Supplementanr Material

Figure 1. Sequence alignment of the human (ADORA1-1) and murine (Adoral-1) A;ARs. The sequence alignment was performed with the
program MultiAlign.
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1 130
MPPSISAFQAAYIGIEVLIALVSVPGNVLVIWAVRKVNQALRDATFCFIVSLAVADVAVGALVIPLAILINIGPQTYFHTCIMVACPVLILTQSSILALLAIAVDRYLRVKIPLRYKMVVTPRRAAVAIAG
MPPYISAFQAAYIGIEVLIALVSVPGNVLVIWAVEKVNQALRDATFCFIVSLAVADVAVGALVIPLAILINIGPQTYFHTCLMVACPVLILTQSSILALLATIAVDRYLRVKIPLRYKTVVTQRRAAVAIAG
MPPsISAFQAAYIGIEVLIALVSVPGNVLVIWAVEVNQALRDATFCFIVSLAVADVAVGALVIPLAILINIGPQTYFHTCLMVACPVLILTQSSILALLATAVDRYLRVKIPLRYKmVVTQRRAAVAIAG

131 260
CWILSFVVGLTPMFGWNNLSAVERAWAANGSMGEPVIKCEFERVISMEYMVYFNFFVWVLPPLLIMVLIYLEVFYLIRKQLNRKRKVSASSGDPQRKYYGRKELKIAKSLALILFLFALSWLPLHILNCITLFC
CWILSLVVGLTPMFGWNNLSEVEQAWIANGSVGEPVIRKCEFERVISMEYMVYFNFFVWVLPPLLIMVLIYLEVFYLIRKQLNRKRKVSASSGDPQRKYYGRKELKIAKSLALILFLFALSWLPLHILNCITLFC
CWILS1VVGLTPMFGWNNLSaVErAWaANGSmGEPVIKCEFEKVISMEYMVYFNFFVWVLPPLLLMVLIYLEVFYLIRKQLNKRKVSASSGDPQKYYGKELKIAKSLALILFLFALSWLPLHILNCITLFC

261 326
PSCHERPSILTYIAIFLTHGNSAMNPIVYAFRIQKFRVTFLEKIWNDHFRCQPAPPIDEDLPEERPDD
PTCQRPSILIYIAIFLTHGNSAMNPIVYAFRIHKFRVTFLKIWNDHFRCQPKPPIEEDIPEEKADD
PsCgRKPSILiYIAIFLTHGNSAMNPIVYAFRIGQKFRVITFLKIWNDHFRCQPaPPI#EDiPEEraDD



