVDVIEMMEDDKVDLNLIVALIR
YIVLEEEDGAILVFLPGWDNISTLHDLLMSQVMFKSDKFLITPLHSLMPTVNQTQVEKRT
PPGVRKIVIATNTIAETSITIDDVVYVIDGGKIKETHFDTQNNTSTMSAEWVSKANAKQRK
GRAGRVQPGHCYHLYNGLRASLLDDYQLPEILRTPLEELCLQIKILRLGGIAYFLSRLMD
PPSNEAVLLSTRHLMELNALDKQEELTPLGVHLARLPVEPHIGKMILFGALFCCLDPVLT
TAASLSFKDPFVIPLGKEK IADARRKELAKDTRSDHLTVVNAFEGWEEARRRGFRYEKDY
CWEYFLSSNTLQMLHNMKGQFAEHLLGAGFVSSRNPKDPESNINSDNEKT IKAVICAGLY
PKVAKTRLNLGKKRKMVKVYTKTDGLVAVHPKSVNVEQTDFHYNWLTYHLKMRTSSTYLY
DCTEVSPYCLLFFGGDISIQKDNDQETIAVDEWIVFQSPARTAHLVKELRKELDILLQEK
TESPHPVDWNDTKSRDCAVLSATIDLIKTQEKATPRNFPPRFQDGYYS

>sp|P15692 | VEGFA HUMAN Vascular endothelial growth factor
GN=VEGFA PE=1 SV=2
MNFLLSWVHWSLALLLYLHHAKWSQAAPMAEGGGQNHHEVVKFMDVYQRSYCHPIETLVD
IFQEYPDEIEYIFKPSCVPLMRCGGCCNDEGLECVPTEESNI TMQIMR IKPHQGQHIGEM
SFLQHNKCECRPKKDRARQEKKSVRGKGKGQKRKRKKSRYKSWSVYVGARCCLMPWSLPG
PHPCGPCSERRKHLFVQDPQTCKCSCKNTDSRCKARQLELNERTCRCDKPRR

A O0S=Homo sapiens 0X=9606

>sp|P08047|SP1 HUMAN Transcription factor Spl 0S=Homo sapiens 0X=9606 GN=SP1 PE=1 SV=3

MSDQDHSMDEMTAVVKIEKGVGGNNGGNGNGGGAFSQARSSSTGSSSSTGGGGRESQPSP
LALLAATCSRIESPNENSNNSQGPSQSGGTGELDLTATQLSQGANGWQIISSSSGATPTS
KEQSGSSTNGSNGSESSKNRTVSGGQYVVAAAPNLONQQVLTGLPGVMPNIQYQVIPQFQ
TVDGQQLQFAATGAQVQQADGSGRIQI TPGANQQI ITNRGSGGNI TAAMPNLLQQAVPLQG
LANNVLSGQTQYVTNVPVALNGNITLLPVNSVSAATLTPSSQAVTISSSGSQESGSQPVT
SGTTISSASLVSSQASSSSFETNANSYSTTTTTSNMGIMNETTSGSSGTNSQGQTPQRVS
GLQGSDALNIQANQTSGGSLQAGQQKEGEQNQQTQQQQILIQPQLVQGGRALQALQAAPL
SGQTFTTQATISQETLQNLQLQAVPNSGPITIRTPTVGPNGQVSWQTLQLQNLQVQNPQAQ
TITLAPMQGVSLGQTSSSNTTLTPIASAASIPAGTVTVNAAQLSSMPGLQTINLSALGTS
GIQVHPIQGLPLATANAPGDHGAQLGLHGAGGDG IHDDTAGGEEGENSPDAQPQAGRRTR
REACTCPYCKDSEGRGSGDPGKKKQHICHIQGCGKVYGKTSHLRAHLRWHTGERPFMCTW
SYCGKRFTRSDELQRHKRTHTGEKKFACPECPKRFMRSDHLSKHIKTHQNKKGGPGVALS
VGTLPLDSGAGSEGSGTATPSALITTNMVAMEATICPEGIARLANSGINVMQVADLQSINT
SGNGF

>sp|P38398|BRCA1 HUMAN Breast cancer type 1 susceptibility protein 0S=Homo sapiens 0X=9606

GN=BRCA1 PE=1 SV=2
MDLSALRVEEVQNVINAMQKILECPICLELIKEPVSTKCDHIFCKFCMLKLLNQKKGPSQ
CPLCKNDITKRSLQESTRFSQLVEELLKITICAFQLDTGLEYANSYNFAKKENNSPEHLKD



EVSTIQSMGYRNRAKRLLQSEPENPSLQETSLSVQLSNLGTVRTLRTKQRIQPQKTSVYI
ELGSDSSEDTVNKATYCSVGDQELLQITPQGTRDEISLDSAKKAACEFSETDVTNTEHHQ
PSNNDLNTTEKRAAERHPEKYQGSSVSNLHVEPCGTNTHASSLQHENSSLLLTKDRMNVE
KAEFCNKSKQPGLARSQHNRWAGSKETCNDRRTPSTEKKVDLNADPLCERKEWNKQKLPC
SENPRDTEDVPWITLNSSIQKVNEWFSRSDELLGSDDSHDGESESNAKVADVLDVLNEVD
EYSGSSEKIDLLASDPHEALTCKSERVHSKSVESNIEDKTFGKTYRKKASLPNLSHVTEN
LIIGAFVTEPQITQERPLTNKLKRKRRPTSGLHPEDFIKKADLAVQKTPEMINQGTNQTE
QNGQVMNTTNSGHENKTKGDS TQNEKNPNP TESLEKESAFKTKAEPTSSSTSNMELELNT
HNSKAPKKNRLRRKSSTRHTHALELVVSRNLSPPNCTELQIDSCSSSEE TKKKKYNQMPV
RHSRNLQLMEGKEPATGAKKSNKPNEQTSKRHDSDTFPELKLTNAPGSFTKCSNTSELKE
FVNPSLPREEKEEKLETVKVSNNAEDPKDLMLSGERVLQTERSVESSSTSLVPGTDYGTQ
ESTSLLEVSTLGKAKTEPNKCVSQCAAFENPKGLIHGCSKDNRNDTEGFKYPLGHEVNHS
RETSIEMEESELDAQYLQNTFKVSKRQSFAPFSNPGNAEEECATFSAHSGSLKKQSPKVT
FECEQKEENQGKNESNTKPVQTVNITAGFPVVGQKDKPVDNAKCS TKGGSRFCLSSQFRG
NETGLITPNKHGLLQNPYRIPPLFPIKSFVKTKCKKNLLEENFEEHSMSPEREMGNENIP
STVSTISRNNIRENVFKEASSSNINEVGSSTNEVGSSINEIGSSDENIQAELGRNRGPKL
NAMLRLGVLQPEVYKQSLPGSNCKHPEIKKQEYEEVVQTVNTDFSPYLISDNLEQPMGSS
HASQVCSETPDDLLDDGEIKEDTSFAENDIKESSAVFSKSVQKGELSRSPSPFTHTHLAQ
GYRRGAKKLESSEENLSSEDEELPCFQHLLFGKVNNIPSQSTRHSTVATECLSKNTEENL
LSLKNSLNDCSNQVILAKASQEHHLSEETKCSASLFSSQCSELEDLTANTNTQDPFLIGS
SKQMRHQSESQGVGLSDKELVSDDEERGTGLEENNQEEQSMDSNLGEAASGCESETSVSE
DCSGLSSQSDILTTQQRDTMQHNL IKLQQEMAELEAVLEQHGSQPSNSYPSITSDSSALE
DLRNPEQSTSEKAVLTSQKSSEYPISQNPEGLSADKFEVSADSSTSKNKEPGVERSSPSK
CPSLDDRWYMHSCSGSLQNRNYPSQEELIKVVDVEEQQLEESGPHDLTETSYLPRQDLEG
TPYLESGISLFSDDPESDPSEDRAPESARVGNIPSSTSALKVPQLKVAESAQSPAAAHTT
DTAGYNAMEESVSREKPELTASTERVNKRMSMVVSGLTPEEFMLVYKFARKHHITLTNLI
TEETTHVVMKTDAEFVCERTLKYFLGIAGGKWVVSYFWVTQS IKERKMLNEHDFEVRGDV
VNGRNHQGPKRARESQDRKIFRGLEICCYGPFTNMPTDQLEWMVQLCGASVVKELSSFTL
GTGVHPIVVVQPDAWTEDNGFHAIGQMCEAPVVTREWVLDSVALYQCQELDTYLIPQIPH
SHY

>sp|P11387|TOP1 HUMAN DNA topoisomerase 1 0S=Homo sapiens 0X=9606 GN=TOP1 PE=1 SV=2
MSGDHLHNDSQIEADFRLNDSHKHKDKHKDREHRHKEHKKEKDREKSKHSNSEHKDSEKK
HKEKEKTKHKDGSSEKHKDKHKDRDKEKRKEEKVRASGDAKTKKEKENGFSSPPQIKDEP
EDDGYFVPPKED TKPLKRPRDEDDADYKPKK IKTEDTKKEKKRKLEEEEDGKLKKPKNKD
KDKKVPEPDNKKKKPKKEEEQKWKWWEEERYPEG I KWKFLEHKGPVFAPPYEPLPENVKF
YYDGKVMKLSPKAEEVATFFAKMLDHEY TTKE IFRKNFFKDWRKEMTNEEKNT T TNLSKC
DFTQMSQYFKAQTEARKQMSKEEKLK TKEENEKLLKEYGFCIMDNHKERTANFKTEPPGL
FRGRGNHPKMGMLKRRIMPEDT I INCSKDAKVPSPPPGHKWKEVRHDNKVTWLVSWTENT
QGSTIKYTMLNPSSRIKGEKDWQKYETARRLKKCVDK TRNQYREDWKSKEMKVRQRAVALY
FIDKLALRAGNEKEEGETADTVGCCSLRVEHINLHPELDGQEYVVEFDFLGKDSIRYYNK
VPVEKRVFKNLQLFMENKQPEDDLEDRLNTGILNKHLQDLMEGLTAKVFRTYNASITLQQ
QLKELTAPDENTPAKTLSYNRANRAVATLCNHQRAPPKTFEKSMMNLQTKIDAKKEQLAD
ARRDLKSAKADAKVMKDAKTKKVVESKKKAVQRLEEQLMKLEVQATDREENKQIALGTSK



LNYLDPRITVAWCKKWGVPIEKIYNKTQREKFAWAIDMADEDYEF

>sp|P09874 |PARP1 HUMAN Poly [ADP-ribose] polymerase 1 0S=Homo sapiens 0X=9606 GN=PARP1
PE=1 SV=4
MAESSDKLYRVEYAKSGRASCKKCSES ITPKDSLRMA IMVQSPMFDGKVPHWYHFSCFWKV
GHSTRHPDVEVDGFSELRWDDQQKVKKTAEAGGVTGKGQDGIGSKAEKTLGDFAAEYAKS
NRSTCKGCMEKIEKGQVRLSKKMVDPEKPQLGMIDRWYHPGCFVKNREELGFRPEYSASQ
LKGFSLLATEDKEALKKQLPGVKSEGKRKGDEVDGVDEVAKKKSKKEKDKDSKLEKALKA
QNDLIWNTKDELKKVCSTNDLKELLIFNKQQVPSGESATLDRVADGMVFGALLPCEECSG
QLVFKSDAYYCTGDVTAWTKCMVKTQTPNRKEWVTPKEFREISYLKKLKVKKQDRIFPPE
TSASVAATPPPSTASAPAAVNSSASADKPLSNMKILTLGKLSRNKDEVKAMIEKLGGKLT
GTANKASLCISTKKEVEKMNKKMEEVKEANIRVVSEDFLQDVSASTKSLQELFLAHILSP
WGAEVKAEPVEVVAPRGKSGAALSKKSKGQVKEEGINKSEKRMKLTLKGGAAVDPDSGLE
HSAHVLEKGGKVFSATLGLVDIVKGTNSYYKLQLLEDDKENRYWIFRSWGRVGTVIGSNK
LEQMPSKEDATEHFMKLYEEKTGNAWHSKNFTKYPKKFYPLEIDYGQDEEAVKKLTVNPG
TKSKLPKPVQDLIKMIFDVESMKKAMVEYE IDLQKMPLGKLSKRQIQAAYSILSEVQQAV
SQGSSDSQILDLSNRFYTLIPHDFGMKKPPLLNNADSVQAKVEMLDNLLDIEVAYSLLRG
GSDDSSKDPIDVNYEKLKTDIKVVDRDSEEAEI IRKYVKNTHATTHNAYDLEVIDIFKIE
REGECQRYKPFKQLHNRRLLWHGSRTTNFAGILSQGLRTAPPEAPVTGYMFGKGIYFADM
VSKSANYCHTSQGDPIGLILLGEVALGNMYELKHASHISKLPKGKHSVKGLGKTTPDPSA
NISLDGVDVPLGTGISSGVNDTSLLYNEYIVYDIAQVNLKYLLKLKFNFKTSLW

>sp|P04637 |P53 HUMAN Cellular tumor antigen p53 0S=Homo sapiens 0X=9606 GN=TP53 PE=1 SV=4
MEEPQSDPSVEPPLSQETFSDLWKLLPENNVLSPLPSQAMDDLMLSPDDTEQWETEDPGP
DEAPRMPEAAPPVAPAPAAPTPAAPAPAPSWPLSSSVPSQKTYQGSYGFRLGFLHSGTAK
SVTCTYSPALNKMFCQLAKTCPVQLWVDSTPPPGTRVRAMATYKQSQHMTEVVRRCPHHE
RCSDSDGLAPPQHLTRVEGNLRVEYLDDRNTFRHSVVVPYEPPEVGSDCTTIHYNYMCNS
SCMGGMNRRPILTIITLEDSSGNLLGRNSFEVRVCACPGRDRRTEEENLRKKGEPHHELP
PGSTKRALPNNTSSSPQPKKKPLDGEYFTLQIRGRERFEMFRELNEALELKDAQAGKEPG
GSRAHSSHLKSKKGQSTSRHKKLMFKTEGPDSD

