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Table S 1. MIC90 values of a selection of AAPs against type strains of the Mycobacterium abscessus complex. Cell shading from 
green to red indicates high to low activity. The displayed values are average values of two technical replicates. For detailed 
information on the origin of clinical isolates see Materials & Methods section of the main manuscript. 

 

Table S 2. MIC90 values of a selection of AAPs against a panel of Mycobacterium abscessus complex clinical isolates. Cell 
shading from green to red indicates high to low activity. The displayed values are average values of two technical replicates. 
For detailed information on the origin of clinical isolates see Materials & Methods section of the main manuscript. 

 
  

M. abscessus
subsp. abscessus

ATCC 19977

M. abscessus
subsp. massiliense

CCUG 48898-T

M. abscessus
subsp. bolletii
CCUG 50184-T

ID MIC90 [µM] MIC90 [µM] MIC90 [µM]
CLR 1.5 0.2 0.5

MMV 6.4 9.1 4.4
1 7.3 5.7 1.9
2 4.7 4.8 2.1
3 2.1 2.8 8.5
4 2.6 4.4 3.6
5 1.5 2.3 2.3
6 5.0 4.0 2.0
7 1.8 2.0 2.1
8 1.5 1.4 1.7
9 4.8 4.4 6.5
10 2.2 2.6 9.0

M. abscessus 
subsp. abscessus 

Bamboo

M. abscessus 
subsp. abscessus

M9

M. abscessus 
subsp. abscessus

M199

M. abscessus 
subsp. abscessus

M337

M. abscessus 
subsp. abscessus

M404
ID MIC90 [µM] MIC90 [µM] MIC90 [µM] MIC90 [µM] MIC90 [µM]

CLR 0.5 6.7 19.5 7.3 0.8
MMV 8.2 26.4 29.3 9.8 14.2

7 2.1 8.1 9.5 3.5 6.1
8 2.3 5.8 9.3 3.9 7.0

M. abscessus 
subsp. abscessus

M422

M. abscessus 
subsp. bolletii

M232

M. abscessus 
subsp. bolletii

M506

M. abscessus 
subsp. massiliense

M111
ID MIC90 [µM] MIC90 [µM] MIC90 [µM] MIC90 [µM]

CLR 4.2 10.6 1.1 0.5
MMV 13.4 6.0 10.8 6.8

7 1.8 3.9 2.9 3.4
8 1.8 4.6 2.9 5.6
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Table S 3. MIC90 values of a selection of AAPs against type strains of the Mycobacterium avium complex. Cell shading from 
green to red indicates high to low activity. The displayed values are average values of two technical replicates. For detailed 
information on the origin of clinical isolates see Materials & Methods section of the main manuscript.  

 
a incuba�on of M. avium subsp. hominissuis MAC109 with MMV did not reach 90% growth inhibi�on. MIC75 = 
6.6 µM. 

Table S 4. MIC90 values of a selection of AAPs against type strains of the different NTM. Cell shading from green to red indicates 
high to low activity. The displayed values are average values of two technical replicates. For detailed information on the origin 
of clinical isolates see Materials & Methods section of the main manuscript. 

 
a In some cases 90% growth inhibi�on was not reached for M. simiae ATCC 25275 and for M. malmoense ATCC 
29571. MIC75 values are displayed: 
 

M. avium
subsp. hominissuis

MAC109

M. avium
subsp. hominissuis

M. avium 11

M. intracellulare
subsp. intracellulare 

ATCC 13950

M.  intracellulare
subsp. chimaera

CCUG 50989

ID MIC90 [µM] MIC90 [µM] MIC90 [µM] MIC90 [µM]
CLR 1.7 0.4 0.6 0.5

MMV > 50 a 3.2 3.2 2.0
1 19.0 1.7 3.4 1.4
2 14.1 1.6 1.9 1.3
3 13.5 1.4 1.2 0.8
4 14.4 1.4 1.0 0.7
5 8.5 1.2 0.9 0.7
6 9.6 1.2 1.4 0.7
7 12.5 1.0 1.2 0.6
8 6.3 0.6 0.5 0.3
9 22.6 1.5 1.7 1.1

10 9.6 1.0 1.1 0.6

M.
chelonae

ATCC 35752

M. 
fortuitum 
ATCC 6841

M.
szulgai 

ATCC 35799 

M.
xenopi

ATCC 19250

M.
ulcerans 

S4018

M.
marinum
ATCC 927

M.
simiae a

ATCC 25275

M. 
malmoense a

ATCC 29571

M.
kansasii

ATCC 12478
ID MIC90 [µM] MIC90 [µM] MIC90 [µM] MIC90 [µM] MIC90 [µM] MIC90 [µM] MIC90 [µM] MIC90 [µM] MIC90 [µM]

CLR 0.1 2.9 0.2 0.1 0.12 9.1 > 100 3.4 0.4
MMV 0.8 1.5 1.6 48.8 0.47 2.2 > 100 > 100 0.5

1 0.4 2.0 2.8 24.1 0.16 9.6 > 100 > 100 2.6
2 0.3 0.9 1.4 21.2 0.09 3.2 43.0 > 100 0.6
3 0.2 1.5 1.1 6.9 0.08 2.7 54.1 16.1 0.7
4 0.4 1.7 1.8 7.0 0.13 6.5 > 100 18.2 0.7
5 0.4 1.4 0.9 3.3 0.10 2.4 45.7 > 100 0.3
6 0.5 1.5 9.0 1.8 0.05 13.9 > 100 > 100 2.8
7 0.2 0.8 0.5 8.0 0.06 1.2 > 100 2.3 0.2
8 0.2 0.6 0.5 3.3 0.02 1.4 20.9 4.9 0.2
9 0.5 1.6 1.2 10.0 0.14 3.1 > 100 > 100 0.8
10 0.4 1.0 0.7 5.2 0.08 1.9 33.5 5.8 0.5
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M.
simiae

ATCC 25275

M. 
malmoense
ATCC 29571

ID MIC75 [µM] MIC75 [µM]
CLR 29.3 0.6

MMV 25.2 3.1
1 36.9 2.8
2 13.7 1.7
3 16.4 1.8
4 17.9 2.2
5 11.0 1.7
6 20.9 5.5
7 6.3 1.1
8 6.9 0.6
9 20.5 1.7
10 11.2 1.3
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Table S 5. Alignment of RpoB primary sequences of all tested strains from position 450-600. Position numbering refers to PDB: 
5UHE. Dots represent amino acid identity. 
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Table S 6. Alignment of RpoC primary sequences of all tested strains from position 500-580. Position numbering refers to PDB: 
5UHE. Dots represent amino acid identity. 

 


