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Figure S1. Pyocyanin production of P. aeruginosa clinical and reference strains. Pyocyanin production was evaluated after 24 h and 48 h of incubation at 37 °C in normoxia. The data are reported
as OD at 520nm after pyocyanin extraction. Each data point represents the mean + SD of 2 independent experiments, each performed in 3-replicates. Error bars indicate the standard deviations of
all the measurements. WT: wild type, sensitive strains; MDR: multi-drug resistant strains; PDR: pan-drug resistant strains.



e, 108 Pyoverdine production
I 24h
- [ 48h
3 TR [ 72n
S
g 2
© x10°
I
=) 6
S 3
- 5
(1]
Q
c 4
7]
Q
o s
S #
=2 2
[
1
Ou\m%ubb’\%q © o A Vo oD 0 0 A
QO LF 2 WP O 10 L R o o o ol 00 o0 L oD 2 0
e SRR R e e
Bacterial strain

Figure S2. Pyoverdine production of WT, MDR and PDR strains at 24 h, 48 h and 72 h in normoxia. WT: wild type, sensitive
strains; MDR: multi-drug resistant strains; PDR: pan-drug resistant strains.



Biofilm formation

3-
® Normoxia
wrn TRE Anoxia
2.5 A
* %k %k
2-
E ‘|V
c
o
Ernw rHk *xk Kk
g 15 - e I
3 - I
8 * %k %k *okk * %k %k
Ko}
<C =
1 1 ok ok :|: wxg  FEE
I * %k %k * I *% ok % %k %
0.5 A I I I I
I I I
_ B
0-
XN VD X DO DO D DD N D 0D DD DD N oD
N QRO CECLLCOR R LSRLYLLLYY R LL D
NI PT I I ITFTFII IR &

Bacterial strain

Figure S3. Biofilm formation of P. aeruginosa clinical and reference strains. Biofilm formation was evaluated after 18 h of incubation in polystyrene plates at 37 °C in normoxia and anoxia. Data are
reported as OD at 590 nm after crystal violet staining. Each data point represents the mean + SD of 4 independent experiments, each performed in 6-replicates. Error bars indicate the standard
deviations of all the measurements. Statistical difference was determined by Student’s T-test: * p < 0.05; ** p < 0.01,*** p < 0.001 compared with the control. WT: wild type, sensitive strains; MDR:
multi-drug resistant strains; PDR: pan-drug resistant strains.
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Figure S4. Protease production of different clinical strains and PA14 reference strain at 24 h and 48 h in normoxia and anoxia.

Data are expressed as azocasein absorbance normalized for OD of each bacterial culture. Error bars indicated the standard deviati
ons of all the measurements. WT: wild type, sensitive strains; MDR: multi-drug resistant strains; PDR: pan-drug resistant strains.



Table S1: Diameters of swimming motility of WT, MDR and PRD strains art 24, 48 and 72 h in normoxia and anoxia,

respectively.

Normoxy 24h (cm) 48h (cm)  72h (cm)
PA14 2.3+0.2 29+0.2 3.2%03
WT1 29+0.2 36x03 4.2+04
WT2 3.2+0.3 3.8+04 45%04
WT3 19+0.2 29+0.2 3.2%03
WT4 3.2+0.3 48+0.5 4805
WT5 1.8+0.2 25+0.2 29+%03
WT6 29+0.3 3.7+04 39%04
WT7 29+0.3 3503 3704
WT8 0.5+0.0 0.6+0.1 0.6+0.1
WT9 2.3+0.2 29+03 3.6%03
MDR1 1.1+0.1 15+01 2.1+0.2
MDR2 2.0+0.2 26+0.2 28+*03
MDR3 0.6+0.1 14+0.1 1.8+0.2
MDR4 0.9+0.1 1.2+0.1 16+0.1
MDR5 0.9+0.1 15+0.1 1.8+0.2
MDR6 0.9+0.1 13+0.1 16+0.1
MDR7 0.5+0.0 05+00 0500
MDR8 0.5+0.0 0.6+0.1 1.0+0.1
MDR9 0.7+0.1 1.2+0.1 1.8+0.2
PDR2 0.9+0.1 23+0.2 26+%0.2
PDR3 0.6+0.1 0.6+0.1 0.6+0.1
PDR4 0.6+0.1 13+0.1 14+0.1
PDR5 2.6+0.2 3.2+0.2 3.7%+03
PDR6 2.4+0.2 3.1+03 35%03
PDR7 0.5+0.0 14+01 21+0.2
PDR8A 1.0+0.1 21+0.2 26+%0.2

