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Table S1. The hydrolysis efficiency « of carboxypeptidase A in different peptide-glucose model systems.

Model Systems ? EffPiIcyi(:;ocl;,zl(i/o) Model Systems ¢ Efffilc},i::ll;’zl(i/o)
Lys-Ala + glucose 98.3+0.3 Lys-Ala-Gly + glucose 94.6+1.6
Lys-Gly + glucose 947+£1.2 Lys-Gly-Gly + glucose 96.8£1.5
Lys-Ser + glucose 97.3+0.6 Lys-Ser-Gly + glucose 95.3+0.6
Lys-Ile + glucose 96.8 £0.9 Lys-Ile-Gly + glucose 96.7£0.9
Lys-Leu + glucose 959+1.1 Lys-Leu-Gly + glucose 942+13
Lys-Thr + glucose 96.3+1.4 Lys-Thr-Gly + glucose 93.5+1.8
Lys-Val + glucose 972+1.0 Lys-Val-Gly + glucose 942+2.1

« Hydrolysis efficiency =

Concentration of free Lys after incubation

Initial concentration of peptide

X 100% ; P Both peptides and glucose

concentrations were 1 mM in PBS buffer (pH 7.4) without thermal treatment, incubated in the presence of
4 U/mL carboxypeptidase A at 37.5 °C for 3 h.



