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Fig. S1 Representative SPME-GC/MS chromatograms of volatiles collected from freeze dried A. sativum

and A. cepa red cv.
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Fig. 52 SPME-GC/MS based orthogonal projection to latent structures-discriminant analysis (OPLS-DA)
of freeze dried A, sativum ( ) versus air and microw#e dried garlic ( ). (A) OPLS-DA score plot (BD
loading plot derived from samples modeled against each other. The loading plot shows the covariance
pl[1] against the correlation p(corr)[1] of the variables of the discriminating component of the OPLS-DA
model. Selected variables are highlighted in the loading plot with each metabolite denoted by its mass/rt
(min) value: M6; diallyl disulfide, M21; 3-Vinyl-1,2-dithiacyclohex-5-ene and M28; diallyl trisulfide. Peaks
numbering follow those listed in (Table 1) for volatiles identification using SPME-GC/MS.
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Fig. S3 Representative UPLC-QTOF-MS fingerprinting analyses of freeze dried garlic A. sativum and red
onion cv. A. cepa extracts analysed using negative ionization mode.
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Peak L12, , N-(B-hexosyl)-Glutamylphenylalanine, 455.166 (M-H)
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Relative Abundance
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Peak 3, 337.1711 (M+H)"*
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Fig. S4. (A) ESI-MS/MS spectrum of peak (L6) in the negative ion mode. (B) ESI-MS/MS spectrum of peak
(8) in the negative ion mode. (C) ESI-MS/MS spectrum of peak (L5) in the negative ion mode. (D) ESI-
MS/MS spectrum of peak (L9) in the negative ion mode. (E) ESI-MS/MS spectrum of peak (L12) in the
negative ion mode. (F) ESI-MS/MS spectrum of peak (L7) in the negative ion mode. (G) ESI-MS/MS
spectrum of peak (L11) in the negative ion mode. (H) ESI-MS/MS spectrum of peak (L3) in the negative

ion mode.

Peak L16, Quercetin-O-diglucoside, 625.1405 (M-H)-
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Peak L21 Quercetin hexoside m/z 463.0883 [M-H]
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Peak L22, Kaempferol-O-hexoside (astragalin) m/z 447.0933 [M-H]
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Peak L33, quercetin m/z301.0357 [M-H]
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Fig. S5. (A) ESI-MS/MS spectrum of peak (L16) in the negative ion mode. (B) ESI-MS/MS spectrum of
peak (L21) in the negative ion mode. (C) ESI-MS/MS spectrum of peak (L22) in the negative ion mode. (D)
ESI-MS/MS spectrum of peak (L33) in the negative ion mode. (E) ESI-MS/MS spectrum of peak (L38) in
the negative ion mode.

Peak L39, 9,12,13-trihydroxy octadeca-7-enoic acid m/z 329.2337 [M-H]
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Fig. S6. ESI-MS/MS spectrum of peak (L39) in the negative ion mode.



