
 

Figure S1. A2M marker (448-bp) sequences and GenBank gb|XM_012175446.4| for analyzing nitrogenous 
bases alignment for DNA in healthy and endometritis ewes.  

 

 

 

 

 

 

 

 

 

 



 

Figure S2. TLR2 marker (340-bp) sequences and GenBank gb|DQ890157.1| for analyzing nitrogenous bases 
alignment for DNA in healthy and endometritis ewes.  

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S3. TGF-β marker (394-bp) sequences and GenBank gb|NM_001009400.2| for analyzing nitrogenous 
bases alignment for DNA in healthy and endometritis ewes.  

 

 

 

 

 

 

 

 

 

 

 



 

 

Figure S4. IRAK3 marker (431-bp) sequences and GenBank gb|XM_027967477.2| for analyzing nitrogenous 
bases alignment for DNA in healthy and endometritis ewes.  

 

 

 

 

 

 

 

 

 

 

 



 

Figure S5. HMGB1 marker (430-bp) sequences and GenBank gb|XM_042254827.1| for analyzing 
nitrogenous bases alignment for DNA in healthy and endometritis ewes. 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 Figure S6. FCAMR marker (386-bp) sequences and GenBank gb|XM_042257020.1| for analyzing 
nitrogenous bases alignment for DNA in healthy and endometritis ewes.  

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S7. ADAMTS20 marker (465-bp) sequences and GenBank gb|XM_004006435.5| for analyzing 
nitrogenous bases alignment for DNA in healthy and endometritis ewes. 

 

 

 

 

 

 

 

 

 

 

 

 

  



 

Figure S8. KCNT2 marker (442-bp) sequences and GenBank gb|XM_027976255.2| for analyzing 
nitrogenous bases alignment for DNA in healthy and endometritis ewes.  

 

 

 

 

 

 

 

 

 

 

 



 

Figure S9. MAP3K4 marker (398-bp) sequences and GenBank gb|XM_042253698.1| for analyzing 
nitrogenous bases alignment for DNA in healthy and endometritis ewes.  

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S10. FKBP5 marker (389-bp) sequences and GenBank gb|XM_042237057.1| for analyzing 
nitrogenous bases alignment for DNA in healthy and endometritis ewes.  

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S11. RXFP1 marker (435-bp) sequences and GenBank gb|XM_012097572.3| for analyzing 
nitrogenous bases alignment for DNA in healthy and endometritis ewes.  

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S12. SOD marker (385-bp) sequences and GenBank gb|XR_006060140.1| for analyzing nitrogenous 
bases alignment for DNA in healthy and endometritis ewes.  

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S13. CAT marker (397-bp) sequences and GenBank gb|XM_004016396.5| for analyzing nitrogenous 
bases alignment for DNA in healthy and endometritis ewes.  

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S14. NDUFS5 marker (415-bp) sequences and GenBank gb|XM_027968234.2| for analyzing 
nitrogenous bases alignment for DNA in healthy and endometritis ewes. 

 

 

 

 

 

 

 

 

 

 

 

  



 

Figure S15. HMOX1 marker (377-bp) sequences and GenBank gb|MK630326.1| for analyzing nitrogenous 
bases alignment for DNA in healthy and endometritis ewes.  

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S16. NOS marker (360-bp) sequences and GenBank gbAF223942.1| for analyzing nitrogenous bases 
alignment for DNA in healthy and endometritis ewes. 