>sp|Q16666| IF16 HUMAN Gamma—interferon—inducible protein 16 0S=Homo sapiens 0X=9606
GN=IFI16 PE=1 SV=3
MGKKYKNIVLLKGLEVINDYHFRMVKSLLSNDLKLNLKMREEYDKIQITADLMEEKFRGDA
GLGKLIKIFEDIPTLEDLAETLKKEKLKVKGPALSRKRKKEVDATSPAPSTSSTVKTEGA
EATPGAQKRKKSTKEKAGPKGSKVSEEQTQPPSPAGAGMSTAMGRSPSPKTSLSAPPNSS
STENPKTVAKCQVTPRRNVLQKRPVIVKVLSTTKPFEYETPEMEKK IMFHATVATQTQFF
HVKVLNTSLKEKFNGKKITIISDYLEYDSLLEVNEESTVSEAGPNQTFEVPNKI INRAKE
TLKIDILHKQASGNIVYGVFMLHKKTVNQKTTIYEIQDDRGKMDVVGTGQCHNIPCEEGD
KLQLFCFRLRKKNQMSKLISEMHSFIQTKKKTNPRNNDPKSMKLPQEQRQLPYPSEASTT
FPESHLRTPQMPPTTPSSSFETKKSEDT ISKMNDFMRMQILKEGSHFPGPFMTSIGPAES
HPHTPQMPPSTPSSSFLTTKSEDT I SKMNDFMRMQILKEGSHFPGPFMTS TGPAESHPHT
POQMPPSTPSSSFLTTLKPRLKTEPEEVS TEDSAQSDLKEVMVLNATESFVYEPKEQKKME
HATVATENEVFRVKVENIDLKEKFTPKKITATANYVCRNGFLEVYPFTLVADVNADRNME



TPKGLIRSASVTPKINQLCSQTKGSFVNGVFEVHKKNVRGEFTYYETQDNTGKMEVVVHG
RLTTINCEEGDKLKLTCFELAPKSGNTGELRSVIHSHIKVIKTRKNKKDILNPDSSMETS
PDFFF

>sp| 094761 |RECQ4 HUMAN ATP-dependent DNA helicase Q4 0S=Homo sapiens 0X=9606 GN=RECQL4
PE=1 SV=2
MERLRDVRERLQAWERAFRRQRGRRPSQDDVEAAPEETRALYREYRTLKRT TGQAGGGLR
SSESLPAAAEEAPEPRCWGPHLNRAATKSPQSTPGRSRQGSVPDYGQRLKANLKGTLQAG
PALGRRPWPLGRASSKASTPKPPGTGPVPSFAEKVSDEPPQLPEPQPRPGRLQHLQASLS
QRLGSLDPGWLQRCHSEVPDFLGAPKACRPDLGSEESQLLIPGESAVLGPGAGSQGPEAS
AFQEVSIRVGSPQPSSSGGEKRRWNEEPWESPAQVQQESSQAGPPSEGAGAVAVEEDPPG
EPVQAQPPQPCSSPSNPRYHGLSPSSQARAGKAEGTAPLHIFPRLARHDRGNYVRLNMKQ
KHYVRGRALRSRLLRKQAWKQKWRKKGECFGGGGATVTTKESCFLNEQFDHWAAQCPRPA
SEEDTDAVGPEPLVPSPQPVPEVPSLDPTVLPLYSLGPSGQLAETPAEVFQALEQLGHQA
FRPGQERAVMRILSGISTLLVLPTGAGKSLCYQLPALLYSRRSPCLTLVVSPLLSLMDDQ
VSGLPPCLKAACTHSGMTRKQRESVLQKTRAAQVHVLMLTPEALVGAGGLPPAAQLPPVA
FACTDEAHCLSQWSHNFRPCYLRVCKVLRERMGVHCFLGLTATATRRTASDVAQHLAVAE
EPDLHGPAPVPTNLHLSVSMDRDTDQALLTLLQGKRFQNLDSTTTYCNRREDTERIAALL
RTCLHAAWVPGSGGRAPKTTAEAYHAGMCSRERRRVQRAFMQGQLRVVVATVAFGMGLDR
PDVRAVLHLGLPPSFESYVQAVGRAGRDGQPAHCHLFLQPQGEDLRELRRHVHADSTDFL
AVKRLVQRVFPACTCTCTRPPSEQEGAVGGERPVPKYPPQEAEQLSHQAAPGPRRVCMGH
ERALPIQLTVQALDMPEEAIETLLCYLELHPHHWLELLATTYTHCRLNCPGGPAQLQALA
HRCPPLAVCLAQQLPEDPGQGSSSVEFDMVKLVDSMGWELASVRRALCQLQWDHEPRTGV
RRGTGVLVEFSELAFHLRSPGDLTAEEKDQICDFLYGRVQARERQALARLRRTFQAFHSV
AFPSCGPCLEQQDEERSTRLKDLLGRYFEEEEGQEPGGMEDAQGPEPGQARLQDWEDQVR
CDIRQFLSLRPEEKFSSRAVARTFHGIGSPCYPAQVYGQDRRFWRKYLHLSFHALVGLAT
EELLQVAR

>sp|Q07864 |DPOE1 HUMAN DNA polymerase epsilon catalytic subunit A 0S=Homo sapiens 0X=9606
GN=POLE PE=1 SV=5
MSLRSGGRRRADPGADGEASRDDGATSSVSALKRLERSQWTDKMDLRFGFERLKEPGEKT
GWLINMHPTEILDEDKRLGSAVDYYFIQDDGSRFKVALPYKPYFY TATRKGCEREVSSFL
SKKFQGKTAKVETVPKEDLDLPNHLVGLKRNY IRLSFHTVEDLVKVRKEISPAVKKNREQ
DHASDAYTALLSSVLQRGGVITDEEETSKKTADQLDNIVDMREYDVPYHIRLSIDLKIHV
AHWYNVRYRGNAFPVEITRRDDLVERPDPVVLAFDIETTKLPLKFPDAETDQIMMISYMI
DGQGYLITNREIVSEDIEDFEFTPKPEYEGPFCYFNEPDEAHLIQRWFEHVQETKPT IMV
TYNGDFFDWPFVEARAAVHGLSMQQEIGFQKDSQGEYKAPQCTHMDCLRWVKRDSYLPVG
SHNLKAAAKAKLGYDPVELDPEDMCRMATEQPQTLATYSVSDAVATYYLYMKYVHPFTFA
LCTITPMEPDEVLRKGSGTLCEALLMVQAFHANT IFPNKQEQEFNKLTDDGHVLDSETYV
GGHVEALESGVFRSDTPCRFRMNPAAFDFLLQRVEKTLRHALEEEEKVPVEQVTNFEEVC
DEIKSKLASLKDVPSRIECPLIYHLDVGAMYPNI ILTNRLQPSAMVDEATCAACDENKPG
ANCQRKMAWQWRGEFMPASRSEYHRIQHQLESEKFPPLFPEGPARAFHELSREEQAKYEK
RRLADYCRKAYKKTHITKVEERLTTICQRENSFYVDTVRAFRDRRYEFKGLHKVWKKKLS
AAVEVGDAAEVKRCKNMEVLYDSLQLAHKCTLNSFYGYVMRKGARWYSMEMAGIVCFTGA



NIITQARELIEQIGRPLELDTDGIWCVLPNSFPENFVFKTTNVKKPKVTISYPGAMLNIM
VKEGFTNDQYQELAEPSSLTYVTRSENSIFFEVDGPYLAMILPASKEEGKKLKKRYAVEN
EDGSLAELKGFEVKRRGELQL IKIFQSSVFEAFLKGSTLEEVYGSVAKVADYWLDVLYSK
AANMPDSELFELISENRSMSRKLEDYGEQKSTSISTAKRLAEFLGDQMVKDAGLSCRYI I
SRKPEGSPVTERATPLATFQAEPTVRKHFLRKWLKSSSLQDFDIRATLDWDYYIERLGSA
TQKIITIPAALQQVKNPVPRVKHPDWLHKKLLEKNDVYKQKK ISELFTLEGRRQVTMAEA
SEDSPRPSAPDMEDFGLVKLPHPAAPVTVKRKRVLWESQEESQDLTPTVPWQEILGQPPA
LGTSQEEWLVWLRFHKKKWQLQARQRLARRKRQRLESAEGVLRPGATRDGPATGLGSFLR
RTARSILDLPWQIVQISETSQAGLFRLWALVGSDLHCIRLSIPRVEFYVNQRVAKAEEGAS
YRKVNRVLPRSNMVYNLYEYSVPEDMYQEHINEINAELSAPDIEGVYETQVPLLFRALVH
LGCVCVVNKQLVRHLSGWEAETFALEHLEMRSLAQFSYLEPGSTRHIYLYHHAQAHKALF
GIFIPSQRRASVFVLDTVRSNQMPSLGALYSAEHGLLLEKVGPELLPPPKHTFEVRAETD
LKTICRAIQRFLLAYKEERRGPTLIAVQSSWELKRLASEIPVLEEFPLVPICVADKINYG
VLDWQRHGARRMIRHYLNLDTCLSQAFEMSRYFHIPIGNLPEDISTFGSDLFFARHLQRH
NHLLWLSPTARPDLGGKEADDNCLVMEFDDQATVEINSSGCYSTVCVELDLQNLAVNTIL
QSHHVNDMEGADSMG ISFDVIQQASLEDMITGGQAASAPASYDETALCSNTFRILKSMVV
GWVKEITQYHNIYADNQVMHFYRWLRSPSSLLHDPALHRTLHNMMKKLFLQLIAEFKRLG
SSVIYANFNRITLCTKKRRVEDATAYVEYITSSIHSKETFHSLTISFSRCWEFLLWMDPS
NYGGIKGKVSSRIHCGLQDSQKAGGAEDEQENEDDEEERDGEEEEEAEESNVEDLLENNW
NILQFLPQAASCQNYFLMIVSAYIVAVYHCMKDGLRRSAPGSTPVRRRGASQLSQEAEGA
VGALPGMITFSQDYVANELTQSFFTITQKIQKKVTGSRNSTELSEMFPVLPGSHLLLNNP
ALEFIKYVCKVLSLDTNITNQVNKLNRDLLRLVDVGEFSEEAQFRDPCRSYVLPEVICRS
CNFCRDLDLCKDSSFSEDGAVLPQWLCSNCQAPYDSSATEMTLVEVLQKKLMAFTLQDLV
CLKCRGVKETSMPVYCSCAGDFALTIHTQVFMEQIGIFRNIAQHYGMSYLLETLEWLLQK
NPQLGH

>sp|Q9Y253 |POLH HUMAN DNA polymerase eta 0S=Homo sapiens 0X=9606 GN=POLH PE=1 SV=1
MATGQDRVVALVDMDCFFVQVEQRQNPHLRNKPCAVVQYKSWKGGGI TAVSYEARAFGVT
RSMWADDAKKLCPDLLLAQVRESRGKANLTKYREASVEVME IMSRFAVIERASTIDEAYVD
LTSAVQERLQKLQGQPISADLLPSTYIEGLPQGPTTAEETVQKEGMRKQGLFQWLDSLQT
DNLTSPDLQLTVGAVIVEEMRAATERETGFQCSAGISHNKVLAKLACGLNKPNRQTLVSH
GSVPQLFSQMPTRKIRSLGGKLGASVIETLGIEYMGELTQFTESQLQSHFGEKNGSWLYA
MCRGIEHDPVKPRQLPKTIGCSKNFPGKTALATREQVQWWLLQLAQELEERLTKDRNDND
RVATQLVVSIRVQGDKRLSSLRRCCALTRYDAHKMSHDAFTVIKNCNTSGIQTEWSPPLT
MLFLCATKFSASAPSSSTDITSFLSSDPSSLPKVPVTSSEAKTQGSGPAVTATKKATTSL
ESFFQKAAERQKVKEASLSSLTAPTQAPMSNSPSKPSLPFQTSQSTGTEPFFKQKSLLLK
QKQLNNSSVSSPQQNPWSNCKALPNSLPTEYPGCVPVCEGVSKLEESSKATPAEMDLAHN
SQSMHASSASKSVLEVTQKATPNPSLLAAEDQVPCEKCGSLVPVWDMPEHMDYHFALELQ
KSFLQPHSSNPQVVSAVSHQGKRNPKSPLACTNKRPRPEGMQTLESFFKPLTH

>sp|P55265|DSRAD HUMAN Double-stranded RNA-specific adenosine deaminase 0S=Homo sapiens
0X=9606 GN=ADAR PE=1 SV=4

MNPRQGYSLSGYYTHPFQGYEHRQLRYQQPGPGSSPSSFLLKQIEFLKGQLPEAPVIGKQ
TPSLPPSLPGLRPRFPVLLASSTRGRQVDIRGVPRGVHLRSQGLQRGFQHPSPRGRSLPQ



RGVDCLSSHFQELSTYQDQEQRILKFLEELGEGKATTAHDLSGKLGTPKKEINRVLYSLA
KKGKLQKEAGTPPLWKIAVSTQAWNQHSGVVRPDGHSQGAPNSDPSLEPEDRNSTSVSED
LLEPFIAVSAQAWNQHSGVVRPDSHSQGSPNSDPGLEPEDSNSTSALEDPLEFLDMAETK
EKTCDYLFNVSDSSALNLAKNTGLTKARDINAVLIDMERQGDVYRQGTTPPIWHLTDKKR
ERMQIKRNTNSVPETAPAATPETKRNAEFLTCNIPTSNASNNMVTTEKVENGQEPVIKLE
NRQEARPEPARLKPPVHYNGPSKAGYVDFENGQWATDDIPDDLNS IRAAPGEFRAIMEMP
SFYSHGLPRCSPYKKLTECQLKNPISGLLEYAQFASQTCEFNMIEQSGPPHEPRFKFQVV
INGREFPPAEAGSKKVAKQDAAMKAMT ILLEEAKAKDSGKSEESSHYSTEKESEKTAESQ
TPTPSATSFFSGKSPVTTLLECMHKLGNSCEFRLLSKEGPAHEPKFQYCVAVGAQTFPSV
SAPSKKVAKQMAAEEAMKALHGEATNSMASDNQPEGMISESLDNLESMMPNKVRKIGELV
RYLNTNPVGGLLEYARSHGFAAEFKLVDQSGPPHEPKEVYQAKVGGRWEFPAVCAHSKKQG
KQEAADAALRVLIGENEKAERMGFTEVTPVTGASLRRTMLLLSRSPEAQPKTLPLTGSTF
HDQIAMLSHRCFNTLTNSFQPSLLGRKILAAT IMKKDSEDMGVVVSLGTGNRCVKGDSLS
LKGETVNDCHAETISRRGFIRFLYSELMKYNSQTAKDSIFEPAKGGEKLQIKKTVSFHLY
ISTAPCGDGALFDKSCSDRAMESTESRHYPVFENPKQGKLRTKVENGEGTIPVESSDIVP
TWDGIRLGERLRTMSCSDKILRWNVLGLQGALLTHFLQPIYLKSVTLGYLFSQGHLTRAT
CCRVTRDGSAFEDGLRHPFIVNHPKVGRVSIYDSKRQSGKTKETSVNWCLADGYDLEILD
GTRGTVDGPRNELSRVSKKNIFLLFKKLCSFRYRRDLLRLSYGEAKKAARDYETAKNYFK
KGLKDMGYGNWISKPQEEKNFYLCPV