Anoxia 24h (cm) 48h (cm) 72h (cm)
PA14 13+0.1 16+0.1 19+0.2
WT1 26+0.2 45+04 48+0.5
WT2 0.5+0.0 0.5+0.0 0.5+0.0
WT3 1.0+0.1 16+0.1 1.8+0.1
WT4 13+0.1 19+0.2 2.3+0.2
WT5 0.3+0.0 0.3+0.0 0.3+0.0
WT6 23+0.1 3.0+0.3 3.8+0.3
WT7 1.0+0.1 25+0.2 29+0.3
WT8 0.3+0.0 0.5+0.0 0.5+0.0
WT9 2.1+0.2 3.5+0.3 39+04
MDR1 0.6+0.1 16+0.1 1.8+0.2
MDR2 0.3+0.0 0.3+0.0 0.3+0.0
MDR3 0.6+0.1 0.9+0.1 09+0.1
MDR4 0.6+0.1 19+0.2 19+0.2
MDR5 0.5+0.0 0.8+0.1 1.2+0.1
MDR6 0.5+0.0 0.8+0.1 09+0.1
MDR7 0.4+0.0 0.4+0.0 0.4+0.0
MDR8 0.4+0.0 0.4+0.0 0.4+0.0
MDR9 0.6+0.1 13+0.1 15+0.1
PDR2 0.8+0.1 16+0.1 2.0+0.2
PDR3 0.5+0.0 0.5+0.0 0.5+0.0
PDR4 0.6+0.1 0.6+0.1 0.6+0.1
PDR5 2.1+0.2 26+0.2 3.2+0.3
PDR6 0.4+0.0 0.4+0.0 0.4+0.0
PDR7 0.3+0.0 0.3+0.0 0.3+0.0
PDR8A 13+0.1 26+0.3 26+0.3




Table S2: Diameters of swarming motility of WT, MDR and PRD strains art 24, 48 and 72 h in normoxia and anoxia,

respectively.

Normoxy 24h (cm) 48h (cm) 72h (cm)
PA14 1.0+0.1 1.1+0.1 13+0.1
WT1 1.0+0.1 13+0.1 15+0.2
WT2 13+0.1 16+0.1 1.6+0.2
WT3 1.0+0.1 13+0.1 16+0.1
WT4 13+0.1 13+0.1 13+0.1
WT5 1.0+0.1 1.1+0.1 13+0.1
WT6 1.0+0.1 1.0+0.1 13+0.1
WT7 1.0+0.1 1.1+0.1 13+0.1
WT8 0.6+0.1 0.6+0.1 0.6+0.1
WT9 1.6+0.2 1.6+0.2 1.6+0.2
MDR1 1.0+0.1 1.0+0.1 1.1+0.1
MDR2 16+0.1 16+0.1 16+0.1
MDR3 0.6+0.1 0.8+0.1 1.0+0.1
MDR4 0.6+0.1 1.0+0.1 1.0+0.1
MDR5 0.6+0.1 0.8+0.1 1.0+0.1
MDR6 0.8+0.1 1.0+0.1 1.0+0.1
MDR7 0.6+0.1 0.6+0.1 0.6+0.1
MDR8 0.6+0.1 0.6+0.1 0.6+0.1
MDR9 0.6+0.1 0.9+0.1 15+0.1
PDR2 0.3+0.0 0.6+0.1 0.8+0.1
PDR3 0.6+0.1 0.6+0.1 0.8+0.0
PDR4 0.3+0.0 0.3+0.0 0.3+0.0
PDR5 1.8+0.1 19+0.2 2.0+0.2
PDR6 16+0.1 19+0.1 2.1+0.2
PDR7 0.6+0.1 0.7+0.1 0.8+0.1
PDR8A 1.0+0.1 1.0+0.1 1.0+0.1

Anoxia 24h (cm) 48h (cm) 72h (cm)
PA14 0.6+0.1 0.6+0.1 0.9+0.1
WT1 0.6+0.1 0.7+0.0 0.9+0.1
WT2 0.3+0.0 0.3+0.0 0.3+0.0
WT3 0.6+0.1 1.0+0.1 13+0.1
WT4 0.6+0.1 0.6+0.1 0.6+0.1
WT5 0.6+0.1 0.6+0.1 0.6+0.1
WT6 0.8+0.1 13+0.1 13+0.1
WT7 0.6+0.1 0.6+0.1 0.8+0.1
WT8 0.3+0.0 0.5+0.0 0.5+0.0
WT9 0.8+0.1 0.8+0.1 0.8+0.1
MDR1 0.6+0.1 0.6+0.1 0.6+0.1
MDR2 0.3+0.0 0.5+0.0 0.5+0.0
MDR3 0.6+0.1 0.6+0.1 0.6+0.1
MDR4 0.8+0.1 0.8+0.1 0.8+0.1
MDR5 0.6+0.1 0.6+0.1 0.6+0.1
MDR6 0.6+0.1 0.6+0.1 0.6+0.1
MDR7 0.5+0.0 0.5+0.0 0.5+0.0
MDR8 0.6+0.1 0.6+0.1 0.6+0.1
MDR9 0.6+0.1 0.6+0.1 0.6+0.1
PDR2 0.3+0.0 0.6+0.1 0.6+0.1
PDR3 0.5+0.0 0.5+0.0 0.5+0.0
PDR4 0.3+0.0 0.3+0.0 0.3+0.0
PDR5 0.6+0.1 0.8+0.1 1.0+0.1
PDR6 0.4+0.0 0.5+0.0 0.6+0.1
PDR7 0.3+0.0 0.3+0.0 0.3+0.0
PDR8A 0.8+0.1 0.9+0.1 1.0+0.1




