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Fig.51 The heatmap of the differential expression genes.A The heatmap of all the differential
expression genes in the leaf of red and green walnut.B The heatmap of all the differential
expression genes in the peel of red and green walnut.
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Fig.S2.Histogram of COG classification.The leaf of red and green walnut 2998 unigenes and
the peel of red and green walnut 2091 unigenes in 26 COG categories.
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Fig.53 Percent of reads mapped to genome regions. The blue part refers to percentage of reads
mapped to exons; the orange part refer to percentage of reads mapped to intergenic regions;
the gray part refer to percentage of reads mapped to introns.