>sp| Q16236 |NF2L2 HUMAN Nuclear factor erythroid 2-related factor 2 0S=Homo sapiens 0X=9606
GN=NFE2L2 PE=1 SV=3
MMDLELPPPGLPSQQDMDLIDILWRQDIDLGVSREVEDFSQRRKEYELEKQKKLEKERQE
QLQKEQEKAFFAQLQLDEETGEFLPTQPAQHIQSETSGSANYSQVAHTPKSDALYFDDCM
QLLAQTFPFVDDNEVSSATFQSLVPDIPGHIESPVFTATNQAQSPETSVAQVAPVDLDGM
QQDIEQVWEELLSIPELQCLNTENDKLVETTMVPSPEAKLTEVDNYHFYSSTPSMEKEVG
NCSPHFLNAFEDSFSSTLSTEDPNQLTVNSLNSDATVNTDFGDEFYSAFTAEPSTSNSMP
SPATLSHSLSELLNGPIDVSDLSLCKAFNQNHPESTAEFNDSDSGISLNTSPSVASPEHS
VESSSYGDTLLGLSDSEVEELDSAPGSVKQNGPKTPVHSSGDMVQPLSPSQGQSTHVHDA
QCENTPEKELPVSPGHRKTPFTKDKHSSRLEAHLTRDELRAKALHTPFPVEKT INLPVVD
FNEMMSKEQFNEAQLALTRDTRRRGKNKVAAQNCRKRKLENTVELEQDLDHLKDEKEKLL
KEKGENDKSLHLLKKQLSTLYLEVFSMLRDEDGKPYSPSEYSLQQTRDGNVFLVPKSKKP
DVKKN

>sp|P19447 |ERCC3 HUMAN General transcription and DNA repair factor IIH helicase subunit
XPB 0S=Homo sapiens 0X=9606 GN=ERCC3 PE=1 SV=1
MGKRDRADRDKKKSRKRHYEDEEDDEEDAPGNDPQEAVPSAAGKQVDESGTKVDEYGAKD
YRLQMPLKDDHTSRPLWVAPDGHIFLEAFSPVYKYAQDFLVATAEPVCRPTHVHEYKLTA
YSLYAAVSVGLQTSDITEYLRKLSKTGVPDGIMQF IKLCTVSYGKVKLVLKHNRYFVESC
HPDVIQHLLQDPVIRECRLRNSEGEATELITETFTSKSATSKTAESSGGPSTSRVTDPQG
KSDIPMDLFDFYEQMDKDEEEEEETQTVSFEVKQEMIEELQKRCTHLEYPLLAEYDFRND
SVNPDINTDLKPTAVLRPYQEKSLRKMFGNGRARSGVIVLPCGAGKSLVGVTAACTVRKR
CLVLGNSAVSVEQWKAQFKMWSTIDDSQTCRFTSDAKDKPTGCSVATSTYSMLGHTTKRS
WEAERVMEWLKTQEWGLMILDEVHT IPAKMFRRVLT IVQAHCKLGLTATLVREDDKIVDL



NFLIGPKLYEANWMELQNNGY IAKVQCAEVWCPMSPEFYREYVATKTKKRILLYTMNPNK
FRACQFLIKFHERRNDKITVFADNVFALKEYATRLNKPYIYGPTSQGERMQILQNFKHNP
KINTIFISKVGDTSFDLPEANVLIQISSHGGSRRQEAQRLGRVLRAKKGMVAEEYNAFFY
SLVSQDTQEMAYSTKRQRFLVDQGYSFKVITKLAGMEEEDLAFSTKEEQQQLLQKVLAAT
DLDAEEEVVAGEFGSRSSQASRRFGTMSSMSGADDTVYMEYHSSRSKAPSKHVHPLFKRF
RK

>sp|P18074|ERCC2 HUMAN General transcription and DNA repair factor ITH helicase subunit
XPD 0S=Homo sapiens 0X=9606 GN=ERCC2 PE=1 SV=1
MKLNVDGLLVYFPYDYIYPEQFSYMRELKRTLDAKGHGVLEMPSGTGKTVSLLALIMAYQ
RAYPLEVTKLIYCSRTVPEIEKVIEELRKLLNFYEKQEGEKLPFLGLALSSRKNLCIHPE
VTPLRFGKDVDGKCHSLTASYVRAQYQHDTSLPHCRFYEEFDAHGREVPLPAGIYNLDDL
KALGRRQGWCPYFLARYSITLHANVVVYSYHYLLDPKTADLVSKELARKAVVVEDEAHNID
NVCIDSMSVNLTRRTLDRCQGNLETLQKTVLRIKETDEQRLRDEYRRLVEGLREASAARE
TDAHLANPVLPDEVLQEAVPGSIRTAEHFLGFLRRLLEYVKWRLRVQHVVQESPPAFLSG
LAQRVCIQRKPLRFCAERLRSLLHTLEITDLADFSPLTLLANFATLVSTYAKGFTITIEP
FDDRTPTTANPILHFSCMDASLATKPVFERFQSVITTSGTLSPLDIYPKILDFHPVTMAT
FTMTLARVCLCPMITGRGNDQVATSSKFETREDIAVIRNYGNLLLEMSAVVPDGIVAFET
SYQYMESTVASWYEQGILENIQRNKLLFIETQDGAETSVALEKYQEACENGRGAILLSVA
RGKVSEGIDFVHHYGRAVIMFGVPYVYTQSRILKARLEYLRDQFQTRENDFLTFDAMRHA
AQCVGRAIRGKTDYGLMVFADKRFARGDKRGKLPRWIQEHLTDANLNLTVDEGVQVAKYF
LRAMAQPFHREDQLGLSLLSLEQLESEETLKRIEQIAQQL

>sp|P54274 | TERF1 HUMAN Telomeric repeat—binding factor 1 0S=Homo sapiens 0X=9606 GN=TERF1
PE=1 SV=3

MAEDVSSAAPSPRGCADGRDADPTEEQMAETERNDEEQFECQELLECQVQVGAPEEEEEE
EEDAGLVAEAEAVAAGWMLDFLCLSLCRAFRDGRSEDFRRTRNSAEAT THGLSSLTACQL
RTTYTCQFLTRTAAGKTLDAQFENDERITPLESALMIWGSTEKEHDKLHEETQNLIKTQA
TAVCMENGNFKEAEEVFERTFGDPNSHMPFKSKLLMI TSQKDTFHSFFQHFSYNHMMEK T
KSYVNYVLSEKSSTFLMKAAAKVVESKRTRT I TSQDKPSGNDVEMETEANLDTRKSVSDK
QSAVTESSEGTVSLLRSHKNLFLSKLQHGTQQQDLNKKERRVGTPQSTKKKKESRRATES
RTPVSKSQPVTPEKHRARKRQAWLWEEDKNLRSGVRKYGEGNWSKTLLHYKFNNRTSVML

KDRWRTMKKLKL ISSDSED

>sp|Q9BSI4|TINF2 HUMAN TERFl-interacting nuclear factor 2 0S=Homo sapiens 0X=9606
GN=TINF2 PE=1 SV=1

MATPLVAGPAALRFAAAASWQVVRGRCVEHFPRVLEFLRSLRAVAPGLVRYRHHERLCMG
LKAKVVVELILQGRPWAQVLKALNHHFPESGPIVRDPKATKQDLRKILEAQETFYQQVKQ
LSEAPVDLASKLQELEQEYGEPFLAAMEKLLFEYLCQLEKALPTPQAQQLQDVLSWMQPG
VSITSSLAWRQYGVDMGWLLPECSVTDSVNLAEPMEQNPPQQQRLALHNPLPKAKPGTHL
PQGPSSRTHPEPLAGRHFNLAPLGRRRVQSQWASTRGGHKERPTVMLFPFRNLGSPTQVI
SKPESKEEHATYTADLAMGTRAASTGKSKSPCQTLGGRALKENPVDLPATEQKENCLDCY
MDPLRLSLLPPRARKPVCPPSLCSSVITIGDLVLDSDEEENGQGEGKESLENYQKTKFDT
LIPTLCEYLPPSGHGATPVSSCDCRDSSRPL



>sp|Q96APO|ACD HUMAN Adrenocortical dysplasia protein homolog 0S=Homo sapiens 0X=9606
GN=ACD PE=1 SV=3
MPGRCQSDAAMRVNGPASRAPAGWTSGSLHTGPRAGRPRAQARGVRGRGLLLRPRPAKEL
PLPRKGGAWAPAGNPGPLHPLGVAVGMAGSGRLVLRPWIRELILGSETPSSPRAGQLLEV
LQDAEAAVAGPSHAPDTSDVGATLLVSDGTHSVRCLVTREALDTSDWEEKEFGFRGTEGR
LLLLQDCGVHVQVAEGGAPAEFYLQVDRFSLLPTEQPRLRVPGCNQDLDVQKKLYDCLEE
HLSESTSSNAGLSLSQLLDEMREDQEHQGALVCLAESCLTLEGPCTAPPVTHWAASRCKA
TGEAVYTVPSSMLCISENDQLILSSLGPCQRTQGPELPPPDPALQDLSLTLIASPPSSPS
SSGTPALPGHMSSEESGTSISLLPALSLAAPDPGQRSSSQPSPATCSAPATLTPRSPHAS
RTPSSPLQSCTPSLSPRSHVPSPHQALVTRPQKPSLEFKEFVGLPCKNRPPFPRTGATRG
AQEPCSVWEPPKRHRDGSAFQYEYEPPCTSLCARVQAVRLPPQLMAWALHFLMDAQPGSE
PTPM

>sp|QIUBPO | SPAST HUMAN Spastin 0S=Homo sapiens 0X=9606 GN=SPAST PE=1 SV=1
MNSPGGRGKKKGSGGASNPVPPRPPPPCLAPAPPAAGPAPPPESPHKRNLYYFSYPLFVG
FALLRLVAFHLGLLFVWLCQRFSRALMAAKRSSGAAPAPASASAPAPVPGGEAERVRVFH
KQAFEYISTALRIDEDEKAGQKEQAVEWYKKGIEELEKGIAVIVTGQGEQCERARRLQAK
MMTNLVMAKDRLQLLEKMQPVLPFSKSQTDVYNDSTNLACRNGHLQSESGAVPKRKDPLT
HTSNSLPRSKTVMKTGSAGLSGHHRAPSYSGLSMVSGVKQGSGPAPTTHKGTPKTNRTNK
PSTPTTATRKKKDLKNFRNVDSNLANLIMNETVDNGTAVKFDDTAGQDLAKQALQEIVIL
PSLRPELFTGLRAPARGLLLFGPPGNGKTMLAKAVAAESNATFFNISAASLTSKYVGEGE
KLVRALFAVARELQPSIIFIDEVDSLLCERREGEHDASRRLKTEFLIEFDGVQSAGDDRV
LVMGATNRPQELDEAVLRRFIKRVYVSLPNEETRLLLLKNLLCKQGSPLTQKELAQLARM
TDGYSGSDLTALAKDAALGPIRELKPEQVKNMSASEMRNIRLSDFTESLKKIKRSVSPQT
LEAYIRWNKDFGDTTV

>sp|P49913|CAMP HUMAN Cathelicidin antimicrobial peptide 0S=Homo sapiens 0X=9606 GN=CAMP
PE=1 SV=1

MKTQRDGHSLGRWSLVLLLLGLVMPLATTAQVLSYKEAVLRATDGINQRSSDANLYRLLD
LDPRPTMDGDPDTPKPVSFTVKETVCPRTTQQSPEDCDFKKDGLVKRCMGTVTLNQARGS
FDISCDKDNKRFALLGDFFRKSKEKIGKEFKRIVQRIKDFLRNLVPRTES

>sp|P22626 |ROA2 HUMAN Heterogeneous nuclear ribonucleoproteins A2/B1 0S=Homo sapiens
0X=9606 GN=HNRNPA2B1 PE=1 SV=2

MEKTLETVPLERKKREKEQFRKLF IGGLSFETTEESLRNYYEQWGKLTDCVVMRDPASKR

SRGFGFVTFSSMAEVDAAMAARPHS IDGRVVEPKRAVAREESGKPGAHVTVKKLFVGGIK
EDTEEHHLRDYFEEYGKIDTIETTTDRQSGKKRGFGFVTFDDHDPVDKIVLQKYHT INGH
NAEVRKALSRQEMQEVQSSRSGRGGNFGFGDSRGGGGNFGPGPGSNFRGGSDGYGSGRGF
GDGYNGYGGGPGGGNFGGSPGYGGGRGGYGGGGPGYGNQGGGYGGGYDNYGGGNYGSGNY
NDFGNYNQQPSNYGPMKSGNFGGSRNMGGPYGGGNYGPGGSGGSGGYGGRSRY

>sp|P15927 |RFA2 HUMAN Replication protein A 32 kDa subunit 0S=Homo sapiens 0X=9606 GN=RPA2
PE=1 SV=1



MWNSGFESYGSSSYGGAGGYTQSPGGFGSPAPSQAEKKSRARAQHTVPCTTSQLLSATLV
DEVFRIGNVEISQVTIVGIIRHAEKAPTNIVYKIDDMTAAPMDVRQWVDTDDTSSENTVV
PPETYVKVAGHLRSFQNKKSLVAFKIMPLEDMNEFTTHILEVINAHMVLSKANSQPSAGR
APTSNPGMSEAGNFGGNSFMPANGLTVAQNQVLNL IKACPRPEGLNFQDLKNQLKHMSVS
STKQAVDFLSNEGHIYSTVDDDHFKSTDAE

>sp|P27694 |RFA1 HUMAN Replication protein A 70 kDa DNA-binding subunit OS=Homo sapiens
0X=9606 GN=RPA1 PE=1 SV=2
MVGQLSEGATAATMQKGDTNIKPILQVINIRPITTGNSPPRYRLLMSDGLNTLSSFMLAT
QLNPLVEEEQLSSNCVCQIHRFIVNTLKDGRRVVILMELEVLKSAEAVGVKIGNPVPYNE
GLGQPQVAPPAPAASPAASSRPQPQNGSSGMGSTVSKAYGASKTFGKAAGPSLSHTSGGT
QSKVVPIASLTPYQSKWTICARVTNKSQIRTWSNSRGEGKLFSLELVDESGEIRATAFNE
QVDKFFPLIEVNKVYYFSKGTLKIANKQFTAVKNDYEMTFNNETSVMPCEDDHHLPTVQF
DFTGIDDLENKSKDSLVDIIGICKSYEDATKITVRSNNREVAKRNIYLMDTSGKVVTATL
WGEDADKFDGSRQPVLATKGARVSDFGGRSLSVLSSSTITANPDIPEAYKLRGWFDAEGQ
ALDGVSISDLKSGGVGGSNTNWKTLYEVKSENLGQGDKPDYFSSVATVVYLRKENCMYQA
CPTQDCNKKVIDQONGLYRCEKCDTEFPNFKYRMILSVNIADFQENQWVTCFQESAEATL
GQNAAYLGELKDKNEQAFEEVFQNANFRSFIFRVRVKVETYNDESRIKATVMDVKPVDYR
EYGRRLVMSIRRSALM

