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This code implements the foveal center location method comparison (see
sections 2.3.1 and 2.6.1 for details).

Load data

% Pr epare environment
close all;clc;clearvars;
addpat h(genpath('../utils"));

% Li st of foveal center |ocation nmethods to be conpared
al i gnMet hodList = {"none'," ' mn',"'resanple_nin',"'snmooth_nmn'};
nAl i gnMet hod = | engt h(al i gnMet hodLi st) ;

% Define plotting colors
colors = [99 151 243;126 95 241; 136 236 0; 224 105 165] ./ 255;

% Load dissimlarity nmeasurenents
T = readtable('results_1.csv');

% Merge data into a single matrix (w thout subject ID)
D = T{:, 2: end};

Normality check

f = figure;
set(f,"' position' ,[0 O 1300 800]);

for i=1:nAlignMethod
al i gnMet hod = al i gnMet hodLi st{i};

% Pl ot hi st ograns

subpl ot (nAl i gnMet hod, 2, 2*i -1);

hi stogram(D(:,i), "' Bi nEdges',|inspace(0, 15, 50),' FaceCol or',colors(i,:));
x|l abel (' mrean TRT difference (\nmum'); hold on;grid on;

% Saphiro-WI k test

nk = mean(D(:,i));

sdx = std(D(:,i));

x = (D(:,i)-m)/sdx;

[~ p2] = swtest(Xx);

title([' Fovea | ocation nmethod: ' alignMethod],[' Saphiro-W Ik p:" nun2str(round(p2,:

% QQ PI ot
subpl ot (nAl'i gnMet hod, 2, 2*i);
qgpl ot (D(:,i));grid on;



end
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Data can not be considered to be normal

Summary statistics
varNames = {' Met hod', ' nmean', ' nedian','prctile25',"'prctile75 ,'std ,"iqgr'};

% Create a table with sumuary statistics
tabl e(al i gnMet hodLi st', nmean(D)', nedian(D)', prctile(D,25)', prctile(D 75", std(D",

ans =
Method mean median pretile25 pretile75 std iqr
i ‘none’ 6.1629 5.5866 4.6724 6.9430 2.3793 2.2706
2 'min’ 5.1959 4.9090 4.2263 5.8938 1.3158 1.6675
g ‘resample_min 4.7580 4.5252 4.0497 5.1584 1.1027 1.1087
& 'smooth_min' 4.0602 3.9961 3.6506 4.4087 0.6246 0.7581

Figure 3: Visual comparison (violinplot)

f = figure;
V = violinplot(D);
hol d on;

for i=1:nAlignMethod
V(i).ViolinColor = colors(i,:);
V(i) .EdgeCol or = colors(i,:);
end



ylin([0 20]);

yl abel (' D {align} (\mum"');

title(' Foveal center |ocation nethod conparison');

xti ckl abel s(al i gnMet hodLi st);set(gca, ticklabelinterpreter', ' none');grid on;
set(gca, ' Font Si ze', 16);

set(f,"' position',[0,0,900, 600]);

box on;
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Inferential statistics

% Groupwi se conpari son
p = kruskal wal i s(D, al i gnMet hodLi st, ' of f');
di sp([' G oupwi se conprai son: Kruskal -Wallis test p=" nun2str(p)]);

Groupwi se conprai son: Kruskal -Wallis test p=4.4452e-42

% Pai rwi se conpari son
% snmooth _min vs min

p = ranksum(D(:,2),D(:,4));
disp(['Mn vs snooth_min: Mann-Witney U test p=' nun2str(p)]);

M n vs snmoot h_m n: Mann-Whi tney U test p=3.4482e-23

% snooth _mn vs resanple_nin

p = ranksum(D(:,3),D(:,4));



di sp([' Resanpl e_m n vs snmooth_m n: Mann-\Witney U test p=" nun2str(p)]);

Resanpl e_min vs snooth_mi n: Mann-Wiitney U test p=2.7387e-13