>sp|P22392 |NDKB HUMAN Nucleoside diphosphate kinase B 0S=Homo sapiens 0X=9606 GN=NME2
PE=1 SV=1

MANLERTFTATKPDGVQRGLVGET TKRFEQKGFRLVAMKFLRASEEHLKQHY IDLKDRPF
FPGLVKYMNSGPVVAMVWEGLNVVKTGRVMLGETNPADSKPGT IRGDFCIQVGRNI THGS
DSVKSAEKETSLWFKPEELVDYKSCAHDWVYE

>sp|P15172|MYOD1 HUMAN Myoblast determination protein 1 0S=Homo sapiens 0X=9606 GN=MYOD1
PE=1 SV=3

MELLSPPLRDVDLTAPDGSLCSFATTDDFYDDPCFDSPDLRFFEDLDPRLMHVGALLKPE
EHSHFPAAVHPAPGAREDEHVRAPSGHHQAGRCLLWACKACKRKTTNADRRKAATMRERR
RLSKVNEAFETLKRCTSSNPNQRLPKVETLRNATRY TEGLQALLRDQDAAPPGAAAAFYA
PGPLPPGRGGEHYSGDSDASSPRSNCSDGMMDYSGPPSGARRRNCYEGAYYNEAPSEPRP
GKSAAVSSLDCLSSTVERISTESPAAPALLLADVPSESPPRRQEAAAPSEGESSGDPTQS

PDAAPQCPAGANPNPIYQVL

>sp|P13349|MYF5 HUMAN Myogenic factor 5 0S=Homo sapiens 0X=9606 GN=MYF5 PE=2 SV=2
MDVMDGCQFSPSEYFYDGSCIPSPEGEFGDEFVPRVAAFGAHKAELQGSDEDEHVRAPTG
HHQAGHCLMWACKACKRKSTTMDRRKAATMRERRRLKKVNQAFETLKRCTTTNPNQRLPK
VETLRNATRYTESLQELLREQVENYYSLPGQSCSEPTSPTSNCSDGMPECNSPVWSRKSS
TFDSTYCPDVSNVYATDKNSLSSLDCLSNIVDRITSSEQPGLPLQDLASLSPVASTDSQP

ATPGASSSRLIYHVL

>sp|P23409 |MYF6 HUMAN Myogenic factor 6 0S=Homo sapiens 0X=9606 GN=MYF6 PE=1 SV=1
MMMDLFETGSYFFYLDGENVTLQPLEVAEGSPLYPGSDGTLSPCQDQMPPEAGSDSSGEE



HVLAPPGLQPPHCPGQCLIWACKTCKRKSAPTDRRKAATLRERRRLKK INEAFEALKRRT
VANPNQRLPKVETLRSATSYTERLQDLLHRLDQQEKMQELGVDPFSYRPKQENLEGADFL
RTCSSQWPSVSDHSRGLVITAKEGGASIDSSASSSLRCLSSIVDSISSEERKLPCVEEVV
EK

>sp|P15173|MYOG HUMAN Myogenin 0S=Homo sapiens 0X=9606 GN=MYOG PE=1 SV=2
MELYETSPYFYQEPRFYDGENYLPVHLQGFEPPGYERTELTLSPEAPGPLEDKGLGTPEH
CPGQCLPWACKVCKRKSVSVDRRRAATLREKRRLKKVNEAFEALKRSTLLNPNQRLPKVE
TLRSATQYTERLQALLSSLNQEERDLRYRGGGGPQPGVPSECSSHSASCSPEWGSALEFS
ANPGDHLLTADPTDAHNLHSLTSIVDSITVEDVSVAFPDETMPN

>sp|014746 | TERT HUMAN Telomerase reverse transcriptase 0S=Homo sapiens 0X=9606 GN=TERT
PE=1 SV=1
MPRAPRCRAVRSLLRSHYREVLPLATFVRRLGPQGWRLVQRGDPAAFRALVAQCLVCVPW
DARPPPAAPSFRQVSCLKELVARVLQRLCERGAKNVLAFGFALLDGARGGPPEAFTTSVR
SYLPNTVTDALRGSGAWGLLLRRVGDDVLVHLLARCALFVLVAPSCAYQVCGPPLYQLGA
ATQARPPPHASGPRRRLGCERAWNHSVREAGVPLGLPAPGARRRGGSASRSLPLPKRPRR
GAAPEPERTPVGQGSWAHPGRTRGPSDRGFCVVSPARPAEEATSLEGALSGTRHSHPSVG
RQHHAGPPSTSRPPRPWDTPCPPVYAETKHFLYSSGDKEQLRPSFLLSSLRPSLTGARRL
VETIFLGSRPWMPGTPRRLPRLPQRYWQMRPLFLELLGNHAQCPYGVLLKTHCPLRAAVT
PAAGVCAREKPQGSVAAPEEEDTDPRRLVQLLRQHSSPWQVYGFVRACLRRLVPPGLWGS
RHNERRFLRNTKKFISLGKHAKLSLQELTWKMSVRDCAWLRRSPGVGCVPAAEHRLREET
LAKFLHWLMSVYVVELLRSFFYVTETTFQKNRLFFYRKSVWSKLQSTGTRQHLKRVQLRE
LSEAEVRQHREARPALLTSRLRFTPKPDGLRPTVNMDYVVGARTFRREKRAERLTSRVKA
LFSVLNYERARRPGLLGASVLGLDDIHRAWRTEVLRVRAQDPPPELYFVKVDVTGAYDTI
PQDRLTEVIASTTKPQNTYCVRRYAVVQKAAHGHVRKAFKSHVSTLTDLQPYMRQFVAHL
QETSPLRDAVVIEQSSSLNEASSGLFDVFLRFMCHHAVRIRGKSYVQCQGIPQGSILSTL
LCSLCYGDMENKLFAGIRRDGLLLRLVDDFLLVTPHLTHAKTFLRTLVRGVPEYGCVVNL
RKTVVNFPVEDEALGGTAFVQMPAHGLFPWCGLLLDTRTLEVQSDYSSYARTSTRASLTF
NRGFKAGRNMRRKLFGVLRLKCHSLFLDLQVNSLQTVCTNIYKILLLQAYRFHACVLQLP
FHQQVWKNPTFFLRVISDTASLCYSTLKAKNAGMSLGAKGAAGPLPSEAVQWLCHQAFLL
KLTRHRVTYVPLLGSLRTAQTQLSRKLPGTTLTALEAAANPALPSDFKTILD

>sp|P43489|TNR4 HUMAN Tumor necrosis factor receptor superfamily member 4 0S=Homo sapiens
0X=9606 GN=TNFRSF4 PE=1 SV=1
MCVGARRLGRGPCAALLLLGLGLSTVTGLHCVGDTYPSNDRCCHECRPGNGMVSRCSRSQ
NTVCRPCGPGFYNDVVSSKPCKPCTWCNLRSGSERKQLCTATQDTVCRCRAGTQPLDSYK
PGVDCAPCPPGHFSPGDNQACKPWTNCTLAGKHTLQPASNSSDATICEDRDPPATQPQETQ
GPPARPITVQPTEAWPRTSQGPSTRPVEVPGGRAVAATLGLGLVLGLLGPLATLLALYLL
RRDQRLPPDAHKPPGGGSFRTPIQEEQADAHSTLAKT

>sp|P18146 |EGR1 HUMAN Early growth response protein 1 0S=Homo sapiens 0X=9606 GN=EGR1
PE=1 SV=1
MAAAKAEMQLMSPLQISDPFGSFPHSPTMDNYPKLEEMMLLSNGAPQFLGAAGAPEGSGS



NSSSSSSGGGGGGGGGSNSSSSSSTENPQADTGEQPYEHLTAESFPDISLNNEKVLVETS
YPSQTTRLPPITYTGRFSLEPAPNSGNTLWPEPLESLVSGLVSMTNPPASSSSAPSPAAS
SASASQSPPLSCAVPSNDSSPIYSAAPTFPTPNTDIFPEPQSQAFPGSAGTALQYPPPAY
PAAKGGFQVPMIPDYLFPQQQGDLGLGTPDQKPFQGLESRTQQPSLTPLSTIKAFATQSG
SQDLKALNTSYQSQLIKPSRMRKYPNRPSKTPPHERPYACPVESCDRRFSRSDELTRHIR
THTGQKPFQCRICMRNFSRSDHLTTHIRTHTGEKPFACD ICGRKFARSDERKRHTKITHLR
QKDKKADKSVVASSATSSLSSYPSPVATSYPSPVTTSYPSPATTSYPSPVPTSFSSPGSS
TYPSPVHSGFPSPSVATTYSSVPPAFPAQVSSFPSSAVTINSFSASTGLSDMTATFSPRT I
EIC

>sp|P67809|YBOX1 HUMAN Nuclease—sensitive element-binding protein 1 0S=Homo sapiens
0X=9606 GN=YBX1 PE=1 SV=3

MSSEAETQQPPAAPPAAPALSAADTKPGTTGSGAGSGGPGGLTSAAPAGGDKKVIATKVL

GTVKWENVRNGYGF INRNDTKEDVEVHQTATKKNNPRKYLRSVGDGETVEFDVVEGEKGA
EAANVTGPGGVPVQGSKYAADRNHYRRYPRRRGPPRNYQQNYQNSESGEKNEGSESAPEG
QAQQRRPYRRRRFPPYYMRRPYGRRPQYSNPPVQGEVMEGADNQGAGEQGRPVRQNMYRG
YRPRFRRGPPRQRQPREDGNEEDKENQGDETQGQQPPQRRYRRNFNYRRRRPENPKPQDG

KETKAADPPAENSSAPEAEQGGAE

>sp|QINYBO | TE2TP HUMAN Telomeric repeat—-binding factor 2-interacting protein 1 0S=Homo
sapiens 0X=9606 GN=TERF2IP PE=1 SV=1
MAEAMDLGKDPNGPTHSSTLFVRDDGSSMSEFYVRPSPAKRRLSTLILHGGGTVCRVQEPG
AVLLAQPGEALAEASGDFISTQYILDCVERNERLELEAYRLGPASAADTGSEAKPGALAE
GAAEPEPQRHAGRIAFTDADDVAILTYVKENARSPSSVTGNALWKAMEKSSLTQHSWQSL
KDRYLKHLRGQEHKYLLGDAPVSPSSQKLKRKAEEDPEAADSGEPQNKRTPDLPEEEYVK
EEIQENEEAVKKMLVEATREFEEVVVDESPPDFETHITMCDDDPPTPEEDSETQPDEEEE

EEEEKVSQPEVGAATKI TRQLMEKFNLDLSTVTQAFLKNSGELEATSAFLASGQRADGYP
IWSRQDDIDLQKDDEDTREALVKKFGAQNVARRIEFRKK

>sp|Q96FT4|NETL1 HUMAN Endonuclease 8-1ike 1 0S=Homo sapiens 0X=9606 GN=NEIL1 PE=1 SV=3
MPEGPELHLASQFVNEACRALVFGGCVEKSSVSRNPEVPFESSAYRTSASARGKELRLIL
SPLPGAQPQQEPLALVFRFGMSGSFQLVPREELPRHAHLRFYTAPPGPRLALCFVDIRRF
GRWDLGGKWQPGRGPCVLQEYQQFRENVLRNLADKAFDRPICEALLDQRFFNGIGNYLRA
EILYRLKTPPFEKARSVLEALQQHRPSPELTLSQKIRTKLQNPDLLELCHSVPKEVVQLG
GKGYGSESGEEDFAAFRAWLRCYGMPGMSSLQDRHGRT IWFQGDPGPLAPKGRKSRKKKS
KATQLSPEDRVEDALPPSKAPSRTRRAKRDLPKRTATQRPEGTSLQQDPEAPTVPKKGRR
KGRQAASGHCRPRKVKADIPSLEPEGTSAS

>sp|Q969S2|NEIL2 HUMAN Endonuclease 8-1ike 2 0S=Homo sapiens 0X=9606 GN=NEIL2 PE=1 SV=3
MPEGPLVRKFHHLVSPFVGQQVVKTGGSSKKLQPASLQSLWLQDTQVHGKKLFLRFDLDE
EMGPPGSSPTPEPPQKEVQKEGAADPKQVGEPSGQKTLDGSSRSAELVPQGEDDSEYLER
DAPAGDAGRWLRVSFGLFGSVWVNDFSRAKKANKRGDWRDPSPRLVLHFGGGGFLAFYNC
QLSWSSSPVVTPTCDILSEKFHRGQALEALGQAQPVCYTLLDQRYFSGLGNITKNEALYR
AGIHPLSLGSVLSASRREVLVDHVVEFSTAWLQGKFQGRPQHTQVYQKEQCPAGHQVMKE



AFGPEDGLQRLTWWCPQCQPQLSEEPEQCQFS

>sp|Q8TAT5|NEIL3 HUMAN Endonuclease 8-1like 3 0S=Homo sapiens 0X=9606 GN=NEIL3 PE=1 SV=3
MVEGPGCTLNGEKIRARVLPGQAVTGVRGSALRSLQGRALRLAASTVVVSPQAAALNNDS
SQNVLSLENGYVYSGVETLGKELFMYFGPKALRTHFGMKGF IMINPLEYKYKNGASPVLE
VQLTKDLICFFDSSVELRNSMESQQRIRMMKELDVCSPEFSFLRAESEVKKQKGRMLGDV
LMDQNVLPGVGNITKNEALFDSGLHPAVKVCQLTDEQIHHLMKMIRDFSILFYRCRKAGL
ALSKHYKVYKRPNCGQCHCRITVCRFGDNNRMTYFCPHCQKENPQHVDICKLPTRNTIIS
WTSSRVDHVMDSVARKSEEHWTCVVCTLINKPSSKACDACLTSRPIDSVLKSEENSTVFS
HLMKYPCNTFGKPHTEVKINRKTAFGTTTLVLTDFSNKSSTLERKTKQNQILDEEFQNSP
PASVCLNDIQHPSKKTTNDITQPSSKVNISPTISSESKLFSPAHKKPKTAQYSSPELKSC
NPGYSNSELQINMTDGPRTLNPDSPRCSKHNRLCILRVVGKDGENKGRQFYACPLPREAQ
CGFFEWADLSFPFCNHGKRSTMKTVLKIGPNNGKNFFVCPLGKEKQCNFFQWAENGPGIK
TIPGC

>sp|QINS56 | TOPRS HUMAN E3 ubiquitin—protein ligase Topors O0S=Homo sapiens 0X=9606
GN=TOPORS PE=1 SV=1
MGSQPPLGSPLSREEGEAPPPAPASEGRRRSRRVRLRGSCRHRPSFLGCRELAASAPARP
APASSEIMASAAKEFKMDNFSPKAGTSKLQQTVPADASPDSKCPICLDRFDNVSYLDRCL
HKFCFRCVQEWSKNKAECPLCKQPFDSTFHSVRAEDDFKEYVLRPSYNGSFVTPDRRFRY
RTTLTRERNASVYSPSGPYNRRTTTPPDSGVLFEGLGISTRPRDVETIPQFMRQIAVRRPT
TADERSLRKIQEQDI INFRRTLYRAGARVRNIEDGGRYRDISAEFFRRNPACLHRLVPWL
KRELTVLFGAHGSLVNIVQHI IMSNVTRYDLESQAFVSDLRPFLLNRTEHFTHEFISFAR
SPFNMAAFDQHANYDCPAPSYEEGSHSDSSVITISPDEAETQELDINVATVSQAPWDDET
PGPSYSSSEQVHVTMSSLLNTSDSSDEELVTGGATSQIQGVQTNDDLNNDSDDSSDNCV I
VGFVKPLAERTPELVELSSDSEDLGSYEKMETVKTQEQEQSYSSGDSDVSRCSSPHSVLG
KDEQINKGHCDSSTRIKSKKEEKRSTSLSSPRNLNSSVRGDRVYSPYNHRHRKRGRSRSS
DSRSQSRSGHDQKNHRKHHGKKRMKSKRSRSRESSRPRGRRDKKRSRTRDSSWSRRSQTL
SLSSESTSRSRSRSSDHGKRRSRSRNRDRYYLRNNYGSRYKWEYTYYSRNKDRDGYESSY
RRRTLSRAHYSRQSSSPEFRVQSFSERTNARKKNNHSERKYYYYERHRSRSLSSNRSRTA
STGTDRVRNEKPGGKRKYKTRHLEGTNEVAQPSREFASKAKDSHYQKSSSKLDGNYKNES
DTFSDSRSSDRETKHKRRKRKTRSLSVEIVYEGKATDT TKHHKKKKKKHKKKHKKHHGDN
ASRSPVVITIDSDSDKDSEVKEDTECDNSGPQDPLONEFLAPSLEPFETKDVVTIEAEFG
VLDKECDIATLSNNLNNANKTVDNIPPLAASVEQTLDVREESTFVSDLENQPSNIVSLQT
EPSRQLPSPRTSLMSVCLGRDCDMS

>sp|P46100|ATRX HUMAN Transcriptional regulator ATRX 0S=Homo sapiens 0X=9606 GN=ATRX PE=1
SV=5

MTAEPMSESKLNTLVQKLHDFLAHSSEESEETSSPPRLAMNQNTDK I SGSGSNSDMMENS
KEEGTSSSEKSKSSGSSRSKRKPSTVTKYVESDDEKPLDDETVNEDASNENSENDITMQS
LPKGTVIVQPEPVLNEDKDDFKGPEFRSRSKMKTENLKKRGEDGLHGTVSCTACGQQVNH
FQKDSTYRHPSLQVLICKNCFKYYMSDDISRDSDGMDEQCRWCAEGGNL ICCDFCHNAFC

KKCILRNLGRKELSTIMDENNQWYCY ICHPEPLLDLVTACNSVFENLEQLLQQNKKKIKV
DSEKSNKVYEHTSRFSPKKTSSNCNGEEKKLDDSCSGSVTYSYSALTVPKEMIKKAKKL I



ETTANMNSSYVKFLKQATDNSEISSATKLRQLKAFKSVLADIKKAHLALEEDLNSEFRAM
DAVNKEKNTKEHKVIDAKFETKARKGEKPCALEKKDISKSEAKLSRKQVDSEHMHQNVPT
EEQRTNKSTGGEHKKSDRKEEPQYEPANTSEDLDMDIVSVPSSVPEDIFENLETAMEVQS
SVDHQGDGSSGTEQEVESSSVKLNISSKDNRGGIKSKTTAKVTKELYVKLTPVSLSNSPI
KGADCQEVPQDKDGYKSCGLNPKLEKCGLGQENSDNEHLVENEVSLLLEESDLRRSPRVK
TTPLRRPTETNPVTSNSDEECNETVKEKQKLSVPVRKKDKRNSSDSATDNPKPNKLPKSK
QSETVDQNSDSDEMLATLKEVSRMSHSSSSDTDINE IHTNHKTLYDLKTQAGKDDKGKRK
RKSSTSGSDFDTKKGKSAKSS T ISKKKRQTQSESSNYDSELEKETKSMSKIGAARTTKKR
ITPNTKDFDSSEDEKHSKKGMDNQGHKNLKTSQEGSSDDAERKQERETFSSAEGTVDKDTT
IMELRDRLPKKQQASASTDGVDKLSGKEQSFTSLEVRKVAETKEKSKHLKTKTCKKVQDG
LSDIAEKFLKKDQSDETSEDDKKQSKKGTEEKKKPSDFKKKV IKMEQQYESSSDGTEKLP
EREEICHFPKGIKQIKNGTTDGEKKSKKIRDKTSKKKDELSDYAEKSTGKGDSCDSSEDK
KSKNGAYGREKKRCKLLGKSSRKRQDCSSSDTEKYSMKEDGCNSSDKRLKRIELRERRNL
SSKRNTKEIQSGSSSSDAEESSEDNKKKKQRTSSKKKAVIVKEKKRNSLRTSTKRKQAD I
TSSSSSDIEDDDQNSIGEGSSDEQKIKPVTENLVLSSHTGFCQSSGDEALSKSVPVTVDD
DDDDNDPENRIAKKMLLEEIKANLSSDEDGSSDDEPEEGKKRTGKQNEENPGDEEAKNQV
NSESDSDSEESKKPRYRHRLLRHKLTVSDGESGEEKKTKPKEHKEVKGRNRRKVSSEDSE
DSDFQESGVSEEVSESEDEQRPRTRSAKKAELEENQRSYKQKKKRRRIKVQEDSSSENKS
NSEEEEEEKEEEEEEEEEEEEEEEDENDDSKSPGKGRKK IRKILKDDKLRTETQNALKEE
EERRKRIAEREREREKLREVIEIEDASPTKCPITTKLVLDEDEETKEPLVQVHRNMVIKL
KPHQVDGVQFMWDCCCESVKKTKKSPGSGCILAHCMGLGKTLQVVSFLHTVLLCDKLDFS
TALVVCPLNTALNWMNEFEKWQEGLKDDEKLEVSELATVKRPQERSYMLQRWQEDGGVMI
IGYEMYRNLAQGRNVKSRKLKEIFNKALVDPGPDFVVCDEGHILKNEASAVSKAMNSIRS
RRRITLTGTPLQNNLIEYHCMVNFIKENLLGS IKEFRNRF INPTQNGQCADSTMVDVRVM
KKRAHILYEMLAGCVQRKDYTALTKFLPPKHEYVLAVRMTSIQCKLYQYYLDHLTGVGNN
SEGGRGKAGAKLFQDFQMLSRIWTHPWCLQLDY ISKENKGYFDEDSMDEFTASDSDETSM
SLSSDDYTKKKKKGKKGKKDSSSSGSGSDNDVEV IKVWNSRSRGGGEGNVDETGNNPSVS
LKLEESKATSSSNPSSPAPDWYKDEVTDADAEVLEHSGKMVLLFEILRMAEETGDKVLVF
SQSLISLDLIEDFLELASREKTEDKDKPLIYKGEGKWLRNIDYYRLDGSTTAQSRKKWAE
EFNDETNVRGRLFTIISTKAGSLGINLVAANRVITFDASWNPSYDIQSIFRVYRFGQTKPV
YVYRFLAQGTMEDKIYDRQVTKQSLSFRVVDQQQVERHFTMNELTELYTFEPDLLDDPNS
EKKKKRDTPMLPKDTILAELLQIHKEHTVGYHEHDSLLDHKEEEELTEEERKAAWAEYEA
EKKGLTMRENIPTGTNLPPVSFNSQTPY IPFNLGALSAMSNQQLEDL INQGREKVVEATN
SVTAVRIQPLEDITSAVWKENMNLSEAQVQALALSRQASQELDVKRREATYNDVLTKQQM
LISCVQRILMNRRLQQQYNQQQQQQMTYQQATLGHLMMPKPPNL IMNPSNYQQIDMRGMY
QPVAGGMQPPPLQRAPPPMRSKNPGPSQGKSM

>sp|Q9Y6K1 |DNM3A HUMAN DNA (cytosine—5)-methyltransferase 3A 0S=Homo sapiens 0X=9606
GN=DNMT3A PE=1 SV=4

MPAMPSSGPGDTSSSAAEREEDRKDGEEQEEPRGKEERQEPSTTARKVGRPGRKRKHPPV
ESGDTPKDPAVISKSPSMAQDSGASELLPNGDLEKRSEPQPEEGSPAGGQKGGAPAEGEG
AAETLPEASRAVENGCCTPKEGRGAPAEAGKEQKETNTESMKMEGSRGRLRGGLGWESSL
RQRPMPRLTFQAGDPYYISKRKRDEWLARWKREAEKKAKV ITAGMNAVEENQGPGESQKVE
EASPPAVQQPTDPASPTVATTPEPVGSDAGDKNATKAGDDEPEYEDGRGFGIGELVWGKL



RGFSWWPGRIVSWWMTGRSRAAEGTRWVMWEGDGKFSVVCVEKLMPLSSFCSAFHQATYN
KQPMYRKATYEVLQVASSRAGKLFPVCHDSDESDTAKAVEVQNKPMIEWALGGFQPSGPK
GLEPPEEEKNPYKEVYTDMWVEPEAAAYAPPPPAKKPRKSTAEKPKVKEI IDERTRERLV
YEVRQKCRNIEDICISCGSLNVTLEHPLEVGGMCQNCKNCFLECAYQYDDDGYQSYCTIC
CGGREVLMCGNNNCCRCFCVECVDLLVGPGAAQAATKEDPWNCYMCGHKGTYGLLRRRED
WPSRLQMFFANNHDQEFDPPKVYPPVPAEKRKPTIRVLSLFDGTATGLLVLKDLGIQVDRY
TASEVCEDSITVGMVRHQGKIMYVGDVRSVTQKHIQEWGPFDLV IGGSPCNDLSIVNPAR
KGLYEGTGRLFFEFYRLLHDARPKEGDDRPFFWLFENVVAMGVSDKRD ISRFLESNPVMI
DAKEVSAAHRARYFWGNLPGMNRPLASTVNDKLELQECLEHGRTAKFSKVRTITTRSNST
KQGKDQHFPVFMNEKED ILWCTEMERVFEGFPVHY TDVSNMSRLARQRLLGRSWSVPVIRH
LFAPLKEYFACV

>sp|QIUBC3 |DNM3B HUMAN DNA (cytosine—5)-methyltransferase 3B 0S=Homo sapiens 0X=9606
GN=DNMT3B PE=1 SV=1

MKGDTRHLNGEEDAGGREDS TLVNGACSDQSSDSPPILEATRTPETRGRRSSSRLSKREV
SSLLSYTQDLTGDGDGEDGDGSDTPVMPKLFRETRTRSESPAVRTRNNNSVSSRERHRPS
PRSTRGRQGRNHVDESPVEFPATRSLRRRATASAGTPWPSPPSSYLTIDLTDDTEDTHGT
PQSSSTPYARLAQDSQQGGMESPQVEADSGDGDSSEYQDGKEFGIGDLVWGKIKGESWWP
AMVVSWKATSKRQAMSGMRWVQWEGDGKFSEVSADKLVALGLFSQHFNLATENKLVSYRK
AMYHALEKARVRAGKTFPSSPGDSLEDQLKPMLEWAHGGFKPTGTEGLKPNNTQPVVNKS
KVRRAGSRKLESRKYENKTRRRTADDSATSDYCPAPKRLKTNCYNNGKDRGDEDQSREQM
ASDVANNKSSLEDGCLSCGRKNPVSFHPLFEGGLCQTCRDRFLELFYMYDDDGYQSYCTV
CCEGRELLLCSNTSCCRCFCVECLEVLVGTGTAAEAKLQEPWSCYMCLPQRCHGVLRRRK
DWNVRLQAFFTSDTGLEYEAPKLYPATPAARRRPTRVLSLFDGIATGYLVLKELGIKVGK
YVASEVCEESTAVGTVKHEGNTKYVNDVRNITKKNTEEWGPEFDLVIGGSPCNDLSNVNPA
RKGLYEGTGRLFFEFYHLLNYSRPKEGDDRPFFWMFENVVAMKVGDKRDISRFLECNPVM
IDATKVSAAHRARYFWGNLPGMNRPVTASKNDKLELQDCLEYNRTAKLKKVQTITTKSNS
TKQGKNQLFPVVMNGKEDVLWCTELER TFGFPVHYTDVSNMGRGARQKLLGRSWSVPVIR
HLFAPLKDYFACE

>sp|P26358 |[DNMT1 HUMAN DNA (cytosine—5)-methyltransferase 1 0S=Homo sapiens 0X=9606
GN=DNMT1 PE=1 SV=2
MPARTAPARVPTLAVPATSLPDDVRRRLKDLERDSLTEKECVKEKLNLLHEFLQTETKNQ
LCDLETKLRKEELSEEGYLAKVKSLLNKDLSLENGAHAYNREVNGRLENGNQARSEARRV
GMADANSPPKPLSKPRTPRRSKSDGEAKPEPSPSPRITRKSTRQTTITSHFAKGPAKRKP
QEESERAKSDES TKEEDKDQDEKRRRVTSRERVARPLPAEEPERAKSGTRTEKEEERDEK
EEKRLRSQTKEPTPKQKLKEEPDREARAGVQADEDEDGDEKDEKKHRSQPKDLAAKRRPE
EKEPEKVNPQISDEKDEDEKEEKRRKT TPKEPTEKKMARAKTVMNSKTHPPKCIQCGQYL
DDPDLKYGQHPPDAVDEPQMLTNEKLSTFDANESGFESYEALPQHKLTCFSVYCKHGHLC
PIDTGLIEKNIELFFSGSAKPTYDDDPSLEGGVNGKNLGP INEWWITGFDGGEKALIGFS
TSFAEYILMDPSPEYAPTFGLMQEKIYTSKIVVEFLQSNSDSTYEDLINKIETTVPPSGL
NLNRFTEDSLLRHAQFVVEQVESYDEAGDSDEQPTFLTPCMRDLIKLAGVTLGQRRAQAR
RQTTRHSTREKDRGPTKATTTKLVYQTFDTFFAEQTEKDDREDKENAFKRRRCGVCEVCQ
QPECGKCKACKDMVKFGGSGRSKQACQERRCPNMAMKEADDDEEVDDNTPEMPSPKKMHQ



GKKKKQNKNRISWVGEAVKTDGKKSYYKKVCIDAETLEVGDCVSVIPDDSSKPLYLARVT
ALWEDSSNGQMFHAHWFCAGTDTVLGATSDPLELFLVDECEDMQLSY THSKVKVIYKAPS
ENWAMEGGMDPESLLEGDDGKTYFYQLWYDQDYARFESPPKTQPTEDNKFKFCVSCARLA
EMRQKETPRVLEQLEDLDSRVLYYSATKNGILYRVGDGVYLPPEAFTENIKLSSPVKRPR
KEPVDEDLYPEHYRKYSDY IKGSNLDAPEPYRIGRIKE IFCPKKSNGRPNETDIKIRVNK
FYRPENTHKSTPASYHADINLLYWSDEEAVVDFKAVQGRCTVEYGEDLPECVQVYSMGGP
NRFYFLEAYNAKSKSFEDPPNHARSPGNKGKGKGKGKGKPKSQACEPSEPEIEIKLPKLR
TLDVFSGCGGLSEGFHQAGTSDTLWATEMWDPAAQAFRLNNPGSTVFTEDCNILLKLVMA
GETTNSRGQRLPQKGDVEMLCGGPPCQGFSGMNRENSRTYSKFKNSLVVSFLSYCDYYRP
RFFLLENVRNFVSFKRSMVLKLTLRCLVRMGYQCTFGVLQAGQYGVAQTRRRAITLAAAP
GEKLPLFPEPLHVFAPRACQLSVVVDDKKEFVSNITRLSSGPFRTITVRDTMSDLPEVRNG
ASALETISYNGEPQSWFQRQLRGAQYQPILRDHICKDMSALVAARMRHIPLAPGSDWRDLP
NIEVRLSDGTMARKLRYTHHDRKNGRSSSGALRGVCSCVEAGKACDPAARQFNTLIPWCL
PHTGNRHNHWAGLYGRLEWDGFFSTTVTNPEPMGKQGRVLHPEQHRVVSVRECARSQGEFP
DTYRLFGNILDKHRQVGNAVPPPLAKATGLETKLCMLAKARESASAKIKEEEAAKD

>sp|Q06787 |[FMR1 HUMAN Synaptic functional regulator FMR1 0S=Homo sapiens 0X=9606 GN=FMR1
PE=1 SV=1
MEELVVEVRGSNGAFYKAFVKDVHEDS T TVAFENNWQPDRQTPFHDVRFPPPVGYNKDIN
ESDEVEVYSRANEKEPCCWWLAKVRMIKGEFYVIEYAACDATYNETVTIERLRSVNPNKP
ATKDTFHKTKLDVPEDLRQMCAKEAAHKDFKKAVGAFSVTYDPENYQLVILSINEVTSKR
AHMLIDMHFRSLRTKLSLIMRNEEASKQLESSRQLASRFHEQF ITVREDLMGLATGTHGAN
TQQARKVPGVTATDLDEDTCTFHIYGEDQDAVKKARSFLEFAEDVIQVPRNLVGKVIGKN
GKLIQEIVDKSGVVRVRIEAENEKNVPQEEE IMPPNSLPSNNSRVGPNAPEEKKHLDTKE
NSTHFSQPNSTKVQRVLVASSVVAGESQKPELKAWQGMVPFVEVGTKDSTANATVLLDYH
LNYLKEVDQLRLERLQIDEQLRQIGASSRPPPNRTDKEKSYVTDDGQGMGRGSRPYRNRG
HGRRGPGYTSGTNSEASNASETESDHRDELSDWSLAPTEEERESFLRRGDGRRRGGGGRG
QGGRGRGGGFKGNDDHSRTDNRPRNPREAKGRTTDGSLQIRVDCNNERSVHTKTLANTSS
EGSRLRTGKDRNQKKEKPDSVDGQQPLVNGVP

>sp|014672|ADA10 HUMAN Disintegrin and metalloproteinase domain—containing protein 10
0S=Homo sapiens 0X=9606 GN=ADAM10 PE=1 SV=1
MVLLRVLILLLSWAAGMGGQYGNPLNKYTIRHYEGLSYNVDSLHQKHQRAKRAVSHEDQFL
RLDFHAHGRHFNLRMKRDTSLFSDEFKVETSNKVLDYDTSHIYTGHIYGEEGSFSHGSVI
DGRFEGFIQTRGGTFYVEPAERY IKDRTLPFHSVIYHEDDINYPHKYGPQGGCADHSVFE
RMRKYQMTGVEEVTQIPQEEHAANGPELLRKKRTTSAEKNTCQLY IQTDHLFFKYYGTRE
AVIAQISSHVKAIDTIYQTTDFSGIRNISFMVKRIRINTTADEKDPTNPFRFPNIGVEKF
LELNSEQNHDDYCLAYVFTDRDFDDGVLGLAWVGAPSGSSGGICEKSKLYSDGKKKSLNT
GITTVQNYGSHVPPKVSHITFAHEVGHNFGSPHDSGTECTPGESKNLGQKENGNY IMYAR
ATSGDKLNNNKFSLCSTRNTSQVLEKKRNNCFVESGQPTCGNGMVEQGEECDCGYSDQCK
DECCFDANQPEGRKCKLKPGKQCSPSQGPCCTAQCAFKSKSEKCRDDSDCAREGICNGET
ALCPASDPKPNFTDCNRHTQVCINGQCAGSTCEKYGLEECTCASSDGKDDKELCHVCCMK
KMDPSTCASTGSVQWSRHFSGRTTTLQPGSPCNDFRGYCDVFMRCRLVDADGPLARLKKA
TFSPELYENTAEWIVAHWWAVLLMGTALIMLMAGF IKICSVHTPSSNPKLPPPKPLPGTL



KRRRPPQPIQQPQRQRPRESYQMGHMRR

>tr|A0A024QZ77 |A0A024QZ77 HUMAN EF-hand domain family, member D2, isoform CRA a 0S=Homo
sapiens 0X=9606 GN=EFHD2 PE=2 SV=1
MATDELATKLSRRLQMEGEGGGETPEQPGLNGAAAAAAGAPDEAAEALGSADCELSAKLL
RRADLNQGIGEPQSPSRRVFNPYTEFKEFSRKQIKDMEKMFKQYDAGRDGF IDLMELKLM
MEKLGAPQTHLGLKNMIKEVDEDFDSKLSFREFLLTFRKAAAGELQEDSGLCVLARLSET
DVSSEGVKGAKSFFEAKVQAINVSSRFEEETKAEQEERKKQAEEMKQRKAAFKELQSTFK

>sp|Q07955|SRSF1 HUMAN Serine/arginine-rich splicing factor 1 0S=Homo sapiens 0X=9606
GN=SRSF1 PE=1 SV=2

MSGGGVIRGPAGNNDCRIYVGNLPPDIRTKDIEDVFYKYGATRDIDLKNRRGGPPFAFVE
FEDPRDAEDAVYGRDGYDYDGYRLRVEFPRSGRGTGRGGGGGGGGGAPRGRYGPPSRRSE
NRVVVSGLPPSGSWQDLKDHMREAGDVCYADVYRDGTGVVEFVRKEDMTYAVRKLDNTKF

RSHEGETAY IRVKVDGPRSPSYGRSRSRSRSRSRSRSRSNSRSRSYSPRRSRGSPRYSPR

HSRSRSRT

>sp|P26368|U2AF2 HUMAN Splicing factor U2AF 65 kDa subunit 0S=Homo sapiens 0X=9606
GN=U2AF2 PE=1 SV=4

MSDFDEFERQLNENKQERDKENRHRKRSHSRSRSRDRKRRSRSRDRRNRDQRSASRDRRR
RSKPLTRGAKEEHGGLIRSPRHEKKKKVRKYWDVPPPGFEHI TPMQYKAMQAAGQIPATA
LLPTMTPDGLAVTPTPVPVVGSQMTRQARRLYVGNIPFGITEEAMMDFFNAQMRLGGLTQ
APGNPVLAVQINQDKNFAFLEFRSVDETTQAMAFDGI TFQGQSLKTRRPHDYQPLPGMSE
NPSVYVPGVVSTVVPDSAHKLEFIGGLPNYLNDDQVKELLTSFGPLKAFNLVKDSATGLSK
GYAFCEYVDINVTDQATAGLNGMQLGDKKLLVQRASVGAKNATLVSPPSTINQTPVTLQV
PGLMSSQVQMGGHPTEVLCLMNMVLPEELLDDEEYEETVEDVRDECSKYGLVKSIETPRP
VDGVEVPGCGKIFVEFTSVFDCQKAMQGLTGRKFANRVVVTKYCDPDSYHRRDFW

>sp|Q8NC60 |NOA1 HUMAN Nitric oxide—associated protein 1 0S=Homo sapiens 0X=9606 GN=NOA1
PE=1 SV=2
MLPARLPFRLLSLFLRGSAPTAARHGLREPLLERRCAAASSFQHSSSLGRELPYDPVDTE
GFGEGGDMQERFLFPEY ILDPEPQPTREKQLQELQQQQEEEERQRQQRREERRQQNLRAR
SREHPVVGHPDPALPPSGVNCSGCGAELHCQDAGVPGYLPREKFLRTAEADGGLARTVCQ
RCWLLSHHRRALRLQVSREQYLELVSAALRRPGPSLVLYMVDLLDLPDALLPDLPALVGP
KQLIVLGNKVDLLPQDAPGYRQRLRERLWEDCARAGLLLAPGHQGPQRPVKDEPQDGENP
NPPNWSRTVVRDVRLISAKTGYGVEELTSALQRSWRYRGDVYLVGATNAGKSTLENTLLE
SDYCTAKGSEATDRATISPWPGTTLNLLKFPICNPTPYRMFKRHQRLKKDSTQAEEDLSE
QEQNQLNVLKKHGYVVGRVGRTFLYSEEQKDNTPFEFDADSLAFDMENDPVMGTHKSTKQ
VELTAQDVKDAHWEYDTPGITKENCILNLLTEKEVNIVLPTQSITVPRTFVLKPGMVLFLG
ATGRIDFLQGNQSAWETVVASNILPVHITSLDRADALYQKHAGHTLLQITPMGGKERMAGF
PPLVAEDIMLKEGLGASEAVADTKFSSAGWVSVTPNFKDRLHLRGYTPEGTVLTVRPPLL
PYTVNTKGQRTKKSVAYKTKKPPSLMYNVRKKKGK TNV



>sp|P52597 |HNRPF HUMAN Heterogeneous nuclear ribonucleoprotein F 0S=Homo sapiens 0X=9606
GN=HNRNPF PE=1 SV=3

MMLGPEGGEGFVVKLRGLPWSCSVEDVQNFLSDCT IHDGAAGVHFTYTREGRQSGEAFVE

LGSEDDVKMALKKDRESMGHRY IEVFKSHRTEMDWVLKHSGPNSADSANDGFVRLRGLPF
GCTKEEIVQFFSGLEIVPNGITLPVDPEGKITGEAFVQFASQELAEKALGKHKER IGHRY
TEVFKSSQEEVRSYSDPPLKFMSVQRPGPYDRPGTARRY IGIVKQAGLERMRPGAYSTGY
GGYEEYSGLSDGYGFTTDLFGRDLSYCLSGMYDHRYGDSEFTVQSTTGHCVHMRGLPYKA
TENDIYNFFSPLNPVRVHIEIGPDGRVTGEADVEFATHEEAVAAMSKDRANMQHRYTELF
LNSTTGASNGAYSSQVMQGMGVSAAQATYSGLESQSVSGCYGAGYSGQNSMGGYD

>tr|Q6IB29|Q61B29 HUMAN EBNAL1 binding protein 2 0S=Homo sapiens 0X=9606 GN=EBNA1BP2 PE=1
Sv=1

MDTPPLSDSESESDESLVTDRELQDAFSRGLLKPGLNVVLEGPKKAVNDVNGLKQCLAEF
KRDLEWVERLDVTLGPVPEIGGSEAPAPQNKDQKAVDPEDDFQREMSFYRQAQAAVLAVL
PRLHQLKVPTKRPTDYFAEMAKSDLQMQKTRQKLQTKQAAMERSEKAKQLRALRKYGKKV
QTEVLQKRQQEKAHMMNATKKYQKGFSDKLDFLEGDQKPLAQRKKAGAKGQAMRKGPSAK
RRYKNQKFGFGGKKKGSKWNTRESYDDVSSFRAKTAHGRGLKRPGKKGSNKRPGKRTREK

MKNRTH

>sp|P51991 |ROA3 HUMAN Heterogeneous nuclear ribonucleoprotein A3 0S=Homo sapiens 0X=9606
GN=HNRNPA3 PE=1 SV=2

MEVKPPPGRPQPDSGRRRRRRGEEGHDPKEPEQLRKLF I GGLSFETTDDSLREHFEKWGT
LTDCVVYMRDPQTKRSRGFGFVTYSCVEEVDAAMCARPHKVDGRVVEPKRAVSREDSVKPG
AHLTVKKIFVGGIKEDTEEYNLRDYFEKYGKIET IEVMEDRQSGKKRGFAFVTEDDHDTV
DKIVVQKYHTINGHNCEVKKALSKQEMQSAGSQRGRGGGSGNFMGRGGNFGGGGGNFGRG
GNFGGRGGYGGGGGGSRGSYGGGDGGYNGFGGDGGNYGGGPGYSSRGGYGGGGPGYGNQG
GGYGGGGGYDGYNEGGNFGGGNYGGGGNYNDFGNYSGQQQSNYGPMKGGSFGGRSSGSPY

GGGYGSGGGSGGYGSRRF

>sp|P23246|SFPQ HUMAN Splicing factor, proline— and glutamine-rich 0S=Homo sapiens
0X=9606 GN=SFPQ PE=1 SV=2
MSRDRFRSRGGGGGGFHRRGGGGGRGGLHDFRSPPPGMGLNQNRGPMGPGPGQSGPKPP I
PPPPPHQQQQQPPPQQPPPQQPPPHQPPPHPQPHQQQQPPPPPQDSSKPVVAQGPGPAPG
VGSAPPASSSAPPATPPTSGAPPGSGPGPTPTPPPAVTSAPPGAPPPTPPSSGVPTTPPQ
AGGPPPPPAAVPGPGPGPKQGPGPGGPKGGKMPGGPKPGGGPGLSTPGGHPKPPHRGGGE
PRGGRQHHPPYHQQHHQGPPPGGPGGRSEEK I SDSEGFKANLSLLRRPGEKTYTQRCRLF
VGNLPADITEDEFKRLFAKYGEPGEVF INKGKGFGFIKLESRALAETAKAELDDTPMRGR
QLRVRFATHAAALSVRNLSPYVSNELLEEAFSQFGPIERAVVIVDDRGRSTGKGIVEFAS
KPAARKAFERCSEGVFLLTTTPRPVIVEPLEQLDDEDGLPEKLAQKNPMYQKERETPPRF
AQHGTFEYEYSQRWKSLDEMEKQQREQVEKNMKDAKDKLESEMEDAYHEHQANLLRQDLM
RRQEELRRMEELHNQEMQKRKEMQLRQEEERRRREEEMMTRQREMEEQMRRQREESYSRM
GYMDPRERDMRMGGGGAMNMGDPYGSGGQKFPPLGGGGGIGYEANPGVPPATMSGSMMGS
DMRTERFGQGGAGPVGGQGPRGMGPGTPAGYGRGREEYEGPNKKPRF



>sp|Q15393|SF3B3 HUMAN Splicing factor 3B subunit 3 0S=Homo sapiens 0X=9606 GN=SF3B3 PE=1
Sv=4
MFLYNLTLQRATGISFATHGNFSGTKQQEIVVSRGKILELLRPDPNTGKVHTLLTVEVFG
VIRSLMAFRLTGGTKDYIVVGSDSGRIVILEYQPSKNMFEKTHQETFGKSGCRRIVPGQF
LAVDPKGRAVMISATEKQKLVYILNRDAAARLTISSPLEAHKANTLVYHVVGVDVGFENP
MFACLEMDYEEADNDPTGEAAANTQQTLTFYELDLGLNHVVRKYSEPLEEHGNFLITVPG
GSDGPSGVLICSENYITYKNFGDQPDIRCPIPRRRNDLDDPERGMIFVCSATHKTKSMFF
FLAQTEQGDIFKITLETDEDMVTEIRLKYFDTVPVAAAMCVLKTGFLFVASEFGNHYLYQ
TAHLGDDDEEPEFSSAMPLEEGDTFFFQPRPLKNLVLVDELDSLSPILFCQTADLANEDT
PQLYVACGRGPRSSLRVLRHGLEVSEMAVSELPGNPNAVWTVRRHTEDEFDAY TTVSFVN
ATLVLSIGETVEEVTDSGFLGTTPTLSCSLLGDDALVQVYPDGIRHIRADKRVNEWKTPG
KKTTVKCAVNQRQVVIALTGGELVYFEMDPSGQLNEYTERKEMSADVVCMSLANVPPGEQ
RSRFLAVGLVDNTVRIISLDPSDCLQPLSMQALPAQPESLCIVEMGGTEKQDELGERGST
GFLYLNIGLQNGVLLRTVLDPVTGDLSDTRTRYLGSRPVKLFRVRMQGQEAVLAMSSRSW
LSYSYQSRFHLTPLSYETLEFASGFASEQCPEGIVATISTNTLRILALEKLGAVENQVAFP
LQYTPRKFVIHPESNNLITTETDHNAYTEATKAQRKQOMAEEMVEAAGEDERELAAEMAA
AFLNENLPESTFGAPKAGNGQWASVIRVMNP IQGNTLDLVQLEQNEAAFSVAVCRESNTG
EDWYVLVGVAKDLILNPRSVAGGFVYTYKLVNNGEKLEFLHKTPVEEVPAATAPFQGRVL
IGVGKLLRVYDLGKKKLLRKCENKHTANYISGIQTIGHRVIVSDVQESFIWVRYKRNENQ
LITFADDTYPRWVTTASLLDYDTVAGADKFGNICVVRLPPNTNDEVDEDPTGNKALWDRG
LLNGASQKAEVIMNYHVGETVLSLQKTTLIPGGSESLVYTTLSGGIGILVPFTSHEDHDF
FQHVEMHLRSEHPPLCGRDHLSFRSYYFPVKNVIDGDLCEQFNSMEPNKQKNVSEELDRT
PPEVSKKLEDIRTRYAF

>sp|Q15717|ELAV1 HUMAN ELAV-like protein 1 0S=Homo sapiens 0X=9606 GN=ELAVL1 PE=1 SV=2
MSNGYEDHMAEDCRGDIGRTNLIVNYLPQNMTQDELRSLFSSIGEVESAKLIRDKVAGHS
LGYGFVNYVTAKDAERAINTLNGLRLQSKTIKVSYARPSSEVIKDANLY ISGLPRTMTQK
DVEDMFSRFGRIINSRVLVDQTTGLSRGVAFIRFDKRSEAEEATTSFNGHKPPGSSEPIT
VKFAANPNQNKNVALLSQLYHSPARRFGGPVHHQAQRFRFSPMGVDHMSGLSGVNVPGNA
SSGWCIFIYNLGQDADEGILWQMFGPFGAVTNVKVIRDENTNKCKGFGFVTMTNYEEAAM
ATASLNGYRLGDKTLQVSFKTNKSHK

>sp|Q12906 | ILF3 HUMAN Interleukin enhancer-binding factor 3 0S=Homo sapiens 0X=9606
GN=ILF3 PE=1 SV=3
MRPMRIFVNDDRHVMAKHSSVYPTQEELEAVQNMVSHTERALKAVSDWIDEQEKGSSEQA
ESDNMDVPPEDDSKEGAGEQKTEHMTRTLRGVMRVGLVAKGLLLKGDLDLELVLLCKEKP
TTALLDKVADNLATQLAAVTEDKYEILQSVDDAATVIKNTKEPPLSLTIHLTSPVVREEM
EKVLAGETLSVNDPPDVLDRQKCLAALASLRHAKWFQARANGLKSCVIVIRVLRDLCTRV
PTWGPLRGWPLELLCEKSIGTANRPMGAGEALRRVLECLASGIVMPDGSGIYDPCEKEAT
DATGHLDRQQREDITQSAQHALRLAAFGQLHKVLGMDPLPSKMPKKPKNENPVDYTVQIP
PSTTYAITPMKRPMEEDGEEKSPSKKKKKTQKKEEKAEPPQAMNALMRLNQLKPGLQYKL
VSQTGPVHAPTFTMSVEVDGNSFEASGPSKKTAKLHVAVKVLQDMGLPTGAEGRDSSKGE
DSAEETEAKPAVVAPAPVVEAVSTPSAAFPSDATAEQGP ILTKHGKNPVMELNEKRRGLK
YELTSETGGSHDKRFVMEVEVDGQKFQGAGSNKKVAKAYAALAALEKLFPDTPLALDANK



KKRAPVPVRGGPKFAAKPHNPGFGMGGPMHNEVPPPPNLRGRGRGGSTRGRGRGRGFGGA
NHGGYMNAGAGYGSYGYGGNSATAGYSQFYSNGGHSGNASGGGGGGGGGSSGYGSYYQGD
NYNSPVPPKHAGKKQPHGGQQKPSYGSGYQSHQGQQASYNQSPYSNYGPPQGKQKGYNHG
QGSYSYSNSYNSPGGGGGSDYNYESKFNYSGSGGRSGGNSYGSGGASYNPGSHGGYGGGS
GGGSSYQGKQGGYSQSNYNSPGSGANYSGPPSSYQSSQGGYGRNADHSMNYQYR

>sp|Q15233|NONO HUMAN Non-POU domain—containing octamer—binding protein 0S=Homo sapiens
0X=9606 GN=NONO PE=1 SV=4

MQSNKTFNLEKQNHTPRKHHQHHHQQQHHQQQQQQPPPPP TPANGQQASSQNEGLTIDLK

NFRKPGEKTFTQRSRLEVGNLPPDI TEEEMRKLFEKYGKAGEVF THKDKGFGF IRLETRT
LAETAKVELDNMPLRGKQLRVRFACHSASLTVRNLPQYVSNELLEEAFSVFGQVERAVVI
VDDRGRPSGKGIVEFSGKPAARKALDRCSEGSFLLTTFPRPVTVEPMDQLDDEEGLPEKL
VIKNQQFHKEREQPPRFAQPGSFEYEYAMRWKAL TEMEKQQQDQVDRNIKEAREKLEMEM
EAARHEHQVMLMRQDLMRRQEELRRMEELHNQEVQKRKQLELRQEEERRRREEEMRRQQE
EMMRRQQEGFKGTFPDAREQE TRMGQMAMGGAMG INNRGAMPPAPVPAGTPAPPGPATMM
PDGTLGLTPPTTERFGQAATMEGIGATGGTPPAFNRAAPGAEFAPNKRRRY

>sp| 043390 |HNRPR HUMAN Heterogeneous nuclear ribonucleoprotein R 0S=Homo sapiens 0X=9606
GN=HNRNPR PE=1 SV=1
MANQVNGNAVQLKEEEEPMDTSSVTHTEHYKTLIEAGLPQKVAERLDETFQTGLVAYVDL
DERATIDALREFNEEGALSVLQQFKESDLSHVQNKSAFLCGVMKTYRQREKQGSKVQESTK
GPDEAKIKALLERTGYTLDVTTGQRKYGGPPPDSVYSGVQPGIGTEVFVGKIPRDLYEDE
LVPLFEKAGPTWDLRLMMDPLSGQNRGYAF I TFCGKEAAQEAVKLCDSYEIRPGKHLGVC
ISVANNRLEVGSTPKNKTKENILEEFSKVTEGLVDV ILYHQPDDKKKNRGFCFLEYEDHK
SAAQARRRLMSGKVKVWGNVVTVEWADPVEEPDPEVMAKVKVLEVRNLATTVTEEILEKS
FSEFGKLERVKKLKDYAFVHFEDRGAAVKAMDEMNGKETEGEETETVLAKPPDKKRKERQ
AARQASRSTAYEDYYYHPPPRMPPP IRGRGRGGGRGGYGYPPDYYGYEDYYDDYYGYDYH
DYRGGYEDPYYGYDDGYAVRGRGGGRGGRGAPPPPRGRGAPPPRGRAGYSQRGAPLGPPR
GSRGGRGGPAQQQRGRGSRGSRGNRGGNVGGKRKADGYNQPDSKRRQTNNQQNWGSQPTA
QQPLQQGGDYSGNYGYNNDNQEFYQDTYGQQWK

>sp|Q15554 | TERF2 HUMAN Telomeric repeat—-binding factor 2 0S=Homo sapiens 0X=9606 GN=TERF2
PE=1 SV=3
MAAGAGTAGPASGPGVVRDPAASQPRKRPGREGGEGARRSDTMAGGGGSSDGSGRAAGRR
ASRSSGRARRGRHEPGLGGPAERGAGEARLEEAVNRWVLKFYFHEALRAFRGSRYGDFRQ
TRDIMQALLVRPLGKEHTVSRLLRVMQCLSRIEEGENLDCSFDMEAELTPLESATNVLEM
IKTEFTLTEAVVESSRKLVKEAAVI TCTKNKEFEKASKTLKKHMSKDPTTQKLRNDLLNT
TREKNLAHPVIQNFSYETFQQKMLRFLESHLDDAEPYLLTMAKKALKSESAASSTGKEDK
QPAPGPVEKPPREPARQLRNPPTT IGMMTLKAAFKTLSGAQDSEAAFAKLDQKDLVLPTQ
ALPASPALKNKRPRKDENESSAPADGEGGSELQPKNKRMTISRLVLEEDSQSTEPSAGLN
SSQEAASAPPSKPTVLNQPLPGEKNPKVPKGKWNSSNGVEEKETWVEEDELFQVQAAPDE
DSTTNITKKQKWTVEESEWVKAGVQKYGEGNWAATSKNYPFVNRTAVMIKDRWRTMKRLG
MN



>sp|P14866 |HNRPL. HUMAN Heterogeneous nuclear ribonucleoprotein L 0S=Homo sapiens 0X=9606
GN=HNRNPL PE=1 SV=2
MSRRLLPRAEKRRRRLEQRQQPDEQRRRSGAMVKMAAAGGGGGGGRYYGGGSEGGRAPKR
LKTDNAGDQHGGGGGGGGGAGAAGGGGGGENYDDPHKTPASPVVHIRGLIDGVVEADLVE
ALQEFGPISYVVVMPKKRQALVEFEDVLGACNAVNYAADNQIYTAGHPAFVNYSTSQKIS
RPGDSDDSRSVNSVLLFTILNPIYSITTDVLYTICNPCGPVQRIVIFRKNGVQAMVEFDS
VQSAQRAKASLNGADIYSGCCTLKIEYAKPTRLNVFKNDQDTWDYTNPNLSGQGDPGSNP
NKRQRQPPLLGDHPAEYGGPHGGYHSHYHDEGYGPPPPHYEGRRMGPPVGGHRRGPSRYG
PQYGHPPPPPPPPEYGPHADSPVLMVYGLDQSKMNCDRVENVECLYGNVEKVKFMKSKPG
AAMVEMADGYAVDRATTHLNNNFMFGQKLNVCVSKQPATMPGQSYGLEDGSCSYKDFSES
RNNRFSTPEQAAKNRTQHPSNVLHFENAPLEVTEENFFEICDELGVKRPSSVKVESGKSE
RSSSGLLEWESKSDALETLGFLNHYQMKNPNGPYPYTLKLCFSTAQHAS

>sp| Q15424 | SAFB1 HUMAN Scaffold attachment factor Bl 0S=Homo sapiens 0X=9606 GN=SAFB PE=1
SV=4

MAETLSGLGDSGAAGAAALSSASSETGTRRLSDLRV IDLRAELRKRNVDSSGNKSVLMER
LKKATEDEGGNPDETEITSEGNKKTSKRSSKGRKPEEEGVEDNGLEENSGDGQEDVETSL
ENLQDIDIMDISVLDEAEIDNGSVADCVEDDDADNLQESLSDSRELVEGEMKELPEQLQE
HATEDKETINNLDTSSSDFTILQETEEPSLEPENEKTLDILGETCKSEPVKEESSELEQP
FAQDTSSVGPDRKLAEEEDLFDSAHPEEGDLDLASESTAHAQSSKADSLLAVVKREPAEQ
PGDGERTDCEPVGLEPAVEQSSAASELAEASSEELAEAPTEAPSPEARDSKEDGRKFDED
ACNEVPPAPKESSTSEGADQKMSSPEDDSDTKRLSKEEKGRSSCGRNFWVSGLSSTTRAT
DLKNLFSKYGKVVGAKVVTNARSPGARCYGFVTMSTAEEATKCINHLHKTELHGKMISVE
KAKNEPVGKKTSDKRDSDGKKEKSSNSDRSTNLKRDDKCDRKDDAKKGDDGSGEKSKDQD
DQKPGPSERSRATKSGSRGTERTVVMDKSKGVPVISVKTSGSKERASKSQDRKSASREKR
SVVSFDKVKEPRKSRDSESHSRVRERSEREQRMQAQWEREERERLETARERLAFQRQRLE
RERMERERLERERMHVEHERRREQER THREREELRRQQELRYEQERRPAVRRPYDLDRRD
DAYWPEAKRAALDERYHSDFNRQDRFHDFDHRDRGRYPDHSVDRREGSRSMMGEREGQHY
PERHGGPERHGRDSRDGWGGYGSDKRMSEGRGLPPPPRRDWGDHGRREDDRSWQGTADGG
MMDRDHKRWQGGERSMSGHSGPGHMMNRGGMSGRGSFAPGGASRGHP TPHGGMQGGFGGQ
SRGSRPSDARFTRRY

>sp|QINZI8|IF2B1 HUMAN Insulin-like growth factor 2 mRNA-binding protein 1 0S=Homo sapiens
0X=9606 GN=IGF2BP1 PE=1 SV=2
MNKLYTGNLNESVTPADLEKVFAEHKISYSGQFLVKSGYAFVDCPDEHWAMKATETFSGK
VELQGKRLETEHSVPKKQRSRKTQTRNTPPQLRWEVLDSLLAQYGTVENCEQVNTESETA
VVNVTYSNREQTRQAIMKLNGHQLENHALKVSY IPDEQTAQGPENGRRGGFGSRGQPRQG
SPVAAGAPAKQQQVDIPLRLLVPTQYVGATI IGKEGATIRNITKQTQSKIDVHRKENAGAA
EKATSVHSTPEGCSSACKMILEIMHKEAKDTKTADEVPLKTLAHNNFVGRL IGKEGRNLK
KVEQDTETKITISSLADLTLYNPERT ITVKGATENCCRAEQETIMKKVREAYENDVAAMSL
QSHLTPGLNLAAVGLFPASSSAVPPPPSSVTGAAPYSSFMQAPEQEMVQVFTPAQAVGAT
IGKKGQHIKQLSRFASASTKTAPPETPDSKVRMV I TTGPPEAQFKAQGRTYGKLKEENFF
GPKEEVKLETHIRVPASAAGRVIGKGGKTVNELQNLTAAEVVVPRDQTPDENDQVIVKI T
GHFYASQMAQRKIRDILAQVKQQHQKGQSNQAQARRK



>sp|Q14151 | SAFB2 HUMAN Scaffold attachment factor B2 0S=Homo sapiens 0X=9606 GN=SAFB2
PE=1 SV=1
MAETLPGSGDSGPGTASLGPGVAETGTRRLSELRVIDLRAELKKRNLDTGGNKSVLMERL
KKAVKEEGQDPDEIGIELEATSKKSAKRCVKGLKMEEEGTEDNGLEDDSRDGQEDMEASL
ENLQNMGMMDMSVLDETEVANSSAPDFGEDGTDGLLDSFCDSKEYVAAQLRQLPAQPPEH
AVDGEGFKNTLETSSLNFKVTPDIEESLLEPENEKILDILGETCKSEPVKEESSELEQPF
AQDTSSVGPDRKLAEEEDLFDSAHPEEGDLDLASESTAHAQSSKADSLLAVVKREPAEQP
GDGERTDCEPVGLEPAVEQSSAASELAEASSEELAEAPTEAPSPEARDSKEDGRKFDFDA
CNEVPPAPKESSTSEGADQKMSSFKEEKDTKPTTKDEKGRVGSGSGRNLWVSGLSSTTRA
TDLKNLFSKYGKVVGAKVVTNARSPGARCYGFVTMSTSDEATKCISHLHRTELHGRMISV
EKAKNEPAGKKLSDRKECEVKKEKLSSVDRHHSVEIKTEKTVIKKEEK IEKKEEKKPED I
KKEEKDQDELKPGPTNRSRVTKSGSRGMERTVVMDKSKGEPVISVKTTSRSKERSSKSQD
RKSESKEKRDILSFDKTKEQRERERQRQRERE IRETERRREREQREREQRLEAFHERKEK
ARLQRERLQLECQRQRLERERMERERLERERMRVERERRKEQER THREREELRRQQEQLR
YEQERRPGRRPYDLDRRDDAYWPEGKRVAMEDRYRADFPRPDHRFHDFDHRDRGQYQDHA
IDRREGSRPMMGDHRDGQHYGDDRHGHGGPPERHGRDSRDGWGGYGSDKRLSEGRGLPPP
PRGGRDWGEHNQRLEEHQARAWQGAMDAGAASREHARWQGGERGLSGPSGPGHMASRGGV
AGRGGFAQGGHSQGHVVPGGGLEGGGVASQDRGSRVPHPHPHPPPYPHFTRRY

>sp| 043143 |DHX15 HUMAN Pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15 0S=Homo
sapiens 0X=9606 GN=DHX15 PE=1 SV=2
MSKRHRLDLGEDYPSGKKRAGTDGKDRDRDRDREDRSKDRDRERDRGDREREREKEKEKE
LRASTNAMLITSAGLPPLKASHSAHSTHSAHSTHSTHSAHSTHAGHAGHTSLPQCINPFTN
LPHTPRYYDILKKRLQLPVWEYKDRFTDILVRHQSFVLVGETGSGKTTQIPQWCVEYMRS
LPGPKRGVACTQPRRVAAMSVAQRVADEMDVMLGQEVGYSIRFEDCSSAKTILKYMTDGM
LLREAMNDPLLERYGVIILDEAHERTLATDILMGVLKEVVRQRSDLKVIVMSATLDAGKF
QIYFDNCPLLTIPGRTHPVETFYTPEPERDYLEAATRTVIQIHMCEEEEGDLLLFLTGQE
EIDEACKRIKREVDDLGPEVGDIKIIPLYSTLPPQQQQRIFEPPPPKKQNGAIGRKVVVS
TNTAETSLTIDGVVEVIDPGFAKQKVYNPRTIRVESLLVTATSKASAQQRAGRAGRTRPGK
CFRLYTEKAYKTEMQDNTYPETLRSNLGSVVLQLKKLGIDDLVHFDFMDPPAPETLMRAL
ELLNYLAALNDDGDLTELGSMMAEFPLDPQLAKMVTASCDYNCSNEVLSTTAMLSVPQCF
VRPTEAKKAADEAKMRFAHIDGDHLTLLNVYHAFKQNHESVQWCYDNF INYRSLMSADNV
RQQLSRIMDRENLPRRSTDFTSRDYY INTRKALVTGYFMQVAHLERTGHYLTVKDNQVVQ
LHPSTVLDHKPEWVLYNEFVLTTKNY IRTCTDIKPEWLVKTAPQYYDMSNFPQCEAKRQL
DRITAKLQSKEYSQY

>sp|Q12905|ILF2 HUMAN Interleukin enhancer-binding factor 2 0S=Homo sapiens 0X=9606
GN=ILF2 PE=1 SV=2

MRGDRGRGRGGRFGSRGGPGGGFRPFVPHIPFDFYLCEMAFPRVKPAPDETSFSEALLKR
NQDLAPNSAEQASILSLVTKINNVIDNLIVAPGTFEVQIEEVRQVGSYKKGTMTTGHNVA
DLVVILKILPTLEAVAALGNKVVESLRAQDPSEVLTMLTNETGFEISSSDATVKILITTV
PPNLRKLDPELHLDIKVLQSALAATRHARWFEENASQSTVKVLIRLLKDLRIRFPGFEPL
TPWILDLLGHYAVMNNPTRQPLALNVAYRRCLQILAAGLFLPGSVGITDPCESGNFRVHT



VMTLEQQDMVCYTAQTLVRILSHGGFRKILGQEGDASYLASEISTWDGVIVTPSEKAYEK
PPEKKEGEEEEENTEEPPQGEEEESMETQE

>sp|Q7L2E3 | DHX30 HUMAN Putative ATP-dependent RNA helicase DHX30 0S=Homo sapiens 0X=9606
GN=DHX30 PE=1 SV=1

MFSLDSFRKDRAQHRQRQCKLPPPRLPPMCVNPTPGGT ISRASRDLLKEFPQPKNLLNSV
IGRALGISHAKDKLVYVHTNGPKKKKVTLHIKWPKSVEVEGYGSKKIDAERQAAAAACQL
FKGWGLLGPRNELFDAAKYRVLADRFGSPADSWWRPEPTMPPTSWRQLNPESIRPGGPGG
LSRSLGREEEEDEEEELEEGT IDVTDFLSMTQQDSHAPLRDSRGSSFEMTDDDSAIRALT
QFPLPKNLLAKVIQIATSSSTAKNLMQFHTVGTKTKLSTLTLLWPCPMTFVAKGRRKAEA
ENKAAALACKKLKSLGLVDRNNEPLTHAMYNLASLRELGETQRRPCTIQVPEPILRKIET
FLNHYPVESSWIAPELRLQSDDILPLGKDSGPLSDPITGKPYVPLLEAEEVRLSQSLLEL
WRRRGPVWQEAPQLPVDPHRDTILNATEQHPVVVISGDTGCGKTTRIPQLLLERYVTEGR
GARCNVIITQPRRISAVSVAQRVSHELGPSLRRNVGFQVRLESKPPSRGGALLFCTVGIL
LRKLQSNPSLEGVSHVIVDEVHERDVNTDFLLILLKGLQRLNPALRLVLMSATGDNERFS
RYFGGCPVIKVPGFMYPVKEHYLEDILAKLGKHQYLHRHRHHESEDECALDLDLVTDLVL
HIDARGEPGGILCFLPGWQETKGVQQRLQEALGMHESKYLILPVHSNIPMMDQKAIFQQP
PVGVRKIVLATNIAETSITINDIVHVVDSGLHKEERYDLKTKVSCLETVWVSRANVIQRR
GRAGRCQSGFAYHLFPRSRLEKMVPFQVPEILRTPLENLVLQAKTHMPEKTAVEFLSKAV
DSPNIKAVDEAVILLQEIGVLDQREYLTTLGQRLAHISTDPRLAKATVLAATFRCLHPLL
VVVSCLTRDPFSSSLQNRAEVDKVKALLSHDSGSDHLAFVRAVAGWEEVLRWQDRSSREN
YLEENLLYAPSLRFIHGLIKQFSENIYEAFLVGKPSDCTLASAQCNEYSEEEELVKGVLM
AGLYPNLIQVRQGKVTRQGKFKPNSVTYRTKSGNILLHKSTINREATRLRSRWLTYFMAV
KSNGSVFVRDSSQVHPLAVLLLTDGDVHIRDDGRRATISLSDSDLLRLEGDSRTVRLLKE
LRRALGRMVERSLRSELAALPPSVQEEHGQLLALLAELLRGPCGSFDVRKTADD

>sp|P61978 |HNRPK HUMAN Heterogeneous nuclear ribonucleoprotein K 0S=Homo sapiens 0X=9606
GN=HNRNPK PE=1 SV=1

METEQPEETFPNTETNGEFGKRPAEDMEEEQAFKRSRNTDEMVELRILLQSKNAGAVIGK
GGKNIKALRTDYNASVSVPDSSGPERILSISADIETIGEILKKIIPTLEEGLQLPSPTAT
SQLPLESDAVECLNYQHYKGSDFDCELRLLTHQSLAGGI IGVKGAKIKELRENTQTTIKL
FQECCPHSTDRVVLIGGKPDRVVECIKI ILDLISESPIKGRAQPYDPNFYDETYDYGGFT
MMEDDRRGRPVGFPMRGRGGFDRMPPGRGGRPMPPSRRDYDDMSPRRGPPPPPPGRGGRG
GSRARNLPLPPPPPPRGGDLMAYDRRGRPGDRYDGMVGFSADETWDSAIDTWSPSEWQMA
YEPQGGSGYDYSYAGGRGSYGDLGGPITITTQVTIPKDLAGST IGKGGQRIKQITRHESGAS
TKIDEPLEGSEDRIITITGTQDQIQNAQYLLQNSVKQYSGKFF

>sp|QINR30|DDX21 HUMAN Nucleolar RNA helicase 2 0S=Homo sapiens 0X=9606 GN=DDX21 PE=1
SV=5

MPGKLRSDAGLESDTAMKKGETLRKQTEEKEKKEKPKSDKTEETAEEEETVFPKAKQVKK
KAEPSEVDMNSPKSKKAKKKEEPSQNDTSPKTKSLRKKKEPTEKKVVSSKTKKVTKNEEP
SEEETDAPKPKKMKKEKEMNGETREKSPKLKNGFPHPEPDCNPSEAASEESNSETEQETP

VEQKEGAFSNFPTSEET IKLLKGRGVTFLFPTQAKTFHHVYSGKDLTAQARTGTGKTFSF
ATPLTEKLHGELQDRKRGRAPQVLVLAPTRELANQVSKDFSDITKKLSVACFYGGTPYGG



QFERMRNGIDILVGTPGRIKDHIQNGKLDLTKLKHVVLDEVDQMLDMGFADQVEEILSVA
YKKDSEDNPQTLLFSATCPHWVENVAKKYMKSTYEQVDLIGKKTQKTATTVEHLATKCHW
TQRAAVIGDVIRVYSGHQGRT I IFCETKKEAQELSQNSATKQDAQSLHGDIPQKQREITL
KGFRNGSFGVLVATNVAARGLDIPEVDLVIQSSPPKDVESY THRSGRTGRAGRTGVCICF
YQHKEEYQLVQVEQKAGIKFKRIGVPSATEI TKASSKDATRLLDSVPPTAISHFKQSAEK
LIEEKGAVEALAAALAHISGATSVDQRSLINSNVGFVIMILQCSIEMPNISYAWKELKEQ
LGEEIDSKVKGMVFLKGKLGVCFDVPTASVTE IQEKWHDSRRWQLSVATEQPELEGPREG
YGGFRGQREGSRGFRGQRDGNRRFRGQREGSRGPRGQRSGGGNKSNRSQNKGQKRSEFSKA
FGQ

>sp|Q13148|TADBP HUMAN TAR DNA-binding protein 43 0S=Homo sapiens 0X=9606 GN=TARDBP PE=1
Sv=1

MSEYTRVTEDENDEPTETPSEDDGTVLLSTVTAQFPGACGLRYRNPVSQCMRGVRLVEGI
LHAPDAGWGNLVYVVNYPKDNKRKMDETDASSAVKVKRAVQKTSDLIVLGLPWKTTEQDL
KEYFSTFGEVLMVQVKKDLKTGHSKGFGFVRFTEYETQVKVMSQRHMIDGRWCDCKLPNS
KQSQDEPLRSRKVFVGRCTEDMTEDELREFFSQYGDVMDVF T PKPFRAFAFVTFADDQTA
QSLCGEDLITKGISVHTSNAEPKHNSNRQLERSGRFGGNPGGFGNQGGFGNSRGGGAGLG

NNQGSNMGGGMNFGAFS INPAMMAAAQAALQSSWGMMGMLASQQNQSGPSGNNQNQGNMQ
REPNQAFGSGNNSYSGSNSGAATGWGSASNAGSGSGENGGFGSSMDSKSSGWGM



